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Integrated GlycoProteome Analyzer (I-GPA) for Automated Identification and Quantitation of
Site-Specific N-Glycosylation. Scientific Reports, 2016, 6, 21175.

Functional Proteomics Study Reveals That N-Acetylglucosaminyltransferase V Reinforces the
Invasive/Metastatic Potential of Colon Cancer through Aberrant Glycosylation on Tissue Inhibitor of 3.8 78
Metalloproteinase-. Molecular and Cellular Proteomics, 2008, 7, 1-14.

Regulation of gene expression by altered promoter methylation using a CRISPR/Cas9-mediated
epigenetic editing system. Scientific Reports, 2019, 9, 11960.

Improving CRISPR Genome Editing by Engineering Guide RNAs. Trends in Biotechnology, 2019, 37, 870-881. 9.3 73

Identification of target proteins ofN-acetylglucosaminyl transferased€...V in human colon cancer and
implications of protein tyrosine phosphatase kappa in enhanced cancer cell migration. Proteomics,
2006, 6, 1187-1191.

Overexpression and 12-1,6-N-Acetylglucosaminylation-initiated Aberrant Glycosylation of TIMP-1. Journal 3.4 33
of Biological Chemistry, 2012, 287, 32467-32478. :

Direct regulation of E-cadherin by targeted histone methylation of TALE-SET fusion protein in cancer
cells. Oncotarget, 2015, 6, 23837-23844.

Identification of target proteins ofN-acetylglucosaminyl-transferase V and fucosyltransferase 8 in

human gastric tissues by glycomic approach. Proteomics, 2004, 4, 3353-3358. 2.2 21
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