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k Paper IF Citations

245 MultiYomicsLanalysisLofLxylemLsapLuncoversLdynamicLmodulationLofLpoplarLdefensesLbyLammoniumL
andLnitrateZZLPlanteJournalXL2022XL 6.9 2

244 VacuoleLfragmentationLdependsLonLaLnovelLstgcjYcontainingLretromerYcomplexZZLAutophagyXL2022XLcYcj10.2 1

243 SecondaryLmetabolitesLofLzˆ…lleLcellsLmediateLprotectionLofLfungalLreproductiveLandLoverwinteringL
structuresLagainstLfungivorousLanimalsZLELifeXL2021XLcbXL 8.9 2

242 TheLvelvetLproteinLVelcLcontrolsLinitialLplantLrootLcolonizationLandLconidiaLformationLforLxylemL
distributionLinLVerticilliumLwiltZLPLoSeGeneticsXL2021XLciXLecbbkfef 6 3

241 vwsvYboxLRαsLhelicaseLvbpfavvXcbLisLanLenhancerLofL˛–YsynucleinLtoxicityLandLoligomerizationZL
PLoSeGeneticsXL2021XLciXLecbbkfbi 6 4

240 UnfoldedLκroteinLResponseLandLScaffoldL—ndependentLκheromoneLMsκLKinaseLSignalingLuontrolL
yrowthXLvevelopmentXLandLκlantLκathogenesisZLJournaleofeFungienBaselseSwitzerlandoXL2021XLiXL 5.6 2

239 —dentificationLofLTwoLαovelLκeptidesLThatL—nhibitL˛–YSynucleinLToxicityLandLsggregationZLFrontierseine
MoleculareNeuroscienceXL2021XLcfXLhgkkdh 6.1 1

238 wsRüYLRwSκβαS—VwLTβLvwzYvRsT—βαLiLüocalizesLtoLüipidLvropletsLviaL—tsLSenescenceLvomainZL
FrontierseinePlanteScienceXL2021XLcdXLhgjkhc 6.2 0

237 StrainsL—nduceLTranscriptionalLandLMorphologicalLuhangesLandLReduceLRootLuolonizationLofLsppZL
FrontierseineMicrobiologyXL2021XLcdXLhgdfhj 5.7 0

236 sLdbYkbLlineageYspecificLgenomicLregionLtamesLvirulenceLinLpathogenicLamphidiploidLVerticilliumL
longisporumZLMolecularePlantePathologyXL2021XLddXLkekYkge 5.7 2

235 üv—κLcooperatesLwithLSw—κ—αLandLüvsκLtoLfacilitateLlipidLdropletLbiogenesisLinLsrabidopsisZLPlante
CellXL2021XLeeXLebihYecbe 11.6 8

234
αovelLxuseYLandLStecdYinteractingLproteinLxsisLactivatesLcellLfusionYrelatedLgenesLinLbothL
StecdYdependentLandLYindependentLmannersLinLsscomyceteLfilamentousLfungiZLMoleculare
MicrobiologyXL2021XLccgXLideYiej

4.1 1

233 ˛–YSynucleinLvecreasesLtheLsbundanceLofLκroteasomeLSubunitsLandLsltersLUbiquitinLuonjugatesLinL
YeastZLCellsXL2021XLcbXL 7.9 1

232 vynamicLandLReversibleLsggregationLofLtheLzumanLusκLSuperfamilyLMemberLysκRYcLinLκroteinL
—nclusionsLinLSaccharomycesLcerevisiaeZLJournaleofeMoleculareBiologyXL2021XLfeeXLchichd 6.5 1

231 yuidelinesLforLtheLuseLandLinterpretationLofLassaysLforLmonitoringLautophagyLTfthLeditionUZL
AutophagyXL2021XLciXLcYejd 10.2 440

230 sL LvomainLκroteinLxunctionsLasLaLzistoneLuhaperoneLtoLMaintainLyenomeL—ntegrityLandLtheL
ResponseLtoLvαsLvamageLinLaLzumanLxungalLκathogenZZLMBioXL2021XLcdXLebediedc 7.8 0

229 TheLαovelL YvomainLκroteinLMrjcL—sLRequiredLforLMitochondrialLRespirationLandLVirulenceLinL
uryptococcusLneoformansZLMBioXL2020XLccXL 7.8 8
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228 —dentificationLofLüowYsbundanceLüipidLvropletLκroteinsLinLSeedsLandLSeedlingsZLPlantePhysiologyXL
2020XLcjdXLcedhYcefg 6.6 20

227 TheLuβκkLsignalosomeLmediatesLtheLSptdeLregulatedLfattyLacidLdesaturationLandLergosterolL
biosynthesisZLFASEBeJournalXL2020XLefXLfjibYfjjk 0.9 6

226 TheLVtacLtranscriptionalLregulatorLisLrequiredLforLmicrosclerotiaLmelanizationLinLVerticilliumL
dahliaeZLFungaleBiologyXL2020XLcdfXLfkbYgbb 2.8 4

225 βneLzealthLfˆ…rLκilzpathogeneLvonLκflanzeXLTierLundLMenschZLBioSpektrumXL2020XLdhXLcchYcch 0.1

224 uoordinationLofLxungalLSecondaryLMetabolismLandLvevelopmentL2020XLcieYdbg 2

223 κroductionLofLtheLxragranceLyeraniolLinLκeroxisomesLofLaLκroductYTolerantLtakerSsLYeastZLFrontierse
ineBioengineeringeandeBiotechnologyXL2020XLjXLgjdbgd 5.8 6

222 TheLzighLβsmolarityLylycerolLMitogenYsctivatedLκroteinLKinaseLregulatesLglucoseLcataboliteL
repressionLinLfilamentousLfungiZLPLoSeGeneticsXL2020XLchXLecbbjkkh 6 6

221 wlicitsLMediaYvependentLSecretomeLResponsesLWithLuapacityLtoLvistinguishLtetweenL
κlantYRelatedLwnvironmentsZLFrontierseineMicrobiologyXL2020XLccXLcjih 5.7 9

220 zˆ…lleLuellsLofLsspergillusLnidulansLwithLαuclearLStorageLandLvevelopmentalLtackupLxunctionsLsreL
ReminiscentLofLMultipotentLStemLuellsZLMBioXL2020XLccXL 7.8 5

219 yrowingLaLcircularLeconomyLwithLfungalLbiotechnologylLaLwhiteLpaperZLFungaleBiologyeande
BiotechnologyXL2020XLiXLg 7.5 97

218 TheLzighLβsmolarityLylycerolLMitogenYsctivatedLκroteinLKinaseLregulatesLglucoseLcataboliteL
repressionLinLfilamentousLfungiL2020XLchXLecbbjkkh

217 TheLzighLβsmolarityLylycerolLMitogenYsctivatedLκroteinLKinaseLregulatesLglucoseLcataboliteL
repressionLinLfilamentousLfungiL2020XLchXLecbbjkkh

216 TheLzighLβsmolarityLylycerolLMitogenYsctivatedLκroteinLKinaseLregulatesLglucoseLcataboliteL
repressionLinLfilamentousLfungiL2020XLchXLecbbjkkh

215 TheLzighLβsmolarityLylycerolLMitogenYsctivatedLκroteinLKinaseLregulatesLglucoseLcataboliteL
repressionLinLfilamentousLfungiL2020XLchXLecbbjkkh

214
—ntegrationLofLxungusYSpecificLuandsYucLintoLaLTrimericLuandsLuomplexLsllowedLSplittingLofLtheL
yeneLforLtheLuonservedLReceptorLwxchangeLxactorLofLuullinsLweLUbiquitinLüigasesLinLsspergilliZL
MBioXL2019XLcbXL

7.8 4

213 sntimicrobialLpropensityLofLultrananocrystallineLdiamondLfilmsLwithLembeddedLsilverLnanodropletsZL
DiamondeandeRelatedeMaterialsXL2019XLkeXLchjYcij 3.5 6

212 YeastYtasedLScreensLtoLTargetLslphaYSynucleinLToxicityZLMethodseineMoleculareBiologyXL2019XLckfjXLcfgYcgh1.4 3

211 αtRcLisLinvolvedLinLselectiveLpexophagyLinLfilamentousLascomycetesLandLcanLbeLfunctionallyL
replacedLbyLaLtaggedLversionLofLitsLhumanLhomologZLAutophagyXL2019XLcgXLijYki 10.2 13

(2019-2020)
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210 uβκkLSignalosomeL—nteractionLwithLUspsaUspcgLveubiquitinaseLuontrolsLVesYMediatedLxungalL
MulticellularLvevelopmentZLBiomoleculesXL2019XLkXL 5.9 7

209 uytoplasmicLretentionLandLdegradationLofLaLmitoticLinducerLenableLplantLinfectionLbyLaLpathogenicL
fungusZLELifeXL2019XLjXL 8.9 3

208 troadLSubstrateYSpecificLκhosphorylationLwventsLsreLsssociatedLWithLtheL—nitialLStageLofLκlantLuellL
WallLRecognitionLinZLFrontierseineMicrobiologyXL2019XLcbXLdeci 5.7 14

207 yenomeLsequencingLofLevolvedLaspergilliLpopulationsLrevealsLrobustLgenomesXLtransversionsLinLsZL
flavusXLandLsexualLaberrancyLinLnonYhomologousLendYjoiningLmutantsZLBMCeBiologyXL2019XLciXLjj 7.3 9

206
VerticilliumLdahliaeLtranscriptionLfactorsLSomcLandLVtaeLcontrolLmicrosclerotiaLformationLandL
sequentialLstepsLofLplantLrootLpenetrationLandLcolonisationLtoLinduceLdiseaseZLNewePhytologistXL
2019XLddcXLdcejYdcgk

9.8 14

205 xungalLMorphogenesisXLfromLtheLκolarizedLyrowthLofLzyphaeLtoLuomplexLReproductionLandL
—nfectionLStructuresZLMicrobiologyeandeMoleculareBiologyeReviewsXL2018XLjdXL 13.2 141

204 ResponseLtoLuommentLonLNSterilizingLimmunityLinLtheLlungLreliesLonLtargetingLfungalLapoptosisYlikeL
programmedLcellLdeathNZLScienceXL2018XLehbXL 33.3 1

203
VelvetLdomainLproteinLVossLrepressesLtheLzincLclusterLtranscriptionLfactorLScltLregulatoryLnetworkL
forLsspergillusLnidulansLasexualLdevelopmentXLoxidativeLstressLresponseLandLsecondaryL
metabolismZLPLoSeGeneticsXL2018XLcfXLecbbigcc

6 13

202 zeavyLMetalY—nducedLwxpressionLofLκcasLκrovidesLuadmiumLToleranceLtoLandLSupportsL—tsL
VirulenceLinLtheLModelZLFrontierseineMicrobiologyXL2018XLkXLiff 5.7 23

201 SumoylationLκrotectsLsgainstL˛†YSynucleinLToxicityLinLYeastZLFrontierseineMoleculareNeuroscienceXL
2018XLccXLkf 6.1 7

200 sLnovelLSTR—κsKLcomplexLcomponentLmediatesLhyphalLfusionLandLfruitingYbodyLdevelopmentLinL
filamentousLfungiZLMoleculareMicrobiologyXL2018XLccbXLgceYged 4.1 10

199 κUXcbL—sLaLüipidLvropletYüocalizedLScaffoldLκroteinLThatL—nteractsLwithLuwüüLv—V—S—βαLuYuüwfjLandL
—sL—nvolvedLinLtheLvegradationLofLüipidLvropletLκroteinsZLPlanteCellXL2018XLebXLdceiYdchb 11.6 40

198 RegulationLofLuresYMediatedLuataboliteLRepressionLbyLtheLxYtoxLκroteinsLxbxdeLandLxbxfiZLMBioXL
2018XLkXL 7.8 25

197 SemcLlinksLproteasomeLstabilityLandLspecificityLtoLmulticellularLdevelopmentZLPLoSeGeneticsXL2018XL
cfXLecbbicfc 6 11

196 xluorescentLpseudomonadsLpursueLmediaYdependentLstrategiesLtoLinhibitLgrowthLofLpathogenicL
VerticilliumLfungiZLAppliedeMicrobiologyeandeBiotechnologyXL2018XLcbdXLjciYjec 5.7 5

195 —mportanceLofLStressLResponseLMechanismsLinLxilamentousLxungiLforLsgricultureLandL—ndustryL2018
XLcjkYddd 1

194 TheLtrehaloseLprotectiveLmechanismLduringLthermalLstressLinLSaccharomycesLcerevisiaelLtheLrolesL
ofLsthcLandLsgtcZLFEMSeYeasteResearchXL2018XLcjXL 3.1 17

193 uomparativeLgenomicsLrevealsLhighLbiologicalLdiversityLandLspecificLadaptationsLinLtheLindustriallyL
andLmedicallyLimportantLfungalLgenusLsspergillusZLGenomeeBiologyXL2017XLcjXLdj 18.3 261
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192 srabidopsisLlipidLdropletYassociatedLproteinLTüvsκULYLinteractingLproteinLTüv—κULinfluencesLlipidL
dropletLsizeLandLneutralLlipidLhomeostasisLinLbothLleavesLandLseedsZLPlanteJournalXL2017XLkdXLccjdYcdbc 6.9 47

191 uapturingLtheLssccpaeceptorLforLctivatedLinaseLTRsuKcULMicroenvironmentLatLtheLzeadLRegionLofL
theLfbSLRibosomeLwithLQuantitativeLtio—vLinLYeastZLMoleculareandeCellulareProteomicsXL2017XLchXLdckkYddcj7.6 39

190 TheLtruncatedLαüRLproteinLT—RYαtSceLisLaLMβSha—MκβRT—αY˛–eLinteractionLpartnerLrequiredLforL
plantLimmunityZLPlanteJournalXL2017XLkdXLjbjYjdc 6.9 25

189 SterilizingLimmunityLinLtheLlungLreliesLonLtargetingLfungalLapoptosisYlikeLprogrammedLcellLdeathZL
ScienceXL2017XLegiXLcbeiYcbfc 33.3 63

188 MybsXLaLtranscriptionLfactorLinvolvedLinLconidiationLandLconidialLviabilityLofLtheLhumanLpathogenL
sspergillusLfumigatusZLMoleculareMicrobiologyXL2017XLcbgXLjjbYkbb 4.1 18

187 κroteomicLprofilingLofLtheLantifungalLdrugLresponseLofLsspergillusLfumigatusLtoLvoriconazoleZL
InternationaleJournaleofeMedicaleMicrobiologyXL2017XLebiXLekjYfbj 3.7 11

186 tcXYycXLaLSecretedLXyloglucanaseLfromLXLTriggersLtothLuellLveathLandLκlantL—mmuneLResponsesZL
PlantePhysiologyXL2017XLcigXLfejYfgh 6.6 36

185 snalysisLofLtheLlipidLbodyLproteomeLofLtheLoleaginousLalgaLüobosphaeraLincisaZLBMCePlanteBiologyXL
2017XLciXLkj 5.3 32

184 ssccpaRsuKcLuonnectsLRibosomesLtoLwukaryoticLκhosphosignalingZLMoleculareandeCellulareBiologyXL
2017XLeiXL 4.8 22

183 TheLputativeLoncogeneLuwκidLinhibitsLtheLmitoticLfunctionLofLtRuscLandLinducesLchromosomalL
instabilityZLOncogeneXL2016XLegXLdekjYfbh 9.2 17

182 yuidelinesLforLtheLuseLandLinterpretationLofLassaysLforLmonitoringLautophagyLTerdLeditionUZL
AutophagyXL2016XLcdXLcYddd 10.2 3838

181
uzKdYtRuscLtumorYsuppressorLaxisLrestrainsLoncogenicLsuroraYsLkinaseLtoLensureLproperLmitoticL
microtubuleLassemblyZLProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofe
AmericaXL2016XLcceXLcjciYdd

11.5 33

180 uhangesLofLglobalLgeneLexpressionLandLsecondaryLmetaboliteLaccumulationLduringLlightYdependentL
sspergillusLnidulansLdevelopmentZLFungaleGeneticseandeBiologyXL2016XLjiXLebYge 3.9 38

179 YeastLrevealsLsimilarLmolecularLmechanismsLunderlyingLalphaYLandLbetaYsynucleinLtoxicityZLHumane
MoleculareGeneticsXL2016XLdgXLdigYkb 5.6 27

178 TheLdevilLisLinLtheLdetailslLcomparisonLbetweenLuβκkLsignalosomeLTuSαULandLtheLü—vLofLtheLdhSL
proteasomeZLCurrenteGeneticsXL2016XLhdXLcdkYeh 2.9 9

177 andL—nhibitLtheLyrowthLofLκhytopathogenicLSpeciesZLFrontierseineMicrobiologyXL2016XLiXLdcic 5.7 36

176 uYTerminalLTyrosineLResidueLModificationsLModulateLtheLκrotectiveLκhosphorylationLofLSerineLcdkL
ofL˛–YSynucleinLinLaLYeastLModelLofLκarkinsonSsLviseaseZLPLoSeGeneticsXL2016XLcdXLecbbhbkj 6 39

175 —nLvitroLveneddylationLsssayZLBiotprotocolXL2016XLhXL 0.9 1

(2016-2017)
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174
TheLvensavwαcL—nteractingLκhosphataseLvipsLuontrolsLSeptaLκositioningLandL
κhosphorylationYvependentLStabilityLofLuytoplasmaticLvensavwαcLduringLxungalLvevelopmentZL
PLoSeGeneticsXL2016XLcdXLecbbgkfk

6 13

173 SuxLUbiquitinLüigaseLxYboxLκroteinLxbxcgLuontrolsLαuclearLuoYrepressorLüocalizationXLStressL
ResponseLandLVirulenceLofLtheLzumanLκathogenLsspergillusLfumigatusZLPLoSePathogensXL2016XLcdXLecbbgjkk7.6 24

172 vissectingLtheLfunctionLofLtheLdifferentLchitinLsynthasesLinLvegetativeLgrowthLandLsexualL
developmentLinLαeurosporaLcrassaZLFungaleGeneticseandeBiologyXL2015XLigXLebYfg 3.9 40

171 κosttranslationalLModificationsLandLulearingLofL˛–YSynucleinLsggregatesLinLYeastZLBiomoleculesXL
2015XLgXLhciYef 5.9 27

170 vraftLyenomeLSequenceLofLtheLteneficialLRhizobacteriumLκseudomonas´ fluorescensLvSMLjghkXLaL
αaturalL—solateLofLβilseedLRapeLTtrassicaLnapusUZLGenomeeAnnouncementsXL2015XLeXL 2

169 βneL ulietLandLfourLRomeoslLVesLandLitsLmethyltransferasesZLFrontierseineMicrobiologyXL2015XLhXLc 5.7 837

168 TheLSrksLKinaseL—sLκartLofLtheLSaksLMitogenYsctivatedLκroteinLKinaseL—nteractomeLandLRegulatesL
StressLResponsesLandLvevelopmentLinLsspergillusLnidulansZLEukaryoticeCellXL2015XLcfXLfkgYgcb 31

167 —ntegrationLofLtheLcatalyticLsubunitLactivatesLdeneddylaseLactivityLinLvivoLasLfinalLstepLinLfungalL
uβκkLsignalosomeLassemblyZLMoleculareMicrobiologyXL2015XLkiXLccbYdf 4.1 13

166 RαsseqLanalysisLofLsspergillusLfumigatusLinLbloodLrevealsLaLjustLwaitLandLseeLrestingLstageL
behaviorZLBMCeGenomicsXL2015XLchXLhfb 4.5 19

165 TranscriptionLxactorLSomsL—sLRequiredLforLsdhesionXLvevelopmentLandLVirulenceLofLtheLzumanL
κathogenLsspergillusLfumigatusZLPLoSePathogensXL2015XLccXLecbbgdbg 7.6 34

164 vraftLyenomeLSequenceLofLtheLκhenazineYκroducingLκseudomonas´ fluorescensLStrainLdYikZL
GenomeeAnnouncementsXL2015XLeXL 3

163 yeneticallyLencodingLlysineLmodificationsLonLhistoneLzfZLACSeChemicaleBiologyXL2015XLcbXLkekYff 4.9 34

162
VerticilliumLdahliaeLVdTz—fXLinvolvedLinLthiazoleLbiosynthesisXLstressLresponseLandLvαsLrepairL
functionsXLisLrequiredLforLvascularLdiseaseLinductionLinLtomatoZLEnvironmentaleandeExperimentale
BotanyXL2014XLcbjXLcfYdd

5.9 34

161 sLnovelLsrabidopsisLuz—T—αLwü—u—TβRLRwuwκTβRLK—αsSwLcLTuwRKcULmutantLwithLenhancedL
pathogenYinducedLcellLdeathLandLalteredLreceptorLprocessingZLNewePhytologistXL2014XLdbfXLkggYhi 9.8 36

160 ˛–YSynucleinLinteractsLwithLtheLswitchLregionLofLRabjaLinLaLSercdkLphosphorylationYdependentL
mannerZLNeurobiologyeofeDiseaseXL2014XLibXLcfkYhc 7.5 70

159 wstablishingLaLversatileLyoldenLyateLcloningLsystemLforLgeneticLengineeringLinLfungiZLFungale
GeneticseandeBiologyXL2014XLhdXLcYcb 3.9 70

158 MembraneYboundLmethyltransferaseLcomplexLVapsYVipuYVaptLguidesLepigeneticLcontrolLofLfungalL
developmentZLDevelopmentaleCellXL2014XLdkXLfbhYdb 10.2 52

157 SystematicLcomparisonLofLtheLeffectsLofLalphaYsynucleinLmutationsLonLitsLoligomerizationLandL
aggregationZLPLoSeGeneticsXL2014XLcbXLecbbfifc 6 127
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156 ManipulationLofLfungalLdevelopmentLasLsourceLofLnovelLsecondaryLmetabolitesLforLbiotechnologyZL
AppliedeMicrobiologyeandeBiotechnologyXL2014XLkjXLjffeYgg 5.7 32

155 —nterplayLbetweenLsumoylationLandLphosphorylationLforLprotectionLagainstL˛–YsynucleinLinclusionsZL
JournaleofeBiologicaleChemistryXL2014XLdjkXLecddfYfb 5.4 54

154
—nfectionsLwithLtheLvascularLpathogensLVerticilliumLlongisporumLandLVerticilliumLdahliaeLinduceL
distinctLdiseaseLsymptomsLandLdifferentiallyLaffectLdroughtLstressLtoleranceLofLsrabidopsisL
thalianaZLEnvironmentaleandeExperimentaleBotanyXL2014XLcbjXLdeYei

5.9 25

153 VerticilliumLtranscriptionLactivatorLofLadhesionLVtadLsuppressesLmicrosclerotiaLformationLandLisL
requiredLforLsystemicLinfectionLofLplantLrootsZLNewePhytologistXL2014XLdbdXLghgYgjc 9.8 62

152 MolecularLdiagnosisLtoLdiscriminateLpathogenLandLapathogenLspeciesLofLtheLhybridLVerticilliumL
longisporumLonLtheLoilseedLcropLtrassicaLnapusZLAppliedeMicrobiologyeandeBiotechnologyXL2013XLkiXLffhiYje5.7 24

151 conxLandLcon LcontributeLtoLconidiaLgerminationLandLstressLresponseLinLtheLfilamentousLfungusL
sspergillusLnidulansZLFungaleGeneticseandeBiologyXL2013XLghXLfdYge 3.9 20

150 sLstructuralLmodelLofLκposLderivedLfromLSsXSYanalysisYimplicationsLforLsubstrateLconversionZL
BiochimicaeEteBiophysicaeActaeteMoleculareandeCelleBiologyeofeLipidsXL2013XLcjecXLcffkYgi 5 9

149 yenetikLderLκilzeLâ��LeinLxorschungsgebietLmitLκotenzialZLBioSpektrumXL2013XLckXLjckYjdb 0.1

148 —nterplayLofLtheLfungalLsumoylationLnetworkLforLcontrolLofLmulticellularLdevelopmentZLMoleculare
MicrobiologyXL2013XLkbXLccdgYfg 4.1 27

147 TheLvelvetLfamilyLofLfungalLregulatorsLcontainsLaLvαsYbindingLdomainLstructurallyLsimilarLtoLαxY˛”tZL
PLoSeBiologyXL2013XLccXLecbbcigb 9.7 99

146 uontrolLofLmulticellularLdevelopmentLbyLtheLphysicallyLinteractingLdeneddylasesLvwαcavensLandL
uβκkLsignalosomeZLPLoSeGeneticsXL2013XLkXLecbbedig 6 36

145 RsuKcassccpXLaLribosomalLnodeLinLcellularLsignalingZLMoleculareandeCellulareProteomicsXL2013XLcdXLjiYcbg7.6 31

144 MutualLcrossLtalkLbetweenLtheLregulatorsLzaccLofLtheLunfoldedLproteinLresponseLandLycnfLofLtheL
generalLaminoLacidLcontrolLofLSaccharomycesLcerevisiaeZLEukaryoticeCellXL2013XLcdXLccfdYgf 15

143
TheLupccLregulatorLofLtheLcrossYpathwayLcontrolLofLaminoLacidLbiosynthesisLisLrequiredLforL
pathogenicityLofLtheLvascularLpathogenLVerticilliumLlongisporumZLMolecularePlanttMicrobee
InteractionsXL2013XLdhXLcecdYdf

3.6 32

142 uharacterizationLofLtheLvelvetLregulatorsLinLsspergillusLfumigatusZLMoleculareMicrobiologyXL2012XLjhXLkeiYge4.1 69

141
TheLplantLhostLtrassicaLnapusLinducesLinLtheLpathogenLVerticilliumLlongisporumLtheLexpressionLofL
functionalLcatalaseLperoxidaseLwhichLisLrequiredLforLtheLlateLphaseLofLdiseaseZLMoleculare
PlanttMicrobeeInteractionsXL2012XLdgXLghkYjc

3.6 28

140 treakingLtheLsilencelLproteinLstabilizationLuncoversLsilencedLbiosyntheticLgeneLclustersLinLtheL
fungusLsspergillusLnidulansZLAppliedeandeEnvironmentaleMicrobiologyXL2012XLijXLjdefYff 4.8 52

139 MolecularLcharacterizationLofLtheLsspergillusLnidulansLfbxsLencodingLanLxYboxLproteinLinvolvedLinL
xylanaseLinductionZLFungaleGeneticseandeBiologyXL2012XLfkXLcebYfb 3.9 21

(2012-2014)
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138 xungalLSYadenosylmethionineLsynthetaseLandLtheLcontrolLofLdevelopmentLandLsecondaryL
metabolismLinLsspergillusLnidulansZLFungaleGeneticseandeBiologyXL2012XLfkXLffeYgf 3.9 20

137 —dentificationLofLproteinLcomplexesLfromLfilamentousLfungiLwithLtandemLaffinityLpurificationZL
MethodseineMoleculareBiologyXL2012XLkffXLckcYdbg 1.4 19

136 StructureYfunctionalLanalysisLofLtheLvictyoglomusLcellLenvelopeZLSystematiceandeAppliede
MicrobiologyXL2012XLegXLdikYkb 4.2 6

135 TheLuβκkLsignalosomeLcounteractsLtheLaccumulationLofLcullinLSuxLubiquitinLweLR—αyLligasesLduringL
fungalLdevelopmentZLMoleculareMicrobiologyXL2012XLjeXLcchdYii 4.1 27

134 uoordinationLofLsecondaryLmetabolismLandLdevelopmentLinLfungilLtheLvelvetLfamilyLofLregulatoryL
proteinsZLFEMSeMicrobiologyeReviewsXL2012XLehXLcYdf 15.1 383

133 TheLsspergillusLnidulansLMsκKLmoduleLsnSteccYStegbYSteiYxuseLcontrolsLdevelopmentLandL
secondaryLmetabolismZLPLoSeGeneticsXL2012XLjXLecbbdjch 6 112

132
TranscriptionalLactivationLandLproductionLofLtryptophanYderivedLsecondaryLmetabolitesLinL
arabidopsisLrootsLcontributesLtoLtheLdefenseLagainstLtheLfungalLvascularLpathogenLVerticilliumL
longisporumZLMolecularePlantXL2012XLgXLcejkYfbd

14.4 90

131 sggregateLclearanceLofL˛–YsynucleinLinLSaccharomycesLcerevisiaeLdependsLmoreLonLautophagosomeL
andLvacuoleLfunctionLthanLonLtheLproteasomeZLJournaleofeBiologicaleChemistryXL2012XLdjiXLdighiYik 5.4 58

130 uomparativeLgenomicsLofLcitricYacidYproducingLsspergillusLnigerLsTuuLcbcgLversusL
enzymeYproducingLutSLgceZjjZLGenomeeResearchXL2011XLdcXLjjgYki 9.7 266

129 sLfeedbackLcircuitLbetweenLtranscriptionalLactivationLandLselfYdestructionLofLycnfLseparatesLitsL
metabolicLandLmorphogenicLresponseLinLdiploidLyeastsZLJournaleofeMoleculareBiologyXL2011XLfbgXLkbkYdg 6.5 8

128 gSTRUlLidentificationLandLanalysisLofLtranslationallyLregulativeLgSuntranslatedLregionsLinLaminoLacidL
starvedLyeastLcellsZLMoleculareandeCellulareProteomicsXL2011XLcbXLMccbZbbeegb 7.6 4

127 RecruitmentLofLtheLinhibitorLuandcLtoLtheLcullinLsubstrateLadaptorLsiteLmediatesLinteractionLtoLtheL
neddylationLsiteZLMoleculareBiologyeofetheeCellXL2011XLddXLcgeYhf 3.5 22

126
TheLuβκkLsignalosomeLmediatesLtranscriptionalLandLmetabolicLresponseLtoLhormonesXLoxidativeL
stressLprotectionLandLcellLwallLrearrangementLduringLfungalLdevelopmentZLMoleculareMicrobiologyXL
2010XLijXLkhfYik

4.1 61

125 üaesLcontrolLofLvelvetLfamilyLregulatoryLproteinsLforLlightYdependentLdevelopmentLandLfungalL
cellYtypeLspecificityZLPLoSeGeneticsXL2010XLhXLecbbcddh 6 169

124 vissectionLofLmitoticLfunctionsLofLtheLyeastLcyclinLulbdZLCelleCycleXL2010XLkXLdhccYk 4.7 4

123 xungalLdevelopmentLandLtheLuβκkLsignalosomeZLCurrenteOpinioneineMicrobiologyXL2010XLceXLhidYh 7.9 59

122 SpotlightLonLsspergillusLnidulansLphotosensoryLsystemsZLFungaleGeneticseandeBiologyXL2010XLfiXLkbbYj 3.9 122

121
SilencingLofLVlarodLforLchorismateLsynthaseLrevealedLthatLtheLphytopathogenLVerticilliumL
longisporumLinducesLtheLcrossYpathwayLcontrolLinLtheLxylemZLAppliedeMicrobiologyeande
BiotechnologyXL2010XLjgXLckhcYih

5.7 39
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120 vegradationLofLSaccharomycesLcerevisiaeLtranscriptionLfactorLycnfLrequiresLaLuYterminalLnuclearL
localizationLsignalLinLtheLcyclinLκclgZLEukaryoticeCellXL2009XLjXLfkhYgcb 6

119 TheLyeastLztrsLorthologueLYnmeLisLaLproteaseLwithLchaperoneLactivityLthatLaidsLsurvivalLunderLheatL
stressZLMoleculareBiologyeofetheeCellXL2009XLdbXLhjYii 3.5 30

118 TheLproteinLkinaseL—metLisLrequiredLforLlightYmediatedLinhibitionLofLsexualLdevelopmentLandLforL
mycotoxinLproductionLinLsspergillusLnidulansZLMoleculareMicrobiologyXL2009XLicXLcdijYkg 4.1 32

117 κreYfibrillarLalphaYsynucleinLvariantsLwithLimpairedLbetaYstructureLincreaseLneurotoxicityLinL
κarkinsonSsLdiseaseLmodelsZLEMBOeJournalXL2009XLdjXLedghYhj 13 348

116 TheLdbbjLupdateLofLtheLsspergillusLnidulansLgenomeLannotationlLaLcommunityLeffortZLFungale
GeneticseandeBiologyXL2009XLfhLSupplLcXLSdYce 3.9 82

115 VeltaVesaüaesLcomplexLcoordinatesLlightLsignalLwithLfungalLdevelopmentLandLsecondaryL
metabolismZLScienceXL2008XLedbXLcgbfYh 33.3 650

114 TheLuYterminalLregionLofLtheLmeiosisYspecificLproteinLkinaseL—medLmediatesLproteinLinstabilityLandLisL
requiredLforLnormalLsporeLformationLinLbuddingLyeastZLJournaleofeMoleculareBiologyXL2008XLeijXLecYfe 6.5 16

113 αeurosporaLcrassaLveYcLaffectsLasexualLconidiationZLFungaleGeneticseandeBiologyXL2008XLfgXLcdiYej 3.9 94

112 tasalLexpressionLofLtheLsspergillusLfumigatusLtranscriptionalLactivatorLupcsLisLsufficientLtoLsupportL
pulmonaryLaspergillosisZLFungaleGeneticseandeBiologyXL2008XLfgXLhkeYibf 3.9 19

111 TheLnuclearLmigrationLproteinLαUvxaü—ScLformsLaLcomplexLwithLαUvuLandLtαxsLatLspindleLpoleL
bodiesZLEukaryoticeCellXL2008XLiXLcbfcYgd 16

110 uontributionLofLgalactofuranoseLtoLtheLvirulenceLofLtheLopportunisticLpathogenLsspergillusL
fumigatusZLEukaryoticeCellXL2008XLiXLcdhjYii 125

109 MoreLthanLaLrepairLenzymelLsspergillusLnidulansLphotolyaseYlikeLurysLisLaLregulatorLofLsexualL
developmentZLMoleculareBiologyeofetheeCellXL2008XLckXLedgfYhd 3.5 108

108 slleviationLofLfeedbackLinhibitionLinLSaccharomycesLcerevisiaeLaromaticLaminoLacidLbiosynthesislL
quantificationLofLmetabolicLimpactZLMetaboliceEngineeringXL2008XLcbXLcfcYge 9.7 131

107 κosttranscriptionalLregulationLofLxüβccLuponLaminoLacidLstarvationLinLSaccharomycesLcerevisiaeZL
FEMSeYeasteResearchXL2008XLjXLddgYeh 3.1 11

106 uyclinYdependentLkinaseLgLisLanLupstreamLregulatorLofLmitochondrialLfissionLduringLneuronalL
apoptosisZLCelleDeatheandeDifferentiationXL2007XLcfXLhgcYhc 12.7 91

105 zowLtoLbuildLaLfungalLfruitLbodylLfromLuniformLcellsLtoLspecializedLtissueZLMoleculareMicrobiologyXL
2007XLhfXLjieYh 4.1 41

104 vifferentialLxlojpYdependentLregulationLofLxüβcLandLxüβccLforLcellYcellLandLcellYsubstrateL
adherenceLofLSZLcerevisiaeLSdjjcZLMoleculareMicrobiologyXL2007XLhhXLcdihYjk 4.1 60

103
snLeightYsubunitLuβκkLsignalosomeLwithLanLintactL sMMLmotifLisLrequiredLforLfungalLfruitLbodyL
formationZLProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaXL2007XL
cbfXLjbjkYkf

11.5 72

(2007-2009)
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102
sLsmallLmembraneYperipheralLregionLcloseLtoLtheLactiveLcenterLdeterminesLregioselectivityLofL
membraneYboundLfattyLacidLdesaturasesLfromLsspergillusLnidulansZLJournaleofeBiologicaleChemistryXL
2007XLdjdXLdhhhhYdhhif

5.4 29

101 sLprocessLindependentLofLtheLanaphaseYpromotingLcomplexLcontributesLtoLinstabilityLofLtheLyeastLSL
phaseLcyclinLulbgZLJournaleofeBiologicaleChemistryXL2007XLdjdXLdhhcfYdd 5.4 7

100 TheLSaccharomycesLhomologLofLmammalianLRsuKcXLupcdassccpXLisLrequiredLforLxüβccYdependentL
adhesiveLgrowthLandLdimorphismZLMoleculareandeCellulareProteomicsXL2007XLhXLckhjYik 7.6 47

99 TheLyeastLuκudasSucLgeneLisLregulatedLbyLtheLtranscriptionLfactorsLxhlcpLandL—fhcpZLCurrente
GeneticsXL2006XLfkXLdcjYdj 2.9 9

98 sminoLacidLacquisitionXLcrossYpathwayLcontrolXLandLvirulenceLinLsspergillusZLMedicaleMycologyXL2006XL
ffXLSkcYSkf 3.9 9

97 YeastLycnfpLstabilizationLisLinitiatedLbyLtheLdissociationLofLtheLnuclearLκhojgpaκclgpLcomplexZL
MoleculareBiologyeofetheeCellXL2006XLciXLdkgdYhd 3.5 18

96 yeneLtargetingLinLsspergillusLfumigatusLbyLhomologousLrecombinationLisLfacilitatedLinLaL
nonhomologousLendYLjoiningYdeficientLgeneticLbackgroundZLEukaryoticeCellXL2006XLgXLdcdYg 227

95 TheLsspergillusLnidulansLxYboxLproteinLyrrsLlinksLSuxLactivityLtoLmeiosisZLMoleculareMicrobiologyXL
2006XLhcXLihYjj 4.1 64

94 xüβccLmediatedLfilamentousLgrowthLofLtheLyeastLSaccharomycesLcerevisiaeLdependsLonLtheL
expressionLofLtheLribosomalLRκSdhLgenesZLMoleculareGeneticseandeGenomicsXL2006XLdihXLcceYdg 3.1 18

93 αitrogenLmetabolismLofLsspergillusLandLitsLroleLinLpathogenicityZLMedicaleMycologyXL2005XLfeLSupplL
cXLSecYfb 3.9 58

92 SequencingLofLsspergillusLnidulansLandLcomparativeLanalysisLwithLsZLfumigatusLandLsZLoryzaeZL
NatureXL2005XLfejXLccbgYcg 50.4 1094

91 κropertiesLofLtheLrecombinantLglucoseagalactoseLdehydrogenaseLfromLtheLextremeL
thermoacidophileXLκicrophilusLtorridusZLFEBSeJournalXL2005XLdidXLcbgfYhd 5.7 31

90 TranscriptionalLprofilingLofLSaccharomycesLcerevisiaeLcellsLunderLadhesionYinducingLconditionsZL
MoleculareGeneticseandeGenomicsXL2005XLdieXLejdYke 3.1 20

89 veletionLandLallelicLexchangeLofLtheLsspergillusLfumigatusLvesLlocusLviaLaLnovelLrecyclableLmarkerL
moduleZLEukaryoticeCellXL2005XLfXLcdkjYebi 109

88 sminoLscidLtiosynthesisL2005XLfcYhb

87 TheLcsnvacsnwLsignalosomeLgenesLareLinvolvedLinLtheLsspergillusLnidulansLvαsLdamageLresponseZL
GeneticsXL2005XLcicXLcbbeYcg 4 16

86
wvolutionLofLeYdeoxyYvYarabinoYheptulosonateYiYphosphateLsynthaseYencodingLgenesLinLtheLyeastL
SaccharomycesLcerevisiaeZLProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofe
AmericaXL2005XLcbdXLkijfYk

11.5 35

85 TheLsspergillusLfumigatusLtranscriptionalLactivatorLupcsLcontributesLsignificantlyLtoLtheLvirulenceL
ofLthisLfungalLpathogenZLMoleculareMicrobiologyXL2004XLgdXLijgYkk 4.1 103
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84 αuclearLimportLofLyeastLycnfpLrequiresLkaryopherinsLSrpcpLandLKapkgpZLMoleculareGeneticseande
GenomicsXL2004XLdicXLdgiYhh 3.1 8

83 vifferentialLregulationLofLTeccLbyLxuseLandLKsscLconfersLsignalingLspecificityLinLyeastLdevelopmentZL
CurrenteGeneticsXL2004XLfhXLeecYfd 2.9 47

82 uhorismateLmutaseLofLThermusLthermophilusLisLaLmonofunctionalLsrozLclassLenzymeLinhibitedLbyL
tyrosineZLArchiveseofeMicrobiologyXL2004XLcjcXLckgYdbe 3 14

81 SmteaSUMβLandLUbckLareLrequiredLforLefficientLsκuauYmediatedLproteolysisLinLbuddingLyeastZL
MoleculareMicrobiologyXL2004XLgcXLceigYji 4.1 50

80
SubstrateLandLmetalLcomplexesLofLeYdeoxyYvYarabinoYheptulosonateYiYphosphateLsynthaseLfromL
SaccharomycesLcerevisiaeLprovideLnewLinsightsLintoLtheLcatalyticLmechanismZLJournaleofeMoleculare
BiologyXL2004XLeeiXLhigYkb

6.5 37

79
wvolutionLofLfeedbackYinhibitedLbetaLaalphaLbarrelLisoenzymesLbyLgeneLduplicationLandLaLsingleL
mutationZLProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaXL2003XL
cbbXLjhdYi

11.5 94

78 TheLuβκkLsignalosomeLisLanLessentialLregulatorLofLdevelopmentLinLtheLfilamentousLfungusL
sspergillusLnidulansZLMoleculareMicrobiologyXL2003XLfkXLiciYeb 4.1 108

77 —mpactLofLtheLcrossYpathwayLcontrolLonLtheLregulationLofLlysineLandLpenicillinLbiosynthesisLinL
sspergillusLnidulansZLCurrenteGeneticsXL2003XLfdXLdbkYck 2.9 26

76 κolyadenylationLofLrRαsYLandLtRαsYbasedLyeastLtranscriptsLcleavedLbyLinternalLribozymeLactivityZL
CurrenteGeneticsXL2003XLfeXLdggYhd 2.9 11

75 uontrollingLtranscriptionLbyLdestructionlLtheLregulationLofLyeastLycnfpLstabilityZLCurrenteGeneticsXL
2003XLffXLjYcj 2.9 32

74 veletionLofLsspergillusLnidulansLarouLusingLaLnovelLblasterLmoduleLthatLcombinesLwTLcloningLandL
markerLrescueZLMoleculareGeneticseandeGenomicsXL2003XLdhjXLhigYje 3.1 16

73 αucleosomeLpositionYdependentLandLYindependentLactivationLofLz—SiLepressionLinLSaccharomycesL
cerevisiaeLbyLdifferentLtranscriptionalLactivatorsZLEukaryoticeCellXL2003XLdXLjihYjg 5

72 sminoLacidLstarvationLandLycnfpLregulateLadhesiveLgrowthLandLxüβccLgeneLexpressionLinL
SaccharomycesLcerevisiaeZLMoleculareBiologyeofetheeCellXL2003XLcfXLfdidYjf 3.5 84

71 SynergisticLinhibitionLofLsκuauLbyLglucoseLandLactivatedLRasLproteinsLcanLbeLmediatedLbyLeachLofL
theLTpkcYeLproteinsLinLSaccharomycesLcerevisiaeZLMicrobiologyenUnitedeKingdomoXL2003XLcfkXLcdbgYcdch 2.9 21

70 ReplacementLofLtheLyeastLTRκfLeSLuntranslatedLregionLbyLaLhammerheadLribozymeLresultsLinLaL
stableLandLefficientlyLexportedLmRαsLthatLlacksLaLpolyTsULtailZLRnaXL2002XLjXLeehYff 5.8 16

69 vualLroleLofLtheLSaccharomycesLcerevisiaeLTwsasTTSLfamilyLtranscriptionLfactorLTeccpLinLregulationL
ofLgeneLexpressionLandLcellularLdevelopmentZLEukaryoticeCellXL2002XLcXLhieYjh 45

68
RefinedLmolecularLhingeLbetweenLallostericLandLcatalyticLdomainLdeterminesLallostericLregulationL
andLstabilityLofLfungalLchorismateLmutaseZLProceedingseofetheeNationaleAcademyeofeScienceseofethee
UnitedeStateseofeAmericaXL2002XLkkXLhhecYh

11.5 11

67 —nhibitionLofLsκuYmediatedLproteolysisLbyLtheLmeiosisYspecificLproteinLkinaseL—medZLProceedingseofe
theeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaXL2002XLkkXLfejgYkb 11.5 37

(2002-2004)
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66 MultipleLfactorsLpreventLtranscriptionalLinterferenceLatLtheLyeastLsRβfYz—SiLlocusZLJournaleofe
BiologicaleChemistryXL2002XLdiiXLdcffbYg 5.4 14

65 sminoLacidYdependentLycnfpLstabilityLregulationLoccursLexclusivelyLinLtheLyeastLnucleusZLEukaryotice
CellXL2002XLcXLhheYid 25

64 SexualLvevelopmentLinLsscomycetesLxruitLtodyLxormationLofLsspergillusLnidulansL2002XL 12

63 RegulativeLfineYtuningLofLtheLtwoLnovelLvszκLisoenzymesLaroxpLandLaroypLofLtheLfilamentousL
fungusLsspergillusLnidulansZLArchiveseofeMicrobiologyXL2001XLcigXLccdYdc 3 10

62 RegulationLofLtheLsspergillusLnidulansLhistLgeneLbyLhistidineLstarvationZLCurrenteGeneticsXL2001XLejXLecfYdd2.9 26

61 —nductionLofLjlbsLmRαsLsynthesisLforLaLputativeLbZ—κLproteinLofLsspergillusLnidulansLbyLaminoLacidL
starvationZLCurrenteGeneticsXL2001XLekXLediYef 2.9 16

60 sllostericLregulationLofLcatalyticLactivitylLwscherichiaLcoliLaspartateLtranscarbamoylaseLversusLyeastL
chorismateLmutaseZLMicrobiologyeandeMoleculareBiologyeReviewsXL2001XLhgXLfbfYdcXLtableLofLcontents 13.2 54

59 vifferentLdomainsLofLtheLessentialLyTκaseLudcfdpLrequiredLforLgrowthLandLdevelopmentLofL
SaccharomycesLcerevisiaeZLMoleculareandeCellulareBiologyXL2001XLdcXLdegYfj 4.8 29

58 TranscriptionalLautoregulationLandLinhibitionLofLmRαsLtranslationLofLaminoLacidLregulatorLgeneL
cpcsLofLfilamentousLfungusLsspergillusLnidulansZLMoleculareBiologyeofetheeCellXL2001XLcdXLdjfhYgi 3.5 82

57 RepressionLofLyuαfLmRαsLtranslationLbyLnitrogenLstarvationLinLSaccharomycesLcerevisiaeZLJournale
ofeBiologicaleChemistryXL2001XLdihXLdghhcYic 5.4 35

56 RegulationLofLhiszxLtranscriptionLofLsspergillusLnidulansLbyLadenineLandLaminoLacidLlimitationZL
FungaleGeneticseandeBiologyXL2001XLedXLdcYec 3.9 11

55 SexualLdiploidsLofLsspergillusLnidulansLdoLnotLformLbyLrandomLfusionLofLnucleiLinLtheLheterokaryonZL
GeneticsXL2001XLcgiXLcfcYi 4 25

54 cY unLandLRsuKcLhomologuesLregulateLaLcontrolLpointLforLsexualLdevelopmentLinLsspergillusL
nidulansZLMoleculareMicrobiologyXL2000XLeiXLdjYfc 4.1 67

53 ssymmetricallyLlocalizedLtudjpLandLtudkpLproteinsLcontrolLyeastLcellLpolarityLandLdevelopmentZL
EMBOeJournalXL2000XLckXLhhjhYkh 13 51

52 vevelopmentalLandLmetabolicLregulationLofLtheLphosphoglucomutaseYencodingLgeneXLpgmtXLofL
sspergillusLnidulansZLMoleculareGeneticseandeGenomicsXL2000XLdhdXLcbbcYcc 11

51 TheLtryptophanLsynthaseYencodingLtrptLgeneLofLsspergillusLnidulansLisLregulatedLbyLtheL
crossYpathwayLcontrolLsystemZLMoleculareGeneticseandeGenomicsXL2000XLdheXLjhiYih 36

50 zsRβiLencodesLchorismateLmutaseLofLtheLmethylotrophicLyeastLzansenulaLpolymorphaLandLisL
derepressedLuponLmethanolLutilizationZLJournaleofeBacteriologyXL2000XLcjdXLfcjjYki 3.5 23

49 YeastLRanYbindingLproteinLYrbcpLisLrequiredLforLefficientLproteolysisLofLcellLcycleLregulatoryL
proteinsLκdscpLandLSiccpZLJournaleofeBiologicaleChemistryXL2000XLdigXLejkdkYei 5.4 19
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48 TwoLdifferentLmodesLofLcyclinLclbdLproteolysisLduringLmitosisLinLSaccharomycesLcerevisiaeZLFEBSe
LettersXL2000XLfhjXLcfdYj 3.8 45

47 ylucoseLandLrasLactivityLinfluenceLtheLubiquitinLligasesLsκuauLandLSuxLinLSaccharomycesLcerevisiaeZL
GeneticsXL2000XLcgfXLcgbkYdc 4 33

46 TheLarouLgeneLofLsspergillusLnidulansLcodesLforLaLmonofunctionalXLallostericallyLregulatedL
chorismateLmutaseZLJournaleofeBiologicaleChemistryXL1999XLdifXLdddigYjd 5.4 23

45 vifferentLpositioningLelementsLselectLpolyTsULsitesLatLtheLeSYendLofLyuαfLmRαsLinLtheLyeastL
SaccharomycesLcerevisiaeZLNucleiceAcidseResearchXL1999XLdiXLfigcYj 20.1 6

44 urosstalkLbetweenLtheLRasdpYcontrolledLmitogenYactivatedLproteinLkinaseLandLcsMκLpathwaysL
duringLinvasiveLgrowthLofLSaccharomycesLcerevisiaeZLMoleculareBiologyeofetheeCellXL1999XLcbXLcedgYeg 3.5 152

43
urystallizationLandLpreliminaryLXYrayLanalysisLofLeYdeoxyYvYarabinoYheptulosonateYiYphosphateL
synthaseLTtyrosineLinhibitableULfromLSaccharomycesLcerevisiaeZLActaeCrystallographicaeSectioneD:e
BiologicaleCrystallographyXL1999XLggXLcgjhYj

2

42 TheLWvLproteinLupcdpLisLrequiredLforLrepressionLofLycnfLproteinLactivityLinLyeastLinLtheLabsenceLofL
aminoYacidLstarvationZLMoleculareMicrobiologyXL1999XLecXLjbiYdd 4.1 42

41 SexualLdevelopmentLofLsspergillusLnidulansLinLtryptophanLauxotrophicLstrainsZLArchiveseofe
MicrobiologyXL1999XLcidXLcgiYhh 3 51

40 TheLtwoLeYdeoxyYvYarabinoYheptulosonateYiYphosphateLsynthaseLisoenzymesLfromLSaccharomycesL
cerevisiaeLshowLdifferentLkineticLmodesLofLinhibitionZLArchiveseofeMicrobiologyXL1998XLchkXLgciYdf 3 25

39 MonitoringLtheLycnfLproteinYmediatedLresponseLinLtheLyeastLSaccharomycesLcerevisiaeZLJournaleofe
BiologicaleChemistryXL1998XLdieXLcdhkhYibd 5.4 63

38 TyrosineLandLtryptophanLactLthroughLtheLsameLbindingLsiteLatLtheLdimerLinterfaceLofLyeastL
chorismateLmutaseZLJournaleofeBiologicaleChemistryXL1998XLdieXLcibcdYi 5.4 19

37 TheLadjacentLyeastLgenesLsRβfLandLz—SiLcarryLnoLintergenicLregionZLJournaleofeBiologicaleChemistryXL
1997XLdidXLdhecjYdf 5.4 14

36 uarbonicLanhydraseLinLscetobacteriumLwoodiiLandLotherLacetogenicLbacteriaZLJournaleofe
BacteriologyXL1997XLcikXLickiYdbb 3.5 42

35 MechanismsLofLcatalysisLandLallostericLregulationLofLyeastLchorismateLmutaseLfromLcrystalL
structuresZLStructureXL1997XLgXLcfeiYgd 5.2 84

34 ThreeLclassesLofLmammalianLtranscriptionLactivationLdomainLstimulateLtranscriptionLinL
SchizosaccharomycesLpombeZLEMBOeJournalXL1997XLchXLgiddYk 13 43

33 RegulationLofLtheLyeastLz—SiLgeneLbyLtheLglobalLtranscriptionLfactorLsbfcpZLMoleculareGeneticseande
GenomicsXL1997XLdghXLcehYfh 8

32 TheLsspergillusLnigerLyuαfLhomologueXLcpcsXLisLtranscriptionallyLregulatedLandLencodesLanLunusualL
leucineLzipperZLMoleculareMicrobiologyXL1997XLdeXLdeYee 4.1 52

31 urystalLstructureLofLtheLTLstateLofLallostericLyeastLchorismateLmutaseLandLcomparisonLwithLtheLRL
stateZLProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaXL1996XLkeXLeeebYf 11.5 40

(1996-2000)
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30
TheLtranscriptionalLapparatusLrequiredLforLmRαsLencodingLgenesLinLtheLyeastLSaccharomycesL
cerevisiaeLemergesLfromLaLjigsawLpuzzleLofLtranscriptionLfactorsZLFEMSeMicrobiologyeReviewsXL1996XL
ckXLcciYeh

15.1 5

29 sminoLacidLandLadenineLcrossYpathwayLregulationLactLthroughLtheLsameLgSYTysuTuYeSLmotifLinLtheL
yeastLz—SiLpromoterZLJournaleofeBiologicaleChemistryXL1996XLdicXLdkheiYfe 5.4 31

28 MolecularLanalysisLofLtheLyeastLSwRcLgeneLencodingLeYphosphoserineLaminotransferaselLregulationL
byLgeneralLcontrolLandLserineLrepressionZLCurrenteGeneticsXL1995XLdiXLgbcYj 2.9 24

27 sctivationLandLrepressionLofLtheLyeastLsRβeLgeneLbyLglobalLtranscriptionLfactorsZLMoleculare
MicrobiologyXL1995XLcgXLchiYij 4.1 11

26 TheLtranscriptionalLactivatorLyuαfLcontainsLmultipleLactivationLdomainsLthatLareLcriticallyL
dependentLonLhydrophobicLaminoLacidsZLMoleculareandeCellulareBiologyXL1995XLcgXLcddbYee 4.8 135

25
SaturationLmutagenesisLofLaLpolyadenylationLsignalLrevealsLaLhexanucleotideLelementLessentialLforL
mRαsLeSLendLformationLinLSaccharomycesLcerevisiaeZLProceedingseofetheeNationaleAcademyeofe
ScienceseofetheeUnitedeStateseofeAmericaXL1994XLkcXLdgiYhc

11.5 66

24 TheLcrystalLstructureLofLallostericLchorismateLmutaseLatLdZdYsLresolutionZLProceedingseofethee
NationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaXL1994XLkcXLcbjcfYj 11.5 55

23 αucleotideLsequenceLvariationLofLchitinLsynthaseLgenesLamongLectomycorrhizalLfungiLandLitsL
potentialLuseLinLtaxonomyZLAppliedeandeEnvironmentaleMicrobiologyXL1994XLhbXLecbgYcc 4.8 34

22 uloningXLprimaryLstructureXLandLregulationLofLtheLz—SiLgeneLencodingLaLbifunctionalLglutamineL
amidotransferaselLcyclaseLfromLSaccharomycesLcerevisiaeZLJournaleofeBacteriologyXL1993XLcigXLggfjYgj 3.5 39

21 MessengerLRαsLeSYendLformationLofLaLvαsLfragmentLfromLtheLhumanLcYmycLeSYendLregionLinL
SaccharomycesLcerevisiaeZLCurrenteGeneticsXL1993XLdeXLdbcYf 2.9 6

20 YMucXLaLyeastLgeneLencodingLaLnewLputativeLmitochondrialLcarrierLproteinZLYeastXL1993XLkXLebcYg 3.4 18

19 sLtyrosineLresidueLisLinvolvedLinLtheLallostericLbindingLofLtryptophanLtoLyeastLchorismateLmutaseZL
BBAeteProteinseandeProteomicsXL1993XLcdbeXLicYh 3

18 TheLyeastLactinLintronLcontainsLaLcrypticLpromoterLthatLcanLbeLswitchedLonLbyLpreventingL
transcriptionalLinterferenceZLNucleiceAcidseResearchXL1992XLdbXLfieeYk 20.1 30

17
uloningXLprimaryLstructureLandLregulationLofLtheLsRβfLgeneXLencodingLtheLtyrosineYinhibitedL
eYdeoxyYvYarabinoYheptulosonateYiYphosphateLsynthaseLfromLSaccharomycesLcerevisiaeZLGeneXL
1992XLcceXLhiYif

3.8 39

16 MolecularLcloningXLcharacterizationLandLanalysisLofLtheLregulationLofLtheLsRβdLgeneXLencodingL
chorismateLsynthaseXLofLSaccharomycesLcerevisiaeZLMoleculareMicrobiologyXL1991XLgXLdcfeYgd 4.1 15

15 uloningLandLcharacterisationLofLaLyeastLhomologLofLtheLmammalianLribosomalLproteinLükZLNucleice
AcidseResearchXL1991XLckXLgijg 20.1 12

14
sLyuαfLproteinLrecognitionLelementLisLnotLsufficientLforLyuαfYdependentLregulationLofL
transcriptionLinLtheLsRβiLpromoterLofLSaccharomycesLcerevisiaeZLMoleculareGeneticseandeGenomicsXL
1990XLddfXLgiYhf

13

13 YeastLallostericLchorismateLmutaseLisLlockedLinLtheLactivatedLstateLbyLaLsingleLaminoLacidL
substitutionZLBiochemistryXL1990XLdkXLehhbYj 3.2 52
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12 κurificationLandLpropertiesLofLtheLeYdeoxyYvYarabinoYheptulosonateYiYphosphateLsynthaseL
TphenylalanineYinhibitableULofLSaccharomycesLcerevisiaeZLFEBSeJournalXL1989XLcjhXLehcYh 24

11 uloningLofLtheLüwUdLgeneLofLSaccharomycesLcerevisiaeLbyLinLvivoLrecombinationZLArchiveseofe
MicrobiologyXL1989XLcgdXLdheYj 3 2

10 sLsingleLpointLmutationLresultsLinLaLconstitutivelyLactivatedLandLfeedbackYresistantLchorismateL
mutaseLofLSaccharomycesLcerevisiaeZLJournaleofeBacteriologyXL1989XLcicXLcdfgYge 3.5 46

9
sLconsensusLtranscriptionLterminationLsequenceLinLtheLpromoterLregionLisLnecessaryLforLefficientL
geneLexpressionLofLtheLTRκcLgeneLofLSaccharomycesLcerevisiaeZLMoleculareGeneticseandeGenomicsXL
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