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predictioneOBioinformaticscO2013cOipcOhpkmdli 7.2 44
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82 zompensationOofOfeatureOselectionObiasesOaccompaniedOwithOimprovedOpredictiveOperformanceOforO
binaryOclassificationObyOusingOaOnovelOensembleOfeatureOselectionOapproacheOBioDatafMiningcO2016cOpcOjm 4.3 30
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75 xOsimpleOstructuredbasedOmodelOforOtheOpredictionOofOHIVdhOcodreceptorOtropismeOBioDatafMiningcO
2014cOncOhk 4.3 24

74 αNxOwatermarksOinOnondcodingOregulatoryOsequenceseOBMCfResearchfNotescO2009cOicOhil 2.3 23

73 GenotypicOPredictionOofOzodreceptorOTropismOofOHIVdhOSubtypesOxOandOzeOScientificfReportscO2016cOmcOikooj4.9 21

72 ImprovedOyevirimatOresistanceOpredictionObyOcombinationOofOstructuralOandOsequencedbasedO
classifierseOBioDatafMiningcO2011cOkcOim 4.3 20

71 zORαITβqOTheOzuratedOzORonaOαrugOInTβRactionsOαatabaseOforOSxRSdzoVdieOISciencecO2020cOijcOhghipn 6.1 19

70 xOnewOapproachOtoOinhibitOhumanO˛†dtryptaseObyOproteinOsurfaceObindingOofOfourdarmedOpeptideO
ligandsOwithOtwoOdifferentOsetsOofOarmseOOrganicfandfBiomolecularfChemistrycO2013cOhhcOhmjhdp 3.9 19

69 αNxOWatermarkingqOzhallengingOPerspectivesOforOyiotechnologicalOxpplicationseOCurrentf
BioinformaticscO2011cOmcOjnldjoi 4.7 19

68 WatermarkingOsexuallyOreproducingOdiploidOorganismseOBioinformaticscO2008cOikcOhpmhdi 7.2 19

67 LowOtransferrinOandOhighOferritinOconcentrationsOareOassociatedOwithOworseOoutcomeOinOacuteOliverO
failureeOLiverfInternationalcO2017cOjncOhgjidhgkh 7.9 18

66 InterpolqOxnOROpackageOforOpreprocessingOofOproteinOsequenceseOBioDatafMiningcO2011cOkcOhm 4.3 18

65 SHIVxOdOaOwebOapplicationOforOdrugOresistanceOandOtropismOtestingOinOHIVeOBMCfBioinformaticscO2016cO
hncOjhk 3.6 17
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64 yaselineOactivityOpredictsOworkingOmemoryOloadOofOprecedingOtaskOconditioneOHumanfBrainfMappingcO
2013cOjkcOjghgdii 5.9 17

63 xOcomputationalOapproachOforOtheOidentificationOofOsmallOGTPasesObasedOonOpreprocessedOaminoO
acidOsequenceseOTechnologyfinfCancerfResearchfandfTreatmentcO2009cOocOjjjdkh 2.7 17

62 StructureOofOHIVdhOquasidspeciesOasOearlyOindicatorOforOswitchesOofOcodreceptorOtropismeOAIDSf
ResearchfandfTherapycO2010cOncOkh 3 17

61 αeepOlearningOonOchaosOgameOrepresentationOforOproteinseOBioinformaticscO2020cOjmcOinidinp 7.2 17

60 InsightsOintoOtheOclassificationOofOsmallOGTPaseseOAdvancesfandfApplicationsfinfBioinformaticsfandf
ChemistrycO2010cOjcOhldik 1.5 16

59 zhemicodgeneticOstrategiesOtoOinhibitOtheOleukemicOpotentialOofOthreonineOaspartasedheOBloodfCancerf
JournalcO2012cOicOenn 7 15

58 GUβSSqOprojectingOmachineOlearningOscoresOtoOwelldcalibratedOprobabilityOestimatesOforOclinicalO
decisiondmakingeOBioinformaticscO2019cOjlcOiklodikml 7.2 15

57 InOxcuteOMyocardialOInfarctionOLiverOParametersOxreOxssociatedOWithOStenosisOαiametereOMedicinef
oUnitedfStatespcO2016cOplcOeiogn 1.8 13

56 SzOTzHqOsubtypeOxOcoreceptorOtropismOclassificationOinOHIVdheOBioinformaticscO2018cOjkcOilnldilog 7.2 12

55 γourOhighdqualityOdraftOgenomeOassembliesOofOtheOmarineOheterotrophicOnanoflagellateOzafeteriaO
roenbergensiseOScientificfDatacO2020cOncOip 8.2 11

54 αesignOofOaOmodularOproteindbasedOMRIOcontrastOagentOforOtargetedOapplicationeOPLoSfONEcO2013cOocOemljkm3.7 11

53 MachineOlearningOonOnormalizedOproteinOsequenceseOBMCfResearchfNotescO2011cOkcOpk 2.3 11

52 αynamicOcausalOmodelingOwithOgeneticOalgorithmseOJournalfoffNeurosciencefMethodscO2011cOhpkcOkgidm 3 11

51 zurrentOxpproachesOinOzomputationalOαrugOResistanceOPredictionOinOHIVeOCurrentfHIVfResearchcO
2016cOhkcOjgndhl 1.3 11

50 fMRIOdataOvisualizationOwithOyrainylendOandOylendereONeuroinformaticscO2010cOocOihdjh 3.2 10

49 PredictionOofOantimicrobialOresistanceObasedOonOwholedgenomeOsequencingOandOmachineOlearningeO
BioinformaticscO2021cO 7.2 9

48 MβSxqOautomatedOassessmentOofOsyntheticOαNxOfragmentsOandOsimulationOofOαNxOsynthesiscO
storagecOsequencingOandOPzROerrorseOBioinformaticscO2020cOjmcOjjiidjjim 7.2 8

47 OnOtheOxpplicationOofOSupervisedOMachineOLearningOtoOTrustworthinessOxssessmentO2013cO 7
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46 gzUPqOrapidOGPUdbasedOHIVdhOcodreceptorOusageOpredictionOforOnextdgenerationOsequencingeO
BioinformaticscO2014cOjgcOjinidj 7.2 7

45 xOsmallOsetOofOsuccinctOsignatureOpatternsOdistinguishesOzhineseOandOnondzhineseOHIVdhOgenomeseO
PLoSfONEcO2013cOocOeloogk 3.7 7

44 ParametersOInfluencingOyaselineOHIVdhOGenotypicOTropismOTestingORelatedOtoOzlinicalOOutcomeOinO
PatientsOonOMaraviroceOPLoSfONEcO2015cOhgcOeghillgi 3.7 6

43 sPLINKqOxOγederatedcOPrivacydPreservingOToolOasOaORobustOxlternativeOtoOMetadxnalysisOinO
GenomedWideOxssociationOStudies 6

42 xOlargedscaleOcomparativeOstudyOonOpeptideOencodingsOforObiomedicalOclassificationeONARfGenomicsf
andfBioinformaticscO2021cOjcOlqabgjp 3.7 6

41 NxγLαdxssociatedOzomorbiditiesOinOxdvancedOStageOHzzOαoONotOxlterOtheOSafetyOandOβfficacyOofO
YttriumdpgORadioembolizationeOLiverfCancercO2019cOocOkphdlgk 9.1 6

40 GaussianOnoiseOupdsamplingOisObetterOsuitedOthanOSMOTβOandOxαxSYNOforOclinicalOdecisionOmakingeO
BioDatafMiningcO2021cOhkcOkp 4.3 5

39 NatrixqOaOSnakemakedbasedOworkflowOforOprocessingcOclusteringcOandOtaxonomicallyOassigningO
ampliconOsequencingOreadseOBMCfBioinformaticscO2020cOihcOlim 3.6 5

38 LiverOparametersOasOpartOofOaOnondinvasiveOmodelOforOpredictionOofOalldcauseOmortalityOafterO
myocardialOinfarctioneOArchivesfoffMedicalfSciencecO2020cOhmcOnhdog 2.9 5

37 QuantificationOofOtheOcovariationOofOlakeOmicrobiomesOandOenvironmentalOvariablesOusingOaOmachineO
learningdbasedOframeworkeOMolecularfEcologycO2021cOjgcOihjhdihkk 5.7 5

36 SingleddomainOparvulinsOconstituteOaOspecificOmarkerOforOrecentlyOproposedOdeepdbranchingO
archaealOsubgroupseOEvolutionaryfBioinformaticscO2011cOncOhjldko 1.9 4

35 zhaosOgameOrepresentationOandOitsOapplicationsOinObioinformaticseeOComputationalfandfStructuralf
BiotechnologyfJournalcO2021cOhpcOmimjdminh 6.8 4

34 IdentificationOofOtheOmostOindicativeOandOdiscriminativeOfeaturesOfromOdiagnosticOinstrumentsOforO
childrenOwithOautismeOJCPPfAdvancescO2021cOhcOehigij 4

33 αataOScienceOforOMolecularOαiagnosticsOxpplicationsqOγromOxcademiaOtoOzlinicOtoOIndustryeOSystemsf
MedicinefoNewfRochelletfNfYfpcO2018cOhcOhjdhn 1.6 4

32 gammayOriSqOIdentificationOandOTaxonomicOzlassificationOofOOriginsOofOReplicationOinO
GammaproteobacteriaOusingOMotifdbasedOMachineOLearningeOScientificfReportscO2020cOhgcOmnin 4.9 3

31 SβαβdGPSqOsociodeconomicOdataOenrichmentObasedOonOGPSOinformationeOBMCfBioinformaticscO2018cO
hpcOkkg 3.6 3

30 zomparativeOanalysesOofOerrorOhandlingOstrategiesOforOnextdgenerationOsequencingOinOprecisionO
medicineeOScientificfReportscO2020cOhgcOlnlg 4.9 2

29 PhidαeltadαiagramsqOSoftwareOImplementationOofOaOVisualOToolOforOxssessingOzlassifierOandOγeatureO
PerformanceeOMachinefLearningfandfKnowledgefExtractioncO2018cOhcOhihdhjn 3.1 2
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28 γourOhighdqualityOdraftOgenomeOassembliesOofOtheOmarineOheterotrophicOnanoflagellateOzafeteriaOroenbergensis2
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25 TheOvisualOstoryOofOdataOstorageqOγromOstorageOpropertiesOtoOuserOinterfaceseOComputationalfandf
StructuralfBiotechnologyfJournalcO2021cOhpcOkpgkdkpho 6.8 2

24 MultidlabelOclassificationOforOmultiddrugOresistanceOpredictionOofOeeOComputationalfandfStructuralf
BiotechnologyfJournalcO2022cOigcOhimkdhing 6.8 2

23 γractalOconstructionOofOconstrainedOcodeOwordsOforOαNxOstorageOsystemseeONucleicfAcidsfResearchcO
2021cO 20.1 2

22 ecczLqOparallelizedOGPUOimplementationOofOβnsembleOzlassifierOzhainseOBMCfBioinformaticscO2017cO
hocOjnh 3.6 1

21 zomputationalOαesignOofOaOαNxdOandOγcdyindingOγusionOProteineOAdvancesfinfBioinformaticscO2011cO
ighhcOklnlno 5.5 1

20 HighdscaleOrandomOaccessOonOαNxOstorageOsystemseeONARfGenomicsfandfBioinformaticscO2022cOkcOlqabhim 3.7 1

19 sPLINKqOaOhybridOfederatedOtoolOasOaOrobustOalternativeOtoOmetadanalysisOinOgenomedwideOassociationO
studieseeOGenomefBiologycO2022cOijcOji 18.3 1

18 MachineOlearningOwithOasymmetricOabstentionOforObiomedicalOdecisiondmakingeOBMCfMedicalf
InformaticsfandfDecisionfMakingcO2021cOihcOipk 3.6 1

17 MOSGxqOModularOOpendSourceOGenomeOxnnotatoreOBioinformaticscO2021cOjmcOllhkdllhl 7.2 1

16 UnsupervisedOαimensionOReductionOMethodsOforOProteinOSequenceOzlassificationeOStudiesfinf
ClassificationtfDatafAnalysistfandfKnowledgefOrganizationcO2014cOipldjgi 0.2 1

15 αeepOLearningOonOzhaosOGameORepresentationOforOProteins 1

14 ReputationdyasedOTrustOαiffusionOinOzomplexOSociodβconomicONetworkseOStudiesfinfComputationalf
IntelligencecO2010cOihdkg 0.8 1

13 MushroomOdataOcreationcOcurationcOandOsimulationOtoOsupportOclassificationOtaskseOScientificfReportscO
2021cOhhcOohjk 4.9 1

12 γosteringOreproducibilitycOreusabilitycOandOtechnologyOtransferOinOhealthOinformaticseOISciencecO2021cO
ikcOhgiogj 6.1 1

11 γRIdγeatureORelevanceOIntervalsOforOInterpretableOandOInteractiveOαataOβxplorationO2019cO 1
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10 TransaminaseOconcentrationsOcannotOseparateONxγLOandONxSHOinOmorbidlyOobeseOpatientsO
irrespectiveOofOhistologicalOalgorithmeODigestivefDiseasescO2021cO 3.2 1

9 βvaluationOofOmachineOlearningOstrategiesOforOimagingOconfirmedOprostateOcancerOrecurrenceO
predictionOonOelectronicOhealthOrecordseeOComputersfinfBiologyfandfMedicinecO2022cOhkjcOhglimj 7 0

8 TheOrelationshipObetweenOlandOcoverOandOmicrobialOcommunityOcompositionOinOβuropeanOlakeseeO
SciencefoffthefTotalfEnvironmentcO2022cOoilcOhljnji 10.2 0

7 TransferOlearningOcompensatesOlimitedOdatacObatchOeffectsOandOtechnologicalOheterogeneityOinO
singledcellOsequencingeONARfGenomicsfandfBioinformaticscO2021cOjcOlqabhgk 3.7 0

6 MOSGxOiqOzomparativeOgenomicsOandOvalidationOtoolseOComputationalfandfStructuralfBiotechnologyf
JournalcO2021cOhpcOllgkdllgp 6.8 0

5 xOmultidomicsOstudyOonOquantifyingOantimicrobialOresistanceOinOβuropeanOfreshwaterOlakeseO
EnvironmentfInternationalcO2021cOhlncOhgmoih 12.9 0

4 VisionOforOImprovingOPregnancyOHealthqOInnovationOandOtheOγutureOofOPregnancyOResearcheeO
ReproductivefSciencescO2022cOh 3 0

3 αesignOconsiderationsOforOadvancingOdataOstorageOwithOsyntheticOαNxOforOlongdtermOarchivingeO
MaterialsfTodayfBiocO2022cOhggjgm 9.9 0

2 GroupdxgreementOasOaOReliabilityOMeasureOforOWitnessORecommendationsOinOReputationdyasedO
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