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j Paper IF Citations

307 —heGyatureGandGnhromosomalGwandscapeGofGpndogenousG’etrovirusesGOp’·sPGtntegratedGinGtheG
–heepGyuclearGrenomeUGDnaSG2022SGYSGcaTXWZ 0

306 lGchromosomeTlevelGreferenceGgenomeGofGpnseteGglaucumGgivesGinsightGintoGdiversityGandG
chromosomalGandGrepetitiveGsequenceGevolutionGinGtheGxusaceaeUUGGigaScienceSG2022SGXXSG 7.6 2

305 —heGreneticGoiversityGofGpnsetGOPGwandracesGUsedGinG—raditionalGxedicineGtsG–imilarGtoGtheGoiversityG
qoundGinGyonTmedicinalGwandracesUUGFrontierseinePlanteScienceSG2021SGXYSGb]aXcY 6.2 2

304
nhromosomeGidentificationGinGoilGpalmGOplaeisGguineensisPGusingGinGsituGhybridizationGwithGmassiveG
poolsGofGsingleGcopyGoligonucleotidesGandGtransferabilityGacrossGlrecaceaeGspeciesUGChromosomee
ResearchSG2021SGX

4.4 0

303 nritiqueGofGtheGInommentIGetitledGI|yrethroidGexposureeGyotGsoGharmlessGafterGallIGbyGoemeneixGetG
alUGOYWYWPGpublishedGinGtheGlancetGdiabetesGendocrinologyUGToxicologyeLettersSG2021SGZ[WSGXTZ 4.4

302 |articipationGofGxultifunctionalG’ylGinG’eplicationSG’ecombinationGandG’egulationGofGpndogenousG
|lantG|araretrovirusesGOp|’·sPUGFrontierseinePlanteScienceSG2021SGXYSGacdZWb 6.2 1

301
lnchoringGalienGchromosomeGsegmentGsubstitutionsGbearingGgeneOsPGforGresistanceGtoGmustardG
aphidGinGmrassicaGjunceaTmUGfruticulosaGintrogressionGlinesGandGtheirGpossibleGdisruptionGthroughG
gammaGirradiationUGTheoreticaleandeAppliedeGeneticsSG2021SGXZ[SGZYWdTZYY[

6 4

300 llleleGminingGinGdiverseGaccessionsGofGtropicalGgrassesGtoGimproveGforageGqualityGandGreduceG
environmentalGimpactUGAnnalseofeBotanySG2021SGXYcSGaYbTaZb 4.1 0

299 lnalysisGofGtheG’obertsonianGOXfYdPGfusionGinGmovinaeGrevealsGaGcommonGmechanismeGinsightsGintoGitsG
clinicalGoccurrenceGandGchromosomalGevolutionUGChromosomeeResearchSG2021SGX 4.4 1

298 —heGpUGchemicalsGstrategyGforGsustainabilityeGinGsupportGofGtheGmf’GpositionUGArchiveseofeToxicologySG
2021SGd]SGZXZZTZXZa 5.8 2

297 |anicumGvirgatumGO|oaceaePUGTrendseineGeneticsSG2021SGZbSGbbXTbbY 8.5 1

296
tdentificationGofGnhromosomesGandGnhromosomeG’earrangementsGinGnropGmrassicasGandGeGlG
nytogeneticG—oolkitGUsingG–ynthesizedGxassiveGzligonucleotideGwibrariesUGFrontierseinePlanteScienceSG
2020SGXXSG]dcWZd

6.2 5

295
sumanGexposureGtoGsyntheticGendocrineGdisruptingGchemicalsGO–TponsPGisGgenerallyGnegligibleGasG
comparedGtoGnaturalGcompoundsGwithGhigherGorGcomparableGendocrineGactivityUGsowGtoGevaluateGtheG
riskGofGtheG–TponsjUGJournaleofeToxicologyeandeEnvironmentaleHealtheseParteA:eCurrenteIssuesSG2020SGcZSG[c]T[d[

3.2 7

294 nrossToisciplinaryGoriverseGmenefitGtoG–mallholderGqarmersGandGtoGlchieveG–orsGbyG·ariousGxeansG
2020SGYZY]TYZZ]

293 —heGlandscapeGofGmicrosatellitesGinGtheGensetGOpnseteGventricosumPGgenomeGandGwebTbasedGmarkerG
resourceGdevelopmentUGScientificeReportsSG2020SGXWSGX]ZXY 4.9 6

292 nomparativeGchloroplastGgenomeGanalysesGofGlvenaeGinsightsGintoGevolutionaryGdynamicsGandG
phylogenyUGBMCePlanteBiologySG2020SGYWSG[Wa 5.3 10

291 pnsetGinGpthiopiaeGaGpoorlyGcharacterizedGbutGresilientGstarchGstapleUGAnnalseofeBotanySG2019SGXYZSGb[bTbaa4.1 52
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290 —heGrepetitiveGoylGlandscapeGinGlvenaGO|oaceaePeGchromosomeGandGgenomeGevolutionGdefinedGbyG
majorGrepeatGclassesGinGwholeTgenomeGsequenceGreadsUGBMCePlanteBiologySG2019SGXdSGYYa 5.3 24

289 nonservationSGoivergenceSGandGqunctionsGofGnentromericG–atelliteGoylGqamiliesGinGtheGmovidaeUG
GenomeeBiologyeandeEvolutionSG2019SGXXSGXX]YTXXa] 3.9 13

288 movineGsatelliteGoylsGâ��GaGhistoryGofGtheGevolutionGofGcomplexityGandGitsGimpactGinGtheGmovidaeGfamilyG
2019SGcaSGYWTZb 6

287 nrossToisciplinaryGoriverseGmenefitGtoG–mallholderGqarmersGandGtoGlchieveG–orsGbyG·ariousGxeansG
2019SGXTXY 1

286 —ropicalG|lantGnollectionseGwegaciesGfromGtheG|astjGpssentialG—oolsGforGtheGquturejG–cientiaGoanicaUG
–eriesGmSGmiologicaG´•GvolUGaGtbGqriisGandGsenrikGmalslevGOedsPUGAnnalseofeBotanySG2019SGXYZSGviiTviii 4.1 78

285 nompleteGmitogenomesGfromGvurdistaniGsheepeGabundantGcentromericGnuclearGcopiesGrepresentingG
diverseGancestorsUGMitochondrialeDNAeParteA:eDNAeMappingreSequencingreandeAnalysisSG2018SGYdSGXXcWTXXdZ1.3 3

284 miodiversityGinGpthiopianGlinseedGOwinumGusitatissimumGwUPeGmolecularGcharacterizationGofGlandracesG
andGsomeGwildGspeciesUGGeneticeResourceseandeCropeEvolutionSG2018SGa]SGXaWZTXaX[ 2 7

283 lnGtmmortalizedGreneticGxappingG|opulationGforG|erennialG’yegrasseGlG’esourceGforG|henotypingG
andGnomplexG—raitGxappingUGFrontierseinePlanteScienceSG2018SGdSGbXb 6.2 3

282 tmmunoqt–seG–imultaneousG·isualisationGofG|roteinsGandGoylG–equencesGrivesGtnsightGtntoGxeioticG
|rocessesGinGyucleiGofGrrassesUGFrontierseinePlanteScienceSG2018SGdSGXXdZ 6.2 8

281 xolecularGoiversityGinGsomeGrhanaianGnowpeaG[·ignaGunguiculataGwUGO×alpP]GlccessionsUGTropicale
PlanteBiologySG2017SGXWSG]bTab 1.6 1

280 |lantGrenomesG2017SGY[ZTY[b 1

279 ’epetitiveGoylGinGtheGnatfishGrenomeeGroylSGxicrosatellitesSGandG—cXTxarinerG—ransposonG
–equencesGinGtmparfinisG–peciesGO–iluriformesSGseptapteridaePUGJournaleofeHereditySG2017SGXWcSGa]WTa]b 2.4 15

278 |olyploidyGandGinterspecificGhybridizationeGpartnersGforGadaptationSGspeciationGandGevolutionGinG
plantsUGAnnalseofeBotanySG2017SGXYWSGXcZTXd[ 4.1 147

277 npysZGmorphogenesisGrevealsGdynamicGcentromereGassociationsGduringGsynaptonemalGcomplexG
formationGandGtheGprogressionGthroughGmaleGmeiosisGinGhexaploidGwheatUGPlanteJournalSG2017SGcdSGYZ]TY[d6.9 13

276 xorphologySGadaptationGandGspeciationUGAnnalseofeBotanySG2017SGXYWSGaYXTaY[ 4.1 3

275 |olyploidyG2017SG 0

274 nompleteGchloroplastGgenomesGfromGapomicticG—araxacumGOlsteraceaePeGtdentityGandGvariationG
betweenGthreeGmicrospeciesUGPLoSeONESG2017SGXYSGeWXacWWc 3.7 21

273 xolecularGreneticsGandGmreedingG2017SGYY]TYcY

(2017-2019)
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272 xolecularGcytogeneticGcharacterizationGofGnovelGwheatT—hinopyrumGbessarabicumGrecombinantG
linesGcarryingGintercalaryGtranslocationsUGChromosomaSG2016SGXY]SGXaZTbY 2.8 28

271
YYOndPGtnternationalGnolloquiumGonGlnimalGnytogeneticsGandGrenomicsGeGYT]GuulyGYWXaSG—oulouseGTG
qranceGoedicatedGtoGtheGmemoryGofGqlorenceG’ichardpditedGbyeGxartineGYerleTmouissouGMGllainG
|intonGren|hy–pSGUniversitˆ'GdeG—oulouseSGty’lSGty|—SGpy·—SGnastanetG—olosanSGqranceG
OmartineUyerlektoulouseUinraUfrPUGChromosomeeResearchSG2016SGY[G–upplGXSGXT[c

4.4 2

270 tnsightGintoGtheGevolutionGofGtheG–olanaceaeGfromGtheGparentalGgenomesGofG|etuniaGhybridaUGNaturee
PlantsSG2016SGYSGXaWb[ 11.5 198

269 tntrogressionGofGchromosomeGsegmentsGfromGmultipleGalienGspeciesGinGwheatGbreedingGlinesGwithG
wheatGstreakGmosaicGvirusGresistanceUGHereditySG2016SGXXbSGXX[TYZ 3.6 31

268 oiversityGinGXdcGpthiopianGlinseedGOwinumGusitatissimumPGaccessionsGbasedGonGmorphologicalG
characterizationGandGseedGoilGcharacteristicsUGGeneticeResourceseandeCropeEvolutionSG2015SGaYSGXWZbTXW]Z 2 17

267 oiversityGandGrelationshipsGofGnrocusGsativusGandGitsGrelativesGanalysedGbyGinterTretroelementG
amplifiedGpolymorphismGOt’l|PUGAnnalseofeBotanySG2015SGXXaSGZ]dTac 4.1 31

266 pvolutionaryGgenomicsGofGminiatureGinvertedTrepeatGtransposableGelementsGOxt—psPGinGmrassicaUG
MoleculareGeneticseandeGenomicsSG2015SGYdWSGYYdbTZXY 3.1 6

265 lgricultureGandGnlimateGnhangeGinG–outheastGlsiaGandGtheGxiddleGpasteGmreedingSGnlimateGnhangeG
ldaptationSGlgronomySGandG×aterG–ecurityG2015SGX]XXTX]Xd 1

264 tdentificationSGcharacterizationGandGdiversificationGofGnonTautonomousGhl—GtransposonsGandG
unknownGinsertionsGinGmrassicaUGGeneseandeGenomicsSG2015SGZbSGd[]Td]c 2.1 3

263 nhromosomalGdistributionGandGevolutionGofGabundantGretrotransposonsGinGplantseGgypsyGelementsGinG
diploidGandGpolyploidGmrachiariaGforageGgrassesUGChromosomeeResearchSG2015SGYZSG]bXTcY 4.4 28

262 tntegrationGofGgeneticGandGphysicalGmapsGofGtheG|rimulaGvulgarisG–GlocusGandGlocalizationGbyG
chromosomeGinGsituGhybridizationUGNewePhytologistSG2015SGYWcSGXZbT[c 9.8 19

261 tdentificationGandGevolutionaryGgenomicsGofGnovelGw—’GretrotransposonsGinGmrassicaUGTurkisheJournale
ofeBiologySG2015SGZdSGb[WTb]b 3.1 3

260 —heGselfTincompatibilityGmatingGsystemGofGtheGoliveGOzleaGeuropaeaGwUPGfunctionsGwithGdominanceG
betweenG–TallelesUGTreeeGeneticseandeGenomesSG2014SGXWSGXW]]TXWab 2.1 29

259 lgricultureGandGnlimateGnhangeGinG–outheastGlsiaGandGtheGxiddleGpasteGmreedingSGnlimateGnhangeG
ldaptationSGlgronomySGandG×aterG–ecurityG2014SGXTc 4

258 —heGdiversificationGandGactivityGofGhl—GtransposonsGinGxusaGgenomesUGChromosomeeResearchSG2014SG
YYSG]]dTbX 4.4 11

257 ’eticulateGevolutionGinG|anicumGO|oaceaePeGtheGoriginGofGtetraploidGbroomcornGmilletSG|UGmiliaceumUG
JournaleofeExperimentaleBotanySG2014SGa]SGZXa]Tb] 7 57

256
—heGrepetitiveGcomponentGofGtheGlGgenomeGofGpeanutGOlrachisGhypogaeaPGandGitsGroleGinG
remodellingGintergenicGsequenceGspaceGsinceGitsGevolutionaryGdivergenceGfromGtheGmGgenomeUG
AnnalseofeBotanySG2013SGXXYSG][]T]d

4.1 25

255 yucleosomesGandGcentromericGoylGpackagingUGProceedingseofetheeNationaleAcademyeofeScienceseofe
theeUnitedeStateseofeAmericaSG2013SGXXWSGXddb[T] 11.5 21
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254 reneticsSGgenomicsGandGbreedingGofGoilseedGbrassicasUGAnnalseofeBotanySG2013SGXXYSGviTvi 4.1 1

253 oarlingtonSGnyrilGoeanG2013SGYcYTYcZ

252 nhromosomeGmridgeG2013SG]]W

251 |olyploidyG2013SG[WYT[WZ 1

250 renomeGevolutioneGextinctionSGcontinuationGorGexplosionjUGCurrenteOpinioneinePlanteBiologySG2012SG
X]SGXX]TYX 9.9 13

249 |lantGyuclearGrenomeGnompositionG2012SG 9

248 reneticsGandGgenomicsGofGcropGdomesticationG2012SGZTXc 11

247 —heGbananaGOxusaGacuminataPGgenomeGandGtheGevolutionGofGmonocotyledonousGplantsUGNatureSG
2012SG[ccSGYXZTb 50.4 762

246 –izeGandGlocationGofGradishGchromosomeGregionsGcarryingGtheGfertilityGrestorerG’fkXGgeneGinGspringG
turnipGrapeUGChromosomeeResearchSG2012SGYWSGZ]ZTaX 4.4 9

245 reneticGlinkageGmappingGinGanGqYGperennialGryegrassGpopulationGusingGolr—GmarkersUGPlanteBreeding
SG2012SGXZXSGZ[]TZ[d 2.4 14

244 —raitsGwithGecologicalGfunctionsUGAnnalseofeBotanySG2012SGXXWSGXZdT[W 4.1 1

243 —heGXUaccGrepetitiveGoylGofGorosophilaeGconcertedGevolutionGatGdifferentGgenomicGscalesGandG
associationGwithGgenesUGMoleculareBiologyeandeEvolutionSG2012SGYdSGbTXX 8.3 80

242 rpyzxtn–SGmlylylGm’ppotyrGlyoG–U|p’ozxp–—tnl—tzyUGActaeHorticulturaeSG2011SG]]TaY 0.3 8

241 zrganisationGofGtheGplantGgenomeGinGchromosomesUGPlanteJournalSG2011SGaaSGXcTZZ 6.9 177

240 —heG×orldG–affronGandGnrocusGcollectioneGstrategiesGforGestablishmentSGmanagementSG
characterisationGandGutilisationUGGeneticeResourceseandeCropeEvolutionSG2011SG]cSGXY]TXZb 2 38

239 –omaticGhybridGplantsGofGyicotianaGxGsanderaeGORPGyUGdebneyiGwithGfungalGresistanceGtoG|eronosporaG
tabacinaUGAnnalseofeBotanySG2011SGXWcSGcWdTXd 4.1 22

238 ltlasGofGtheGpotentialGvegetationGofGpthiopiaUGAnnalseofeBotanySG2011SGXWbSGviTvii 4.1 3

237
nharacterizationGandGgenomicGorganizationGofG|p’tSGaGrepetitiveGoylGinGtheGorosophilaGbuzzatiiG
clusterGrelatedGtoGotypTXGtransposableGelementsGandGhighlyGabundantGinGtheGsexGchromosomesUG
CytogeneticeandeGenomeeResearchSG2011SGXZYSGbdTcc

1.9 22

(2011-2013)
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236 ’eductionGofGcomplexGsignalingGnetworksGtoGaGrepresentativeGkernelUGScienceeSignalingSG2011SG[SGraZ] 8.8 39

235 pvolutionaryGdesignGprinciplesGandGfunctionalGcharacteristicsGbasedGonGkingdomTspecificGnetworkG
motifsUGBioinformaticsSG2011SGYbSGY[]T]X 7.2 16

234 renesGinGevolutioneGtheGcontrolGofGdiversityGandGspeciationUGAnnalseofeBotanySG2010SGXWaSG[ZbTc 4.1 6

233 lGdesignGprincipleGunderlyingGtheGsynchronizationGofGoscillationsGinGcellularGsystemsUGJournaleofeCelle
ScienceSG2010SGXYZSG]ZbT[Z 5.3 48

232 qineGxappingGofG‘uantitativeG—raitGwociGforGmiomassGYieldGinG|erennialG’yegrassG2010SG[aXT[a[ 1

231
—heGnonTregularGorbiteGthreeGsatelliteGoylsGinGorosophilaGmartensisGObuzzatiiGcomplexSGrepletaG
groupPGfollowedGthreeGdifferentGevolutionaryGpathwaysUGMoleculareGeneticseandeGenomicsSG2010SG
Yc[SGY]XTaY

3.1 4

230 –tructuralGadaptationGandGrobustnessGofGoictyosteliumGligandâ��receptorGkineticsGforGlowGandGhighG
ligandGconcentrationsUGInternationaleJournaleofeRobusteandeNonlineareControlSG2010SGYWSGXW[bTXW]c 3.6

229 ‘uantitativeGtraitGlociGmappingGforGbiomassGyieldGtraitsGinGaGwoliumGinbredGlineGderivedGqYG
populationUGEuphyticaSG2009SGXbWSGddTXWb 2.1 26

228 lnalysisGandGextensionGofGaGbiochemicalGnetworkGmodelGusingGrobustGcontrolGtheoryUGInternationale
JournaleofeRobusteandeNonlineareControlSG2009SGYWSGXWXbTXWYa 3.6 5

227
pvolutionaryGdynamicsGandGsitesGofGillegitimateGrecombinationGrevealedGinGtheGinterspersionGandG
sequenceGjunctionsGofGtwoGnonhomologousGsatelliteGoylsGinGcactophilicGorosophilaGspeciesUG
HereditySG2009SGXWYSG[]ZTa[

3.6 22

226 tdentificationGofGtheGspontaneousGbm–Vb’wGintergenomicGtranslocationGinGoneGqXGmultigenericG
hybridGfromGtheG—riticeaeGtribeUGPlanteBreedingSG2009SGXYcSGXW]TXWc 2.4 12

225 nomputationalGmodellingGsuggestsGdynamicGinteractionsGbetweenGnaYRSGt|ZGandGrGproteinTcoupledG
modulesGareGkeyGtoGrobustGoictyosteliumGaggregationUGMoleculareBioSystemsSG2009SG]SGaXYTYc 7

224 nrosstalkGbetweenGrTproteinGandGnaYRGpathwaysGswitchesGintracellularGclx|GlevelsUGMoleculare
BioSystemsSG2009SG]SG[ZT]X 8

223 ’egistrationGofGâ��xaceâ��GsardG’edG×interG×heatUGJournaleofePlanteRegistrationsSG2009SGZSG]XT]a 0.7 59

222 —heGnln—lGtransposonGmotXGplayedGaGmajorGroleGinGmrassicaGgenomeGdivergenceGandGgeneG
proliferationUGPlanteJournalSG2008SG]aSGXWZWT[[ 6.9 63

221 plucidatingGtheGmechanismsGofGcooperativeGcalciumTcalmodulinGinteractionseGaGstructuralGsystemsG
biologyGapproachUGBMCeSystemseBiologySG2008SGYSG[c 3.5 36

220 xolecularGcytogeneticsSGcytologyGandGgenomicGcomparisonsGinGtheG—riticeaeUGHereditasSG2008SGXXaSGdZTdd 2.4 4

219 –peciesGspecificGoylGsequencesGinGtheG—riticeaeUGHereditasSG2008SGXXaSG[dT][ 2.4
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218 xolecularGcytogeneticsSGcytologyGandGgenomicGcomparisonsGinGtheG—riticeaeUGHereditasSG2008SGXXaSGdZTdd 2.4 12

217 renomesSGdiversityGandGresistanceGgeneGanaloguesGinGxusaGspeciesUGCytogeneticeandeGenomee
ResearchSG2008SGXYXSG]dTaa 1.9 28

216 xultipleGcalciumGbindingGsitesGmakeGcalmodulinGmultifunctionalUGMoleculareBioSystemsSG2008SG[SGaaTbZ 13

215 pvolutionaryGdesignGprinciplesGofGmodulesGthatGcontrolGcellularGdifferentiationeGconsequencesGforG
hysteresisGandGmultistationarityUGBioinformaticsSG2008SGY[SGX]XaTYY 7.2 12

214 winearGtimeTvaryingGmodelsGcanGrevealGnonTlinearGinteractionsGofGbiomolecularGregulatoryGnetworksG
usingGmultipleGtimeTseriesGdataUGBioinformaticsSG2008SGY[SGXYcaTdY 7.2 12

213 ’etroelementGinsertionalGpolymorphismsSGdiversityGandGphylogeographyGwithinGdiploidSGoTgenomeG
legilopsGtauschiiGO—riticeaeSG|oaceaePGsubTtaxaGinGtranUGAnnalseofeBotanySG2008SGXWXSGc]]TaX 4.1 45

212
–equenceGanalysisSGchromosomalGdistributionGandGlongTrangeGorganizationGshowGthatGrapidGturnoverG
ofGnewGandGoldGpmuxGsatelliteGoylGrepeatsGleadsGtoGdifferentGpatternsGofGvariationGinGsevenGspeciesG
ofGtheGorosophilaGbuzzatiiGclusterUGChromosomeeResearchSG2008SGXaSGZWbTY[

4.4 40

211 ×heatGyeocentromeresGqoundGinGqXG—riticaleGˆ�G—ritordeumGsybridsGOllmm’schPGlfterG]TlzacytidineG
—reatmentUGPlanteMoleculareBiologyeReporterSG2008SGYaSG[aT]Y 1.7 7

210 –egregationGdistortionGinGwoliumeGevidenceGforGgeneticGeffectsUGTheoreticaleandeAppliedeGeneticsSG
2008SGXXbSGYdbTZWa 6 34

209 renomicsGofGmananaGandG|lantainGOxusaGsppUPSGxajorG–tapleGnropsGinGtheG—ropicsG2008SGcZTXXX 24

208 weastTsquaresGmethodsGforGidentifyingGbiochemicalGregulatoryGnetworksGfromGnoisyGmeasurementsUG
BMCeBioinformaticsSG2007SGcSGc 3.6 19

207 oomesticationSGgenomicsGandGtheGfutureGforGbananaUGAnnalseofeBotanySG2007SGXWWSGXWbZTc[ 4.1 247

206 –tochasticGnoiseGandGsynchronisationGduringGdictyosteliumGaggregationGmakeGclx|GoscillationsG
robustUGPLoSeComputationaleBiologySG2007SGZSGeYXc 5 29

205 qromGcropGdomesticationGtoGsuperTdomesticationUGAnnalseofeBotanySG2007SGXWWSGcdZTdWX 4.1 135

204 |lantGyuclearGrenomeGnompositionG2007SG 1

203 ’epetitiveGoylSGmolecularGcytogeneticsGandGgenomeGorganizationGinGtheGvingGscallopGO|ectenG
maximusPUGGeneSG2007SG[WaSGdXTc 3.8 28

202 xorphologicalSGyieldSGcytologicalGandGmolecularGcharacterizationGofGaGbreadGwheatGxGtritordeumGqXG
hybridUGJournaleofeGeneticsSG2006SGc]SGXYZTZX 1.2 9

201 |hysicalGorganizationGofGtheGXUbWdGsatelliteGt·GoylGfamilyGinGmoviniGandG—ragelaphiniGtribesGofGtheG
movidaeeGsequenceGandGchromosomalGevolutionUGCytogeneticeandeGenomeeResearchSG2006SGXX[SGX[WTa 1.9 15

(2006-2008)
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200 zpticalGfluorescenceGofGbiologicalGsamplesGusingG–—usUGNucleareInstrumentseandeMethodseinePhysicse
ResearchreSectioneA:eAcceleratorsreSpectrometersreDetectorseandeAssociatedeEquipmentSG2006SG]]dSGbcYTbc[1.2 8

199 miodiversityGofGoiploidGoTrenomeGlegilopsG—auschiiGnossUGinGtranGxeasuredGUsingGxicrosatellitesUG
GeneticeResourceseandeCropeEvolutionSG2006SG]ZSGX[bbTX[c[ 2 25

198 nytologyGandGxolecularGnytogeneticsGofGnucumeropsisGmanniiGyaudineGtmplicationsGforGmreedingG
andGrermplasmGnharacterizationUGInternationaleJournaleofeBotanySG2006SGYSGXcbTXdY 0.3 5

197 oiversityGofGaGmajorGrepetitiveGoylGsequenceGinGdiploidGandGpolyploidG—riticeaeUGCytogeneticeande
GenomeeResearchSG2005SGXWdSGZ[T[Y 1.9 76

196 nharacterisationGofGpararetrovirusTlikeGsequencesGinGtheGgenomeGofGpotatoGO–olanumGtuberosumPUG
CytogeneticeandeGenomeeResearchSG2005SGXXWSG]]dTa] 1.9 32

195 |hylogeneticGrelationshipsGandGtheGprimitiveGéGchromosomeGinferredGfromGchromosomalGandG
satelliteGoylGanalysisGinGmovidaeUGProceedingseofetheeRoyaleSocietyeB:eBiologicaleSciencesSG2005SGYbYSGYWWdTXa4.4 19

194 renomeGdiscriminationGandGchromosomeGpairingGinGtheGsordeumGchilenseGˆ�GlegilopsGtauschiiG
amphiploidUGEuphyticaSG2005SGX[[SGc]Tcd 2.1 3

193 renomeGclassificationGofGbananaGcultivarsGfromG–outhGtndiaGusingGt’l|GmarkersUGEuphyticaSG2005SG
X[[SGYc]TYdW 2.1 46

192 —heGgenomicGorganizationGofGretrotransposonsGinGmrassicaGoleraceaUGPlanteMoleculareBiologySG2005SG
]dSGcZdT]X 4.6 36

191 –tochasticGnoiseGandGsynchronisationGduringGoictyosteliumGaggregationGmakeGclx|GoscillationsG
robustUGPLoSeComputationaleBiologySG2005SGpreprintSGeYXc 5

190 –equencesGandG|hylogeniesGofG|lantG|araretrovirusesSG·irusesSGandG—ransposableGplementsUG
AdvanceseineBotanicaleResearchSG2004SGXa]TXdZ 2.2 27

189 —heGbarleyGrenomeGandGitsG’elationshipGwithGtheG×heatGrenomesUGlG–urveyGwithGanGtnternationallyG
lgreedG’ecommendationGforGmarleyGnhromosomeGyomenclatureUGHereditasSG2004SGXYaSGXTXa 2.4 84

188 —heGgenomicGorganizationGandGevolutionaryGdistributionGofGaGtandemlyGrepeatedGoylGsequenceG
familyGinGtheGgenusGnrocusGOtridaceaePUGHereditasSG2004SGX[XSGcXTc 2.4 12

187 oiverseGpatternsGofGtheGtandemGrepeatsGorganizationGinGryeGchromosomesUGChromosomaSG2004SGXXZSG[YT]Y2.8 47

186 —heGdiversityGofGretroelementsGinGdiploidGandGallotetraploidGmrassicaGspeciesUGPlanteMoleculare
BiologySG2004SG][SGcd]TdWd 4.6 41

185 sighGlevelsGofGgeneticGdiversityGthroughoutGtheGrangeGofGtheG|ortugueseGwheatGlandraceGNmarbelaNUG
AnnalseofeBotanySG2004SGd[SGaddTbW] 4.1 30

184 qt–singG’epeatedGoylG–equencesGinGmetaGrenomesG2004SGY[dTYa]

183 —andemlyGrepeatedGoylGsequencesGandGcentromericGchromosomalGregionsGofGlrabidopsisGspeciesUG
ChromosomeeResearchSG2003SGXXSGY[XT]Z 4.4 60

JohntStHeslop-Harrison
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182 ’etroelementsSGtransposonsGandGmethylationGstatusGinGtheGgenomeGofGoilGpalmGOplaeisGguineensisPG
andGtheGrelationshipGtoGsomaclonalGvariationUGPlanteMoleculareBiologySG2003SG]YSGadTbd 4.6 67

181 nomplexGsatelliteGoylGreshufflingGinGtheGpolymorphicGtOXfYdPG’obertsonianGtranslocationGandG
evolutionarilyGderivedGchromosomesGinGcattleUGChromosomeeResearchSG2003SGXXSGa[XTc 4.4 31

180 xolecularGcytogeneticGanalysisGandGcentromericGsatelliteGorganizationGofGaGnovelGcfXXGtranslocationG
inGsheepeGaGpossibleGintermediateGinGbiarmedGchromosomeGevolutionUGMammalianeGenomeSG2003SGX[SGbWaTXW3.2 13

179 |lanningGforGremodellingeGnuclearGarchitectureSGchromatinGandGchromosomesUGTrendseinePlante
ScienceSG2003SGcSGXd]Tb 13.1 16

178 oetectionGofGmultipleGfluorescentGlabelsGusingGsuperconductingGtunnelGjunctionGdetectorsUGReviewe
ofeScientificeInstrumentsSG2003SGb[SG[X[WT[X[[ 1.7 18

177 n’z|Gtx|’z·pxpy—G|G|lantGrenomesG2003SGXZWTXZZ

176 wtypsGandGgypsyTlikeGretrotransposonsGinGsordeumGspeciesUGPlanteMoleculareBiologySG2002SG[dSGXTX[ 4.6 35

175 xolecularGcytogeneticGanalysisGofG|odocarpusGandGcomparisonGwithGotherGgymnospermGspeciesUG
AnnalseofeBotanySG2002SGcdSG[cZTd 4.1 43

174 tnGsituGhybridizationGandGchromosomeGbandingGinGmammalianGspeciesUGCytogeneticeandeGenomee
ResearchSG2002SGdaSGXXZTa 1.9 29

173 pxploitingGnovelGgermplasmUGAustralianeJournaleofeAgriculturaleResearchSG2002SG]ZSGcbZ 10

172 oifferentGpatternsGinGmolecularGevolutionGofGtheG—riticeaeUGHereditasSG2001SGXZ]SGX]ZTaW 2.4 10

171 oarlingtonSGnyrilGoeanG2001SG]XYT]XZ

170 |olyploidyG2001SGX]WdTX]XX 1

169 oiversitySGoriginSGandGdistributionGofGretrotransposonsGOgypsyGandGcopiaPGinGconifersUGMoleculare
BiologyeandeEvolutionSG2001SGXcSGXXbaTcc 8.3 111

168 tntrogressionGofGryeGchromatinGonGchromosomeGYoGinGtheG|ortugueseGwheatGlandraceGNmarbelaNUG
GenomeSG2001SG[[SGXXYYTXXYc 2.4 28

167 tntrogressionGofGryeGchromatinGonGchromosomeGYoGinGtheG|ortugueseGwheatGlandraceGNmarbelaUNUG
GenomeSG2001SG[[SGXXYYTc 2.4 6

166 nhromosomeG–tructuralGlnalysisGâ��GlG|racticalGruideUGHereditySG2000SGc[SGZdXTZdY 3.6

165 nentromericGheterochromatinGinGtheGcattleGrobOXfYdPGtranslocationeGalphaTsatelliteGtGsequencesSG
inTsituGxsptGdigestionGpatternsSGchromomycinGstainingGandGnTbandsUGChromosomeeResearchSG2000SGcSGaYXTa4.4 16

(2000-2003)
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164 —heGdistributionSGorganizationGandGevolutionGofGtwoGabundantGandGwidespreadGrepetitiveGoylG
sequencesGinGtheGgenusGsordeumUGTheoreticaleandeAppliedeGeneticsSG2000SGXWWSGXadTXba 6 61

163 —heGcontributionGofGshortGrepeatsGofGlowGsequenceGcomplexityGtoGlargeGconiferGgenomesUG
TheoreticaleandeAppliedeGeneticsSG2000SGXWXSGbTX[ 6 55

162 nomparativeGrenomeGzrganizationGinG|lantseGqromG–equenceGandGxarkersGtoGnhromatinGandG
nhromosomesUGPlanteCellSG2000SGXYSGaXb 11.6 4

161 ’epetitiveGoylGsequencesGinGnrocusGvernusGsillGOtridaceaePeGtheGgenomicGorganizationGandG
distributionGofGdispersedGelementsGinGtheGgenusGnrocusGandGitsGalliesUGGenomeSG2000SG[ZSGdWYTd 2.4 20

160 nomparativeGgenomeGorganizationGinGplantseGfromGsequenceGandGmarkersGtoGchromatinGandG
chromosomesUGPlanteCellSG2000SGXYSGaXbTZa 11.6 266

159 —heGspeciesGandGchromosomalGdistributionGofGtheGcentromericGalphaTsatelliteGtGsequenceGfromGsheepG
inGtheGtribeGnapriniGandGotherGmovidaeUGCytogeneticeandeGenomeeResearchSG2000SGdXSGaYTa 1.9 31

158 ’epetitiveGoylGandGtheGnhromosomesGinGtheGrenomeGofGzilG|almGOGplaeisGguineensisGPUGAnnalseofe
BotanySG2000SGc]SGcZbTc[[ 4.1 19

157 nhromosomalG·ariationGinGnrocusGvernusGsillGOtridaceaePGtnvestigatedGbyGinGsituGsybridizationGofG
roylGandGaG—andemlyG’epeatedG–equenceUGAnnalseofeBotanySG2000SGcaSGZXbTZYY 4.1 27

156 ’epetitiveGoylSGrenomeGandG–peciesG’elationshipsGinGlvenaGandGlrrhenatherumO|oaceaePUGAnnalse
ofeBotanySG2000SGcaSGXXZ]TXX[Y 4.1 26

155 ’ylSGgenesSGgenomesGandGchromosomeseGrepetitiveGoylGsequencesGinGplantsG2000SG[]T]a 9

154 |olymorphismsGandGrenomicGzrganizationGofG’epetitiveGoylGfromGnentromericG’egionsGofG
lrabidopsisGnhromosomesUGPlanteCellSG1999SGXXSGZX 11.6 1

153 |olymorphismsGandGgenomicGorganizationGofGrepetitiveGoylGfromGcentromericGregionsGofG
lrabidopsisGchromosomesUGPlanteCellSG1999SGXXSGZXT[Y 11.6 116

152 lspectsGofGtheGnellGmiologyGofG|ollinationGandG×ideGsybridizationG1999SGXZdTX[[ 2

151 tntegrationGofGbananaGstreakGbadnavirusGintoGtheGxusaGgenomeeGmolecularGandGcytogeneticG
evidenceUGVirologySG1999SGY]]SGYWbTXZ 3.6 172

150 ’yeGchromosomeGvariabilityGinGwheatTryeGadditionGandGsubstitutionGlinesUGChromosomeeResearchSG
1999SGbSGYW]TXY 4.4 67

149
–XG–typGretroposonsGareGmethylatedGatGsymmetricalGandGnonTsymmetricalGpositionsGinGmrassicaG
napuseGidentificationGofGaGpreferredGtargetGsiteGforGasymmetricalGmethylationUGPlanteMoleculare
BiologySG1999SGZdSGY[ZT]]

4.6 27

148 nomparativeGphysicalGmappingGofGtheG]–GandGXc–TY]–GroylGinGnineGwildGsordeumGspeciesGandG
cytotypesUGTheoreticaleandeAppliedeGeneticsSG1999SGdcSGXTd 6 138

147 nhromosomeGmarkersGinGtheGtetraploidGwheatGlegilopsGventricosaGanalysedGbyGinGsituGhybridizationUG
TheoreticaleandeAppliedeGeneticsSG1999SGddSGZWWTZW[ 6 27

JohntStHeslop-Harrison
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146 —heGstructureGandGprophylacticGroleGofGtheGangiospermGembryoGsacGandGitsGassociatedGtissueseZeaG
maysGasGaGmodelUGProtoplasmaSG1999SGYWdSGY]aTYbY 3.4 9

145 —heGlocalizationGofGmitochondrialGsequencesGtoGchromosomalGoylGinGorthopteransUGGenomeSG1999SG
[YSGcb[TccW 2.4 23

144 ]TxethylcytosineGdistributionGandGgenomeGorganizationGinGtriticaleGbeforeGandGafterGtreatmentGwithG
]TazacytidineUGJournaleofeCelleScienceSG1999SGXXYSG[ZdbT[[W[ 5.3 34

143 ]TxethylcytosineGdistributionGandGgenomeGorganizationGinGtriticaleGbeforeGandGafterGtreatmentGwithG
]TazacytidineUGJournaleofeCelleScienceSG1999SGXXYGOG|tGYZPSG[ZdbT[W[ 5.3 22

142 nomparativeGanalysisGofGtheGnucleosomalGstructureGofGryeSGwheatGandGtheirGrelativesUGPlante
MoleculareBiologySG1998SGZaSGX[dTaX 4.6 66

141 —heGgenomicGorganizationGofGnonTw—’GretrotransposonsGOwtypsPGfromGthreeGmetaGspeciesGandGfiveG
otherGangiospermsUGPlanteMoleculareBiologySG1998SGZaSGcYXTZX 4.6 40

140 xolecularGandGchromosomalGorganizationGofGtwoGrepetitiveGoylGsequencesGwithGintercalaryG
locationsGinGsugarGbeetGandGotherGmetaGspeciesUGTheoreticaleandeAppliedeGeneticsSG1998SGdbSGadaTbW[ 6 15

139 renomesSGgenesGandGjunkeGtheGlargeTscaleGorganizationGofGplantGchromosomesUGTrendseinePlante
ScienceSG1998SGZSGXd]TXdd 13.1 221

138 —heGactivityGofGnucleolarGorganizingGchromosomesGinGmultigenericGqXGhybridsGinvolvingGwheatSG
triticaleSGandGtritordeumUGGenomeSG1998SG[XSGbaZTbac 2.4 13

137 nharacterisationGandGphysicalGlocalisationGofG—yXTcopiaTlikeGretrotransposonsGinGfourGllstroemeriaG
speciesUGGenomeSG1998SG[XSGZ]bTab 2.4 14

136 xolecularGnytogeneticsGofxusa–peciesSGnultivarsGandGsybridseGwocationGofGXc–T]Uc–TY]–GandG]–G
roylGandG—elomereTlikeG–equencesUGAnnalseofeBotanySG1998SGcYSGY[ZTY[c 4.1 34

135 ’epetitiveGoylGplementsGasGaGxajorGnomponentGofG|lantGrenomesUGAnnalseofeBotanySG1998SGcYSG[]T]] 4.1 136

134
—heGchromosomesGofGnitrusGandG|oncirusGspeciesGandGhybridseGidentificationGofGcharacteristicG
chromosomesGandGphysicalGmappingGofGroylGlociGusingGinGsituGhybridizationGandGfluorochromeG
bandingUGJournaleofeHereditySG1998SGcdSGcZTa

2.4 17

133 nytogeneticGanalysisGofGlrabidopsisUGMethodseineMoleculareBiologySG1998SGcYSGXXdTYb 1.4 6

132 —heGactivityGofGnucleolarGorganizingGchromosomesGinGmultigenericGqXGhybridsGinvolvingGwheatSG
triticaleSGandGtritordeumUGGenomeSG1998SG[XSGbaZTbac 2.4 3

131 nharacterisationGandGphysicalGlocalisationGofG—yXTcopiaTlikeGretrotransposonsGinGfourGllstroemeriaG
speciesUGGenomeSG1998SG[XSGZ]bTZab 2.4 4

130 —heGpollenGtubeGactivatedGabscissionGzoneGinGtheGstigmaGofGpearlGmilleteGstructuralGandGphysiologicalG
aspectsUGCanadianeJournaleofeBotanySG1997SGb]SGXYWWTXYWb 3

129 xolecularGcytogeneticGanalysisGofGdurumGwheatGxGtritordeumGhybridsUGGenomeSG1997SG[WSGZaYTd 2.4 14

(1997-1999)
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128 —heG—yXTcopiaGgroupGofGretrotransposonsGinGplantseGgenomicGorganisationSGevolutionSGandGuseGasG
molecularGmarkersUGContemporaryeIssueseineGeneticseandeEvolutionSG1997SGYW]TYXb 2

127 reneticGandGchromosomalGlocalizationGofGtheG]–GroylGlocusGinGsugarGbeetGOmetaGvulgarisGwUPUGGenome
SG1997SG[WSGXbXT] 2.4 14

126 nharacterizationGandGgenomicGorganizationGofG—yXTcopiaGgroupGretrotransposonsGinGryeGO–ecaleG
cerealePUGGenomeSG1997SG[WSGaXbTY] 2.4 60

125
—heGnloseG’elationshipGmetweenGtheGlGandGmGrenomesGinlvenawUGO|oaceaePGoeterminedGbyG
xolecularGnytogeneticGlnalysisGofG—otalGrenomicSG—andemlyGandGoispersedG’epetitiveGoylG
–equencesUGAnnalseofeBotanySG1997SGbdSGXWZTXWd

4.1 45

124 —heGoistributionGandGzrganizationGofG—yXTcopiaTlikeG’etrotransposableGplementsGinGtheGrenomeG
of·ignaGunguiculataOwUPG×alpUGOnowpeaPGandGitsG’elativesUGAnnalseofeBotanySG1997SGcWSGZYbTZZZ 4.1 22

123 tdentificationGofGtheGrenomicGnonstitutionGofxusawUGwinesGOmananasSG|lantainsGandGsybridsPGUsingG
xolecularGnytogeneticsUGAnnalseofeBotanySG1997SGcWSGbcbTbdZ 4.1 43

122 ×heatâ��ryeGchromosomeGtranslocationsGinvolvingGsmallGterminalGandGintercalaryGryeGchromosomeG
segmentsGinGtheG|ortugueseGwheatGlandraceGmarbelaUGHereditySG1997SGbcSG]ZdT][a 3.6 24

121
nomparativeGanalysisGofGtheGchromosomalGandGgenomicGorganizationGofG—yXTcopiaTlikeG
retrotransposonsGinGpteridophytesSGgymnospermsGandGangiospermsUGPlanteMoleculareBiologySG1997SG
ZZSGXXTYX

4.6 95

120 —heGchromosomalGdistributionsGofG—yXTcopiaGgroupGretrotransposableGelementsGinGhigherGplantsGandG
theirGimplicationsGforGgenomeGevolutionUGGeneticaSG1997SGXWWSGXdbTYW[ 1.5 99

119 —heGevolutionGofG—yXTcopiaGgroupGretrotransposonsGinGeukaryoteGgenomesUGGeneticaSG1997SGXWWSGXc]TXd]1.5 52

118 —heG—yXTcopiaGgroupGofGretrotransposonsGinGplantseGgenomicGorganisationSGevolutionSGandGuseGasG
molecularGmarkersUGGeneticaSG1997SGXWWSGYW]TYXb 1.5 79

117 xultipleGrepetitiveGoylGsequencesGinGtheGparacentromericGregionsGofGlrabidopsisGthalianaGwUG
ChromosomeeResearchSG1997SG]SGYZcT[a 4.4 60

116
oetectionGofGalienGchromatinGconferringGresistanceGtoGtheGbeetGcystGnematodeGOseteroderaG
schachtiiG–chmUPGinGcultivatedGbeetGOmetaGvulgarisGwUPGusingGinGsituGhybridizationUGChromosomee
ResearchSG1997SG]SGXcaTdZ

4.4 17

115 yucleolarGdominanceGinGtriticaleseGcontrolGbyGunlinkedGgenesUGChromosomeeResearchSG1997SG]SGXY]TZX 4.4 45

114 oetectionGofGaG[owGchromosomeGsegmentGtranslocatedGtoGryeGchromosomeG]’GinGanGadvancedG
hexaploidGtriticaleGlineGmroncoGdWUGEuphyticaSG1997SGdbSGdXTda 2.1 15

113 xotilityGinGungerminatedGgrassGpolleneGassociationGofGmyosinGwithGpolysaccharideTcontainingG
wallTprecursorGbodiesGO|TparticlesPUGSexualePlanteReproductionSG1997SGXWSGa]Taa 19

112
renomicGorganizationGandGphylogeneticGrelationshipsGinGtheGgenusGoasypyrumGanalysedGbyG
southernGandGinGsituGhybridizationGofGtotalGgenomicGandGclonedGoylGprobesUGChromosomaSG1997SG
XWaSG]ZTaX

2.8 31

111 qlowGcytometricGanalysisGofGtheGchromosomesGandGstabilityGofGaGwheatGcellTcultureGlineUGTheoreticale
andeAppliedeGeneticsSG1997SGd[SGdXTb 6 33
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110 lnalysisGofGaGsetGofGhomoeologousGgroupGXGwheatTlegilopsGumbellulataGrecombinantGchromosomeG
linesGusingGgeneticGmarkersUGTheoreticaleandeAppliedeGeneticsSG1997SGd[SGYdZTYdb 6 16

109 lGfamilyGofGdifferentiallyGamplifiedGrepetitiveGoylGsequencesGinGtheGgenusGmetaGrevealsGgeneticG
variationGinGmetaGvulgarisGsubspeciesGandGcultivarsUGJournaleofeMoleculareEvolutionSG1997SG[[SGZXWTYW 3.1 30

108 |hysicalGmappingGofGtheG]–GribosomalG’ylGgenesGinGlrabidopsisGthalianaGbyGmultiTcolorG
fluorescenceGinGsituGhybridizationGwithGcosmidGclonesUGPlanteJournalSG1997SGXYSGZXTb 6.9 104

107 renomicGinteractionseGgeneGexpressionSGoylGmethylationGandGnuclearGarchitectureG1997SGXcYTYWW 9

106 —heGchromosomalGdistributionsGofG—yXTcopiaGgroupGretrotransposableGelementsGinGhigherGplantsGandG
theirGimplicationsGforGgenomeGevolutionUGContemporaryeIssueseineGeneticseandeEvolutionSG1997SGXdbTYW[ 1

105 —heGchromosomalGdistributionsGofG—yXTcopiaGgroupGretrotransposableGelementsGinGhigherGplantsGandG
theirGimplicationsGforGgenomeGevolutionUGGeneticaSG1997SGXWWSGXdbTYW[ 1.5 49

104 —heG—yXTcopiaGgroupGofGretrotransposonsGinGplantseGgenomicGorganisationSGevolutionSGandGuseGasG
molecularGmarkersUGGeneticaSG1997SGXWWSGYW]TXb 1.5 23

103 pstablishingGrelationshipsGbetweenGcloselyGrelatedGspeciesGusingGtotalGgenomicGoylGasGaGprobeUG
MethodseineMoleculareBiologySG1996SG]WSGYWdTY] 1.4 3

102 xicrotubulesGandGtheGpositioningGofGtheGvegetativeGnucleusGandGgenerativeGcellGinGtheGangiospermG
pollenGtubeeGaGquantitativeGstudyUGProceedingseofetheeRoyaleSocietyeB:eBiologicaleSciencesSG1996SGYaZSGXYddTXZW[4.4 4

101 xolecularGnytogeneticsGofGanGlmphiploidG—rigenericGsybridGbetween—riticumGdurumS—hinopyrumG
distichumandwophopyrumGelongatumUGAnnalseofeBotanySG1996SGbcSG]cZT]cd 4.1 19

100 nhromosomalGandGgenomicGorganizationGofG—yXTcopiaTlikeGretrotransposonGsequencesGinGtheGgenusG
lvenaUGGenomeSG1996SGZdSG[XWTb 2.4 62

99 —heGphysicalGandGgenomicGorganizationGofGmicrosatellitesGinGsugarGbeetUGProceedingseofetheeNationale
AcademyeofeScienceseofetheeUnitedeStateseofeAmericaSG1996SGdZSGcbaXT] 11.5 89

98
—heGgenomicGandGphysicalGorganizationGofG—yXTcopiaTlikeGsequencesGasGaGcomponentGofGlargeG
genomesGinG|inusGelliottiiGvarUGelliottiiGandGotherGgymnospermsUGProceedingseofetheeNationaleAcademye
ofeScienceseofetheeUnitedeStateseofeAmericaSG1996SGdZSGYbWcTXZ

11.5 91

97 lGnovelGrepetitiveGsequenceGassociatedGwithGtheGcentromericGregionsGofGlrabidopsisGthalianaG
chromosomesUGMoleculareGeneticseandeGenomicsSG1996SGY]ZSGY[bT]Y 30

96 —heG—yXTcopiaGgroupGretrotransposonsGinG·iciaGspecieseGcopyGnumberSGsequenceGheterogeneityGandG
chromosomalGlocalisationUGMoleculareGeneticseandeGenomicsSG1996SGY]WSGZW]TX] 94

95 —heG—yXTcopiaGgroupGretrotransposonsGofGllliumGcepaGareGdistributedGthroughoutGtheGchromosomesG
butGareGenrichedGinGtheGterminalGheterochromatinUGChromosomeeResearchSG1996SG[SGZ]bTa[ 4.4 108

94 xolecularGdiversificationGofGtandemlyGorganizedGoylGsequencesGandGheterochromaticGchromosomeG
regionsGinGsomeG—riticeaeGspeciesUGChromosomeeResearchSG1996SG[SG]XbTY] 4.4 71

93
sighTresolutionGmappingGofGrepetitiveGoylGbyGinGsituGhybridizationeGmolecularGandGchromosomalG
featuresGofGprominentGdispersedGandGdiscretelyGlocalizedGoylGfamiliesGfromGtheGwildGbeetGspeciesG
metaGprocumbensUGPlanteMoleculareBiologySG1996SGZWSGXWddTXXZ

4.6 50

(1996-1997)
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92 |hysicalGmappingGofGtranslocationGbreakpointsGinGaGsetGofGwheatTlegilopsGumbellulataGrecombinantG
linesGusingGinGsituGhybridizationUGTheoreticaleandeAppliedeGeneticsSG1996SGdZSGcXaTY] 6 24

91 wodiculeGqunctionGandGqilamentGpxtensionGinGtheGrrasseseG|otassiumGtonGxovementGandG—issueG
–pecializationUGAnnalseofeBotanySG1996SGbbSG]bZT]cY 4.1 38

90 nhromosomeGidentificationGandGnuclearGarchitectureGinGtriticaleGˆ�GtritordeumGqXGhybridsUGJournaleofe
ExperimentaleBotanySG1996SG[bSG]cZT]cc 7 26

89 —heUGMoleculareGeneticseandeGenomicsSG1996SGY]WSGZW] 16

88 xolecularGnytogeneticsGlnalysisGofG—riticaleGéG—ritordeumGqXGsybridsUGDevelopmentseinePlante
BreedingSG1996SGXcZTXcc 1

87 pxpressionGofGX’GroylGlociGinG—riticaleeGreneticGandGoevelopmentalGnontrolsUGDevelopmentseinePlante
BreedingSG1996SGXYbTXZ[

86 nomparativeGanalysisGofGplantGgenomeGarchitectureUGSymposiaeofetheeSocietyeforeExperimentale
BiologySG1996SG]WSGXbTYZ 3

85 lnalysisGandGchromosomalGlocalizationGofGretrotransposonsGinGsugarGbeetGOmetaGvulgarisGwUPeGwtypsG
andG—yXTcopiaTlikeGelementsGasGmajorGcomponentsGofGtheGgenomeUGChromosomeeResearchSG1995SGZSGZZ]T[]4.4 74

84 nharacterizationGofGaGnewGfamilyGofGtobaccoGhighlyGrepetitiveGoylSGr’–SGspecificGforGtheGyicotianaG
tomentosiformisGgenomicGcomponentUGChromosomeeResearchSG1995SGZSGY[]T][ 4.4 48

83 lnalysisGofGaGrepetitiveGoylGfamilyGfromGlrabidopsisGarenosaGandGrelationshipsGbetweenG
lrabidopsisGspeciesUGPlanteMoleculareBiologySG1995SGYbSGc]ZTaY 4.6 119

82 nentromericGrepetitiveGoylGsequencesGinGtheGgenusGmrassicaUGTheoreticaleandeAppliedeGeneticsSG1995
SGdWSGX]bTa] 6 141

81 r’ylGgeneGactivityGandGcontrolGofGexpressionGmediatedGbyGmethylationGandGimprintingGduringG
embryoGdevelopmentGinGwheatGxGryeGhybridsUGTheoreticaleandeAppliedeGeneticsSG1995SGdXSG]YdTZZ 6 61

80
—heGmolecularGcytogeneticsGofG·ignaGunguiculataGOwUPG×alpeGtheGphysicalGorganizationGandG
characterizationGofGXcsT]UcsTY]sGr’ylGgenesSG]sGr’ylGgenesSGtelomereTlikeGsequencesSGandGaGfamilyG
ofGcentromericGrepetitiveGoylGsequencesUGTheoreticaleandeAppliedeGeneticsSG1995SGdXSGdYcTZ]

6 62

79 —heGlargeTscaleGgenomicGorganizationGofGrepetitiveGoylGfamiliesGatGtheGtelomeresGofGryeG
chromosomesUGPlanteCellSG1995SGbSGXcYZTZZ 11.6 178

78 |hysicalGmappingGofGtheG]–Gr’ylGmultigeneGfamilyGinGaxGtriticaleGandGryeeGidentificationGofGaGnewGryeG
locusUGGenomeSG1995SGZcSGaYZTa 2.4 16

77 |hysicalGmappingGofG]–GandGXc–TY]–GroylGandGrepetitiveGoylGsequencesGinGlegilopsGumbellulataUG
GenomeSG1995SGZcSGdXTa 2.4 103

76 xolecularGcytogeneticsGofGtcelandicGbirchGspecieseGphysicalGmappingGbyGinGsituGhybridizationGandG
roylGpolymorphismUGCanadianeJournaleofeForesteResearchSG1995SGY]SGXWXTXWc 1.9 10

75 —heGsybridGzriginGofG—woGnultivarsGofGnrocusGOtridaceaePGlnalysedGbyGxolecularGnytogeneticsG
includingGrenomicG–outhernGandGinGsituGsybridizationUGAnnalseofeBotanySG1995SGbaSGY]ZTYaY 4.1 28
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74 varyotypeGofG–lashG|ineGO|inusGelliottiiGvarUGelliottiiPGUsingG|atternsGofGqluorescenceGinGsituG
sybridizationGandGqluorochromeGmandingUGJournaleofeHereditySG1995SGcaSGYcdTYda 2.4 86

73 —heGwargeT–caleGrenomicGzrganizationGofG’epetitiveGoylGqamiliesGatGtheG—elomersGofG’yeG
nhromosomesUGPlanteCellSG1995SGbSGXcYZ 11.6 3

72 oirectGfluorochromeTlabeledGoylGprobesGforGdirectGfluorescentGinGsituGhybridizationGtoG
chromosomesUGMethodseineMoleculareBiologySG1994SGYcSGXabTba 1.4 5

71 oetectionGofGdigoxigeninTlabeledGoylGprobesGhybridizedGtoGplantGchromosomesGinGsituUGMethodseine
MoleculareBiologySG1994SGYcSGXbbTc] 1.4 5

70 xechanicalGinteractionsGwithGplantGcellseGaGselectiveGoverviewG1994SGXWbTXYW

69
|hysicalGmappingGofGr’ylGgenesGbyGfluorescentGinTsituGhybridizationGandGstructuralGanalysisGofG]–G
r’ylGgenesGandGintergenicGspacerGsequencesGinGsugarGbeetGOmetaGvulgarisPUGTheoreticaleandeAppliede
GeneticsSG1994SGccSGaYdTZa

6 122

68 |ossibleGoriginGofGaGmGchromosomeGdeducedGfromGitsGoylGcompositionGusingGdoubleGqt–sG
techniqueUGChromosomeeResearchSG1994SGYSGcbTdY 4.4 108

67 —heGspatialGlocalizationGofGhomologousGchromosomesGinGhumanGfibroblastsGatGmitosisUGHumane
GeneticsSG1994SGdZSGYb]TcW 6.3 32

66 xolecularGandGphysicalGorganizationGofGhighlyGrepetitiveSGundermethylatedGoylGfromG|ennisetumG
glaucumUGMoleculareGeneticseandeGenomicsSG1994SGY[[SG[YWT] 37

65
’elationshipsGbetweenGspeciesGofweymusSG|sathyrostachysSGandsordeumGO|oaceaeSG—riticeaePG
inferredGfromG–outhernGhybridizationGofGgenomicGandGclonedGoylGprobesUGPlanteSystematicseande
EvolutionSG1994SGXcdSGYXbTYZX

1.3 36

64 –tabilityGofGtransgenesGandGpresenceGofGyaGmethyladenineGoylGinGtransformedGwheatGcellsUGPlante
JournalSG1994SG]SG[YdT[Za 6.9 15
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