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Genome-wide association study identifies five new susceptibility loci for primary angle closure

glaucoma. Nature Genetics, 2016, 48, 556-562.

Genetic association study of exfoliation syndrome identifies a protective rare variant at LOXL1 and

five new susceptibility loci. Nature Genetics, 2017, 49, 993-1004. 214 114

Mutations in CEP78 Cause Cone-Rod Dystrophy and Hearing Loss Associated with Primary-Cilia Defects.
American Journal of Human Genetics, 2016, 99, 770-776.

Whole exome sequencing identifies a heterozygous missense variant in the PRDMS5 gene in a family

with Axenfelda€“Rieger syndrome. Neurogenetics, 2016, 17, 17-23. 14 28

Homozygosity Mappin% and Targeted Sanger Sequencing Reveal Genetic Defects Underlying Inherited
Retinal Disease in Families from Pakistan. PLoS ONE, 2015, 10, e0119806.

Association of known common genetic variants with primary open angle, primary angle closure, and

pseudoexfoliation glaucoma in Pakistani cohorts. Molecular Vision, 2014, 20, 1471-9. 11 27

Identification of Novel Variants in LTBP2 and PXDN Using Whole-Exome Sequencing in Developmental
and Congenital Glaucoma. PLoS ONE, 2016, 11, e0159259.

Identification of novel <scp><i>CYP1B«<[i><[scp><i>1<[i> gene mutations in Eatients with primary
congenital and primary opené€angle glaucoma. Clinical and Experimental Ophthalmology, 2015, 43, 31-39.

A Novel Homozygous Mutation in FOXC1 Causes Axenfeld Rieger Syndrome with Congenital Glaucoma.
PLoS ONE, 2016, 11, e0160016.

Identification of Mutations in the PRDMS5 Gene in Brittle Cornea Syndrome. Cornea, 2016, 35, 853-859. 1.7 18

Association of a Polymorphism in the BIRC6 Gene with Pseudoexfoliative Glaucoma. PLoS ONE, 2014, 9,
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Variants in the ASB10 Gene Are Associated with Primary Open Angle Glaucoma. PLoS ONE, 2015, 10, 5
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Variants in the PRPF8 Gene are Associated with Glaucoma. Molecular Neurobiology, 2018, 55, 4504-4510.

Identification of TP53BP2 as a Novel Candidate Gene for Primary Open Angle Glaucoma by Whole Exome

Sequencing in a Large Multiplex Family. Molecular Neurobiology, 2018, 55, 1387-1395. 4.0 5



