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257 TtSSxLmLsoftwareLforLassociationLmappingLofLcomplexLtraitsLinLdiverseLsamplesaLBioinformaticsYL
2007YLefYLeiffZh 7.2 4013

256 tLrobustYLsimpleLgenotypingZbyZsequencingLTzuSULapproachLforLhighLdiversityLspeciesaLPLoSlONEYL
2011YLiYLedlfjl 3.7 3791

255 tLunifiedLmixedZmodelLmethodLforLassociationLmappingLthatLaccountsLforLmultipleLlevelsLofL
relatednessaLNaturelGeneticsYL2006YLfkYLecfZk 36.3 2595

254 zenomeZwideLassociationLstudiesLofLdgLagronomicLtraitsLinLriceLlandracesaLNaturelGeneticsYL2010YLgeYLlidZj36.3 1414

253 MixedLlinearLmodelLapproachLadaptedLforLgenomeZwideLassociationLstudiesaLNaturelGeneticsYL2010YL
geYLfhhZic 36.3 1259

252 ztPITmLgenomeLassociationLandLpredictionLintegratedLtoolaLBioinformaticsYL2012YLekYLefljZl 7.2 1135

251 StructureLofLlinkageLdisequilibriumLinLplantsaLAnnuallReviewloflPlantlBiologyYL2003YLhgYLfhjZjg 30.7 1125

250 wiversityLandLheritabilityLofLtheLmaizeLrhizosphereLmicrobiomeLunderLfieldLconditionsaLProceedingsl
oflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaYL2013YLddcYLihgkZhf 11.5 1067

249 TheLgeneticLarchitectureLofLmaizeLfloweringLtimeaLScienceYL2009YLfehYLjdgZk 33.3 1043

248 TtSSxLZzuSmLaLhighLcapacityLgenotypingLbyLsequencingLanalysisLpipelineaLPLoSlONEYL2014YLlYLelcfgi 3.7 994

247 wwarfkLpolymorphismsLassociateLwithLvariationLinLfloweringLtimeaLNaturelGeneticsYL2001YLekYLekiZl 36.3 871

246 tLsingleLdomesticationLforLmaizeLshownLbyLmultilocusLmicrosatelliteLgenotypingaLProceedingsloflthel
NationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaYL2002YLllYLickcZg 11.5 860

245 StructureLofLlinkageLdisequilibriumLandLphenotypicLassociationsLinLtheLmaizeLgenomeaLProceedingsl
oflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaYL2001YLlkYLddgjlZkg 11.5 854

244 TheLvollaborativeLvrossYLaLcommunityLresourceLforLtheLgeneticLanalysisLofLcomplexLtraitsaLNaturel
GeneticsYL2004YLfiYLddffZj 36.3 822

243 StatusLandLProspectsLofLtssociationLMappingLinLPlantsaLPlantlGenomeYL2008YLdYL 4.4 818

242 zeneticLpropertiesLofLtheLmaizeLnestedLassociationLmappingLpopulationaLScienceYL2009YLfehYLjfjZgc 33.3 775

241 zeneticLdesignLandLstatisticalLpowerLofLnestedLassociationLmappingLinLmaizeaLGeneticsYL2008YLdjkYLhflZhd4 753
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240 zenomeZwideLassociationLstudyLofLleafLarchitectureLinLtheLmaizeLnestedLassociationLmappingL
populationaLNaturelGeneticsYL2011YLgfYLdhlZie 36.3 746

239 zeneticLassociationLmappingLandLgenomeLorganizationLofLmaizeaLCurrentlOpinionlinlBiotechnologyYL
2006YLdjYLdhhZic 11.4 659

238 MaizeLassociationLpopulationmLaLhighZresolutionLplatformLforLquantitativeLtraitLlocusLdissectionaL
PlantlJournalYL2005YLggYLdchgZig 6.9 633

237 tLfirstZgenerationLhaplotypeLmapLofLmaizeaLScienceYL2009YLfeiYLdddhZj 33.3 613

236 tssociationLmappingmLcriticalLconsiderationsLshiftLfromLgenotypingLtoLexperimentalLdesignaLPlantl
CellYL2009YLedYLedlgZece 11.6 601

235 vomparativeLpopulationLgenomicsLofLmaizeLdomesticationLandLimprovementaLNaturelGeneticsYL2012
YLggYLkckZdd 36.3 600

234 NaturalLgeneticLvariationLinLlycopeneLepsilonLcyclaseLtappedLforLmaizeLbiofortificationaLScienceYL
2008YLfdlYLffcZf 33.3 571

233 PopulationLgenomicLandLgenomeZwideLassociationLstudiesLofLagroclimaticLtraitsLinLsorghumaL
ProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaYL2013YLddcYLghfZk 11.5 556

232 SwitchgrassLgenomicLdiversityYLploidyYLandLevolutionmLnovelLinsightsLfromLaLnetworkZbasedLSNPL
discoveryLprotocolaLPLoSlGeneticsYL2013YLlYLedccfedh 6 481

231 MaizeL’apMapeLidentifiesLextantLvariationLfromLaLgenomeLinLfluxaLNaturelGeneticsYL2012YLggYLkcfZj 36.3 470

230 IterativeLUsageLofLyixedLandLRandomLxffectLModelsLforLPowerfulLandLxfficientLzenomeZWideL
tssociationLStudiesaLPLoSlGeneticsYL2016YLdeYLedcchjij 6 469

229 zeneticLstructureLandLdomesticationLhistoryLofLtheLgrapeaLProceedingsloflthelNationallAcademylofl
SciencesloflthelUnitedlStatesloflAmericaYL2011YLdckYLfhfcZh 11.5 468

228 zenomeZwideLassociationLstudyLofLquantitativeLresistanceLtoLsouthernLleafLblightLinLtheLmaizeL
nestedLassociationLmappingLpopulationaLNaturelGeneticsYL2011YLgfYLdifZk 36.3 444

227 tLlargeLmaizeLTZeaLmaysLLaULSNPLgenotypingLarraymLdevelopmentLandLgermplasmLgenotypingYLandL
geneticLmappingLtoLcompareLwithLtheLujfLreferenceLgenomeaLPLoSlONEYL2011YLiYLeekffg 3.7 422

226 tgriculturemLyeedingLtheLfutureaLNatureYL2013YLgllYLefZg 50.4 363

225 vropLgenomicsmLadvancesLandLapplicationsaLNaturelReviewslGeneticsYL2011YLdfYLkhZli 30.1 362

224 TheLevolutionLofLribosomalLwNtmLdivergentLparaloguesLandLphylogeneticLimplicationsaLGeneticsYL
1997YLdghYLkedZfe 4 357

223 RareLgeneticLvariationLatLZeaLmaysLcrtRudLincreasesLbetaZcaroteneLinLmaizeLgrainaLNaturelGeneticsYL
2010YLgeYLfeeZj 36.3 349
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222 vomprehensiveLgenotypingLofLtheLUStLnationalLmaizeLinbredLseedLbankaLGenomelBiologyYL2013YLdgYLRhh 18.3 337

221 tgricultureaLIncreasedLfoodLandLecosystemLsecurityLviaLperennialLgrainsaLScienceYL2010YLfekYLdifkZl 33.3 303

220 zenomeZwideLnestedLassociationLmappingLofLquantitativeLresistanceLtoLnorthernLleafLblightLinL
maizeaLProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaYL2011YLdckYLiklfZk11.5 288

219 zeneticLcharacterizationLandLlinkageLdisequilibriumLestimationLofLaLglobalLmaizeLcollectionLusingL
SNPLmarkersaLPLoSlONEYL2009YLgYLekghd 3.7 288

218 PlantLmolecularLdiversityLandLapplicationsLtoLgenomicsaLCurrentlOpinionlinlPlantlBiologyYL2002YLhYLdcjZdd 9.9 279

217 wissectionLofLmaizeLkernelLcompositionLandLstarchLproductionLbyLcandidateLgeneLassociationaLPlantl
CellYL2004YLdiYLejdlZff 11.6 259

216 trchitectureLofLfloralLbranchLsystemsLinLmaizeLandLrelatedLgrassesaLNatureYL2005YLgfiYLdddlZei 50.4 253

215 zeneticLdiversityLandLselectionLinLtheLmaizeLstarchLpathwayaLProceedingsloflthelNationallAcademylofl
SciencesloflthelUnitedlStatesloflAmericaYL2002YLllYLdelhlZie 11.5 252

214 zeneticLarchitectureLofLmaizeLkernelLcompositionLinLtheLnestedLassociationLmappingLandLinbredL
associationLpanelsaLPlantlPhysiologyYL2012YLdhkYLkegZfg 6.6 242

213 LargeZscaleLreplicatedLfieldLstudyLofLmaizeLrhizosphereLidentifiesLheritableLmicrobesaLProceedingslofl
thelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaYL2018YLddhYLjfikZjfjf 11.5 230

212 ZmvvTLandLtheLgeneticLbasisLofLdayZlengthLadaptationLunderlyingLtheLpostdomesticationLspreadLofL
maizeaLProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaYL2012YLdclYLxdldfZed11.5 226

211 xarlyLallelicLselectionLinLmaizeLasLrevealedLbyLancientLwNtaLScienceYL2003YLfceYLdeciZk 33.3 224

210 TheLgeneticLarchitectureLofLmaizeLheightaLGeneticsYL2014YLdliYLdffjZhi 4 211

209 xxtensiveLintraspecificLgeneLorderLandLgeneLstructuralLvariationsLbetweenLModjLandLotherLmaizeL
genomesaLNaturelGeneticsYL2018YLhcYLdeklZdelh 36.3 201

208 tluminumLtoleranceLinLmaizeLisLassociatedLwithLhigherLMtTxdLgeneLcopyLnumberaLProceedingslofl
thelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaYL2013YLddcYLhegdZi 11.5 199

207 vomparisonLofLmixedZmodelLapproachesLforLassociationLmappingaLGeneticsYL2008YLdjkYLdjghZhg 4 199

206 ztPITLVersionLemLtnLxnhancedLIntegratedLToolLforLzenomicLtssociationLandLPredictionaLPlantl
GenomeYL2016YLlYLplantgenomeecdhaddacdec 4.4 198

205 PearlLmilletLgenomeLsequenceLprovidesLaLresourceLtoLimproveLagronomicLtraitsLinLaridL
environmentsaLNaturelBiotechnologyYL2017YLfhYLlilZlji 44.5 197
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204 MolecularLdiversityYLstructureLandLdomesticationLofLgrassesaLGeneticallResearchYL2001YLjjYLedfZk 1.1 197

203 vanLgenomicsLboostLproductivityLofLorphanLcropsraLNaturelBiotechnologyYL2012YLfcYLddjeZi 44.5 192

202 NovelLMethodsLtoLOptimizeLzenotypicLImputationLforLLowZvoverageYLNextZzenerationLSequenceL
wataLinLvropLPlantsaLPlantlGenomeYL2014YLjYLplantgenomeecdgachaccef 4.4 184

201 PopulationLgeneticsLofLgenomicsZbasedLcropLimprovementLmethodsaLTrendslinlGeneticsYL2011YLejYLlkZdci8.5 181

200 xmpiricalLcomparisonLofLSimpleLSequenceLRepeatsLandLsingleLnucleotideLpolymorphismsLinL
assessmentLofLmaizeLdiversityLandLrelatednessaLPLoSlONEYL2007YLeYLedfij 3.7 176

199 wistinctLgeneticLarchitecturesLforLmaleLandLfemaleLinflorescenceLtraitsLofLmaizeaLPLoSlGeneticsYL
2011YLjYLedccefkf 6 175

198
NaturalLvariationLinLmaizeLaphidLresistanceLisLassociatedLwithL
eYgZdihydroxyZjZmethoxyZdYgZbenzoxazinZfZoneLglucosideLmethyltransferaseLactivityaLPlantlCellYL
2013YLehYLefgdZhh

11.6 171

197 OpenLchromatinLrevealsLtheLfunctionalLmaizeLgenomeaLProceedingsloflthelNationallAcademylofl
SciencesloflthelUnitedlStatesloflAmericaYL2016YLddfYLxfdjjZkg 11.5 169

196 MolecularLandLfunctionalLdiversityLofLmaizeaLCurrentlOpinionlinlPlantlBiologyYL2006YLlYLdjeZi 9.9 168

195 RapidLgenomicLcharacterizationLofLtheLgenusLvitisaLPLoSlONEYL2010YLhYLekedl 3.7 166

194 zramenemLaLbirdSsLeyeLviewLofLcerealLgenomesaLNucleiclAcidslResearchYL2006YLfgYLwjdjZef 20.1 162

193 zenomeZenvironmentLassociationsLinLsorghumLlandracesLpredictLadaptiveLtraitsaLSciencelAdvancesYL
2015YLdYLedgccedk 14.3 160

192 ZeaLsystematicsmLribosomalLITSLevidenceaLMolecularlBiologylandlEvolutionYL1996YLdfYLideZee 8.3 157

191 tLstudyLofLallelicLdiversityLunderlyingLfloweringZtimeLadaptationLinLmaizeLlandracesaLNaturelGenetics
YL2017YLglYLgjiZgkc 36.3 155

190 RecombinationLinLdiverseLmaizeLisLstableYLpredictableYLandLassociatedLwithLgeneticLloadaLProceedingsl
oflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaYL2015YLddeYLfkefZk 11.5 147

189 ’ighZresolutionLgeneticLmappingLofLmaizeLpanZgenomeLsequenceLanchorsaLNaturelCommunicationsYL
2015YLiYLildg 17.4 142

188 wraftLtssemblyLofLxliteLInbredLLineLP’ecjLProvidesLInsightsLintoLzenomicLandLTranscriptomeL
wiversityLinLMaizeaLPlantlCellYL2016YLekYLejccZejdg 11.6 139

187 tssociationLmappingLacrossLnumerousLtraitsLrevealsLpatternsLofLfunctionalLvariationLinLmaizeaLPLoSl
GeneticsYL2014YLdcYLedccgkgh 6 133
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186 zenomicLpredictionLinLbiparentalLtropicalLmaizeLpopulationsLinLwaterZstressedLandLwellZwateredL
environmentsLusingLlowZdensityLandLzuSLSNPsaLHeredityYL2015YLddgYLeldZl 3.6 131

185 zramenemLaLgrowingLplantLcomparativeLgenomicsLresourceaLNucleiclAcidslResearchYL2008YLfiYLwlgjZhf 20.1 130

184 zeneticLdiversityLandLpopulationLstructureLofLteosinteaLGeneticsYL2005YLdilYLeegdZhg 4 130

183 tLfoundationLforLprovitaminLtLbiofortificationLofLmaizemLgenomeZwideLassociationLandLgenomicL
predictionLmodelsLofLcarotenoidLlevelsaLGeneticsYL2014YLdlkYLdillZjdi 4 129

182 vonstructionLofLtheLthirdZgenerationLZeaLmaysLhaplotypeLmapaLGigaScienceYL2018YLjYLdZde 7.6 127

181 WidespreadLlongZrangeLcisZregulatoryLelementsLinLtheLmaizeLgenomeaLNaturelPlantsYL2019YLhYLdefjZdegl11.5 127

180 MeioticLdriveLofLchromosomalLknobsLreshapedLtheLmaizeLgenomeaLGeneticsYL1999YLdhfYLgdhZei 4 126

179 wysregulationLofLexpressionLcorrelatesLwithLrareZalleleLburdenLandLfitnessLlossLinLmaizeaLNatureYL
2018YLhhhYLhecZhef 50.4 124

178 vassavaLhaplotypeLmapLhighlightsLfixationLofLdeleteriousLmutationsLduringLclonalLpropagationaL
NaturelGeneticsYL2017YLglYLlhlZlif 36.3 118

177 tssociationLanalysisLofLcandidateLgenesLforLmaysinLandLchlorogenicLacidLaccumulationLinLmaizeLsilksaL
TheoreticallandlAppliedlGeneticsYL2005YLddcYLdfegZff 6 117

176 ’eterosisLisLprevalentLforLmultipleLtraitsLinLdiverseLmaizeLgermplasmaLPLoSlONEYL2009YLgYLejgff 3.7 116

175 TheLmaizeLWeeLgenomeLprovidesLaLfoundationLforLfunctionalLgenomicsLandLtransposonLbiologyaL
NaturelGeneticsYL2018YLhcYLdekeZdekk 36.3 114

174 zenomeZwideLassociationLstudyLandLpathwayZlevelLanalysisLofLtocochromanolLlevelsLinLmaizeLgrainaL
G3:lGenesxlGenomesxlGeneticsYL2013YLfYLdekjZll 3.2 111

173 zenomicLestimationLofLcomplexLtraitsLrevealsLancientLmaizeLadaptationLtoLtemperateLNorthL
tmericaaLScienceYL2017YLfhjYLhdeZhdh 33.3 110

172 tLmodernLampelographymLaLgeneticLbasisLforLleafLshapeLandLvenationLpatterningLinLgrapeaLPlantl
PhysiologyYL2014YLdigYLehlZje 6.6 110

171 tLSUPxRLpowerfulLmethodLforLgenomeLwideLassociationLstudyaLPLoSlONEYL2014YLlYLedcjikg 3.7 109

170 xnteringLtheLsecondLcenturyLofLmaizeLquantitativeLgeneticsaLHeredityYL2014YLddeYLfcZk 3.6 107

169
TrackingLfootprintsLofLmaizeLdomesticationLandLevidenceLforLaLmassiveLselectiveLsweepLonL
chromosomeLdcaLProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaYL
2009YLdciLSupplLdYLlljlZki

11.5 106
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168 zeneticLassociationLmappingLidentifiesLsingleLnucleotideLpolymorphismsLinLgenesLthatLaffectL
abscisicLacidLlevelsLinLmaizeLfloralLtissuesLduringLdroughtaLJournalloflExperimentallBotanyYL2011YLieYLjcdZdi7 96

167 TheLrelationshipLbetweenLparentalLgeneticLorLphenotypicLdivergenceLandLprogenyLvariationLinLtheL
maizeLnestedLassociationLmappingLpopulationaLHeredityYL2012YLdckYLglcZl 3.6 96

166 zenicLandLnongenicLcontributionsLtoLnaturalLvariationLofLquantitativeLtraitsLinLmaizeaLGenomel
ResearchYL2012YLeeYLegfiZgg 9.7 96

165 LessonsLfromLwwarfkLonLtheLstrengthsLandLweaknessesLofLstructuredLassociationLmappingaLPLoSl
GeneticsYL2013YLlYLedccfegi 6 88

164 OnLtheLRoadLtoLureedingLgacmLUnravelingLtheLzoodYLtheLuadYLandLtheLuoringLofLvropLQuantitativeL
zenomicsaLAnnuallReviewloflGeneticsYL2018YLheYLgedZggg 14.5 87

163 ZeaLribosomalLrepeatLevolutionLandLsubstitutionLpatternsaLMolecularlBiologylandlEvolutionYL1996YL
dfYLiefZfe 8.3 86

162 JointLQTLLlinkageLmappingLforLmultipleZcrossLmatingLdesignLsharingLoneLcommonLparentaLPLoSlONE
YL2011YLiYLedjhjf 3.7 82

161 TheLgeneticLarchitectureLofLmaizeLstalkLstrengthaLPLoSlONEYL2013YLkYLeijcii 3.7 81

160 IdentificationLofLgeneticLvariantsLassociatedLwithLmaizeLfloweringLtimeLusingLanLextremelyLlargeL
multiZgeneticLbackgroundLpopulationaLPlantlJournalYL2016YLkiYLfldZgce 6.9 79

159 tssociationLandLlinkageLanalysisLofLaluminumLtoleranceLgenesLinLmaizeaLPLoSlONEYL2010YLhYLellhk 3.7 75

158 tpplicationsLofLLinkageLwisequilibriumLandLtssociationLMappingLinLvropLPlantsL2007YLljZddl 75

157 QuantitativeLtraitLlociLanalysisLofLgrowthLresponseLtoLvaryingLnitrogenLsourcesLinLtrabidopsisL
thalianaaLTheoreticallandlAppliedlGeneticsYL2002YLdcgYLjgfZjhc 6 75

156 IncompleteLdominanceLofLdeleteriousLallelesLcontributesLsubstantiallyLtoLtraitLvariationLandL
heterosisLinLmaizeaLPLoSlGeneticsYL2017YLdfYLedccjcdl 6 74

155 PanzeamLaLdatabaseLandLresourceLforLmolecularLandLfunctionalLdiversityLinLtheLmaizeLgenomeaL
NucleiclAcidslResearchYL2006YLfgYLwjheZj 20.1 74

154 MaizeLzenesLandLRegulateLPlantLtrchitectureaLPlantlCellYL2017YLelYLdieeZdigd 11.6 69

153 zenomeZsizeLVariationLinLSwitchgrassLTPanicumLvirgatumUmLylowLvytometryLandLvytologyLRevealL
RampantLtneuploidyaLPlantlGenomeYL2010YLfYL 4.4 69

152 zenomeZwideLassociationLofLcarbonLandLnitrogenLmetabolismLinLtheLmaizeLnestedLassociationL
mappingLpopulationaLPlantlPhysiologyYL2015YLdikYLhjhZkf 6.6 67

151 TheLgeneticLarchitectureLofLcomplexLtraitsLinLteosinteLTZeaLmaysLsspaLparviglumisUmLnewLevidenceL
fromLassociationLmappingaLGeneticsYL2008YLdkcYLdeedZfe 4 66
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150 QuantitativeLzeneticsLofLtheLMaizeLLeafLMicrobiomeaLPhytobiomeslJournalYL2018YLeYLeckZeeg 4.8 65

149 JointZlinkageLmappingLandLzWtSLrevealLextensiveLgeneticLlociLthatLregulateLmaleLinflorescenceL
sizeLinLmaizeaLPlantlBiotechnologylJournalYL2016YLdgYLdhhdZie 11.6 64

148 uiosynthesisLofLkZOZMethylatedLuenzoxazinoidLwefenseLvompoundsLinLMaizeaLPlantlCellYL2016YLekYLdikeZjcc11.6 63

147 zenomeZwideLassociationLstudyLofLyusariumLearLrotLdiseaseLinLtheLUaSataLmaizeLinbredLlineL
collectionaLBMClPlantlBiologyYL2014YLdgYLfje 5.3 62

146 SimulationLtppraisalLofLtheLtdequacyLofLNumberLofLuackgroundLMarkersLforLRelationshipL
xstimationLinLtssociationLMappingaLPlantlGenomeYL2009YLeYL 4.4 62

145 xnrichmentLofLstatisticalLpowerLforLgenomeZwideLassociationLstudiesaLBMClBiologyYL2014YLdeYLjf 7.3 60

144 zenomicLfeaturesLshapingLtheLlandscapeLofLmeioticLdoubleZstrandZbreakLhotspotsLinLmaizeaL
ProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaYL2017YLddgYLdeefdZdeefi11.5 59

143 TheLeffectLofLartificialLselectionLonLphenotypicLplasticityLinLmaizeaLNaturelCommunicationsYL2017YLkYLdfgk17.4 58

142 NovelLLociLUnderlieLNaturalLVariationLinLVitaminLxLLevelsLinLMaizeLzrainaLPlantlCellYL2017YLelYLefjgZefle 11.6 57

141
xvolutionarilyLinformedLdeepLlearningLmethodsLforLpredictingLrelativeLtranscriptLabundanceLfromL
wNtLsequenceaLProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaYL
2019YLddiYLhhgeZhhgl

11.5 56

140 vharacterizationLofLuiosyntheticLPathwaysLforLtheLProductionLofLtheLVolatileL’omoterpenesLwMNTL
andLTMTTLinLZeaLmaysaLPlantlCellYL2016YLekYLeihdZeiih 11.6 56

139 UsingLnaturalLallelicLdiversityLtoLevaluateLgeneLfunctionaLMethodslinlMolecularlBiologyYL2003YLefiYLdefZgc1.4 55

138 yineLquantitativeLtraitLlociLmappingLofLcarbonLandLnitrogenLmetabolismLenzymeLactivitiesLandL
seedlingLbiomassLinLtheLmaizeLIuMLmappingLpopulationaLPlantlPhysiologyYL2010YLdhgYLdjhfZih 6.6 52

137 zeneticLcontrolLofLtheLleafLangleLandLleafLorientationLvalueLasLrevealedLbyLultraZhighLdensityLmapsL
inLthreeLconnectedLmaizeLpopulationsaLPLoSlONEYL2015YLdcYLecdedieg 3.7 52

136 IndependentLMolecularLuasisLofLvonvergentL’ighlandLtdaptationLinLMaizeaLGeneticsYL2015YLeccYLdeljZfde4 50

135 weepLlearningLforLplantLgenomicsLandLcropLimprovementaLCurrentlOpinionlinlPlantlBiologyYL2020YLhgYLfgZgd9.9 50

134 SoftwareLengineeringLtheLmixedLmodelLforLgenomeZwideLassociationLstudiesLonLlargeLsamplesaL
BriefingslinlBioinformaticsYL2009YLdcYLiigZjh 13.4 50

133 zeneticLtnalysisLofLVisuallyLScoredLOrangeLKernelLvolorLinLMaizeaLCroplScienceYL2013YLhfYLdklZecc 2.4 49
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132 LargeZScaleLwiscoveryLofLzeneZxnrichedLSNPsaLPlantlGenomeYL2009YLeYL 4.4 48

131 RapidLvyclingLzenomicLSelectionLinLaLMultiparentalLTropicalLMaizeLPopulationaLG3:lGenesxlGenomesxl
GeneticsYL2017YLjYLefdhZefei 3.2 47

130 UsingLcrossoverLbreakpointsLinLrecombinantLinbredLlinesLtoLidentifyLquantitativeLtraitLlociL
controllingLtheLglobalLrecombinationLfrequencyaLGeneticsYL2007YLdjjYLdkhdZk 4 47

129 MolecularLevolutionLofLtypeLdLserinebthreonineLproteinLphosphatasesaLMolecularlPhylogeneticslandl
EvolutionYL1999YLdeYLhjZii 4.1 46

128 MiningLconifersâ��LmegaZgenomeLusingLrapidLandLefficientLmultiplexedLhighZthroughputL
genotypingZbyZsequencingLTzuSULSNPLdiscoveryLplatformaLTreelGeneticslandlGenomesYL2013YLlYLdhfjZdhgg2.1 45

127 tcceleratingLtheLswitchgrassLTPanicumLvirgatumLLaULbreedingLcycleLusingLgenomicLselectionL
approachesaLPLoSlONEYL2014YLlYLeddeeej 3.7 45

126 wissectingLgenomeZwideLassociationLsignalsLforLlossZofZfunctionLphenotypesLinLsorghumLflavonoidL
pigmentationLtraitsaLG3:lGenesxlGenomesxlGeneticsYL2013YLfYLeckhZlg 3.2 45

125
zenomeZwideLtssociationLforLPlantL’eightLandLyloweringLTimeLacrossLdhLTropicalLMaizeL
PopulationsLunderLManagedLwroughtLStressLandLWellZWateredLvonditionsLinLSubZSaharanLtfricaaL
CroplScienceYL2016YLhiYLefihZefjk

2.4 45

124 MetabolomeZScaleLzenomeZWideLtssociationLStudiesLRevealLvhemicalLwiversityLandLzeneticL
vontrolLofLMaizeLSpecializedLMetabolitesaLPlantlCellYL2019YLfdYLlfjZlhh 11.6 41

123 PowerLtoLdetectLhigherZorderLepistaticLinteractionsLinLaLmetabolicLpathwayLusingLaLnewLmappingL
strategyaLGeneticsYL2007YLdjiYLhifZjc 4 41

122 PatternsLofLgenomicLandLphenomicLdiversityLinLwineLandLtableLgrapesaLHorticulturelResearchYL2017YL
gYLdjcfh 7.7 40

121 VitisLphylogenomicsmLhybridizationLintensitiesLfromLaLSNPLarrayLoutperformLgenotypeLcallsaLPLoSl
ONEYL2013YLkYLejkikc 3.7 36

120 MultipleLgenesLrecruitedLfromLhormoneLpathwaysLpartitionLmaizeLditerpenoidLdefencesaLNaturel
PlantsYL2019YLhYLdcgfZdchi 11.5 36

119 ureakingLtheLcurseLofLdimensionalityLtoLidentifyLcausalLvariantsLinLureedingLgaLTheoreticallandl
AppliedlGeneticsYL2019YLdfeYLhhlZhij 6 36

118 tpplicationsLofLLinkageLwisequilibriumLandLtssociationLMappingLinLMaizeaLBiotechnologylinl
AgriculturelandlForestryYL2009YLdjfZdlh 35

117 TheLgeneticLarchitectureLofLteosinteLcatalyzedLandLconstrainedLmaizeLdomesticationaLProceedingslofl
thelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaYL2019YLddiYLhigfZhihe 11.5 34

116 wiscoveryLandLmappingLofLsingleLfeatureLpolymorphismsLinLwheatLusingLtffymetrixLarraysaLBMCl
GenomicsYL2009YLdcYLehd 4.5 34

115 TechnicalLnotemLUseLofLmarkerZbasedLrelationshipsLwithLmultipleZtraitLderivativeZfreeLrestrictedL
maximalLlikelihoodaLJournalloflAnimallScienceYL2007YLkhYLkkdZh 0.7 34

(2007-2009)
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114 zeneticLxvidenceLandLtheLOriginLofLMaizeaLLatinlAmericanlAntiquityYL2001YLdeYLkgZki 0.5 34

113 ReconstructingLtheLmaizeLleafLregulatoryLnetworkLusingLvhIPZseqLdataLofLdcgLtranscriptionLfactorsaL
NaturelCommunicationsYL2020YLddYLhckl 17.4 34

112 xxpandingLtheLuLUPLalphabetLforLgenomicLpredictionLadaptableLtoLtheLgeneticLarchitecturesLofL
complexLtraitsaLHeredityYL2018YLdedYLigkZiie 3.6 34

111 TheLmultiZallelicLtPRReLgeneLisLassociatedLwithLfruitLpigmentLaccumulationLinLmelonLandL
watermelonaLJournalloflExperimentallBotanyYL2019YLjcYLfjkdZfjlg 7 33

110 TenLYearsLofLtheLMaizeLNestedLtssociationLMappingLPopulationmLImpactYLLimitationsYLandLyutureL
wirectionsaLPlantlCellYL2020YLfeYLeckfZeclf 11.6 33

109 vonstructionLofLhighZqualityLrecombinationLmapsLwithLlowZcoverageLgenomicLsequencingLforLjointL
linkageLanalysisLinLmaizeaLBMClBiologyYL2015YLdfYLjk 7.3 32

108 xvaluationLofLTargetLPreparationLMethodsLforLSingleZyeatureLPolymorphismLwetectionLinLLargeL
vomplexLPlantLzenomesaLCroplScienceYL2007YLgjYLSZdfh 2.4 32

107 NumerousLgeneticLlociLidentifiedLforLdroughtLtoleranceLinLtheLmaizeLnestedLassociationLmappingL
populationsaLBMClGenomicsYL2016YLdjYLklg 4.5 31

106 RecurrentLMutationLandLzenomeLxvolutionmLxxampleLofLSugarydLandLtheLOriginLofLSweetLMaizeaL
CroplScienceYL2006YLgiYLSZgl 2.4 30

105 tccumulationLofLhZhydroxynorvalineLinLmaizeLTZeaLmaysULleavesLisLinducedLbyLinsectLfeedingLandL
abioticLstressaLJournalloflExperimentallBotanyYL2015YLiiYLhlfZice 7 28

104 TranscriptomeZWideLtssociationLSupplementsLzenomeZWideLtssociationLinaLG3:lGenesxlGenomesxl
GeneticsYL2019YLlYLfcefZfcff 3.2 28

103 NaturalLvariationLinLmaizeLarchitectureLisLmediatedLbyLallelicLdifferencesLatLtheLPINOIwLcoZorthologL
barrenLinflorescenceeaLPlantlJournalYL2009YLhkYLidkZek 6.9 27

102 zenomeZwideLassociationLmappingLofLprovitaminLtLcarotenoidLcontentLinLcassavaaLEuphyticaYL2016YL
edeYLljZddc 2.1 27

101 weleteriousLMutationLuurdenLandLItsLtssociationLwithLvomplexLTraitsLinLSorghumLTUaLGeneticsYL2019YL
eddYLdcjhZdckj 4 27

100 PatternsLofLmolecularLevolutionLamongLparalogousLfloralLhomeoticLgenesaLMolecularlBiologylandl
EvolutionYL1999YLdiYLdcfjZgh 8.3 26

99 rtmpSeqmLUsingLrepetitiveLsequencesLforLrobustLgenotyping 26

98
xthyleneLsignalingLregulatesLnaturalLvariationLinLtheLabundanceLofLantifungalLacetylatedL
diferuloylsucrosesLandLyusariumLgraminearumLresistanceLinLmaizeLseedlingLrootsaLNewlPhytologistYL
2019YLeedYLecliZeddd

9.8 26

97 tLProposalLRegardingLuestLPracticesLforLValidatingLtheLIdentityLofLzeneticLStocksLandLtheLxffectsLofL
zeneticLVariantsaLPlantlCellYL2016YLekYLiciZl 11.6 25
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96 InsightsLintoLtheLeffectsLofLlongZtermLartificialLselectionLonLseedLsizeLinLmaizeaLGeneticsYL2014YLdlkYLgclZed4 25

95 zeneticLdiversityLcontributionLtoLerrorsLinLshortLoligonucleotideLmicroarrayLanalysisaLPlantl
BiotechnologylJournalYL2006YLgYLgklZlk 11.6 25

94 zenomicsLassistedLancestryLdeconvolutionLinLgrapeaLPLoSlONEYL2013YLkYLekcjld 3.7 25

93 tLsorghumLpracticalLhaplotypeLgraphLfacilitatesLgenomeZwideLimputationLandLcostZeffectiveL
genomicLpredictionaLPlantlGenomeYL2020YLdfYLeecccl 4.4 24

92 TheLzeneticLMakeupLofLaLzlobalLuarnyardLMilletLzermplasmLvollectionaLPlantlGenomeYL2015YLkYLeplantgenomeecdgadcaccij4.4 24

91 zeneticLanalysisLofLcentralLcarbonLmetabolismLunveilsLanLaminoLacidLsubstitutionLthatLaltersLmaizeL
NtwZdependentLisocitrateLdehydrogenaseLactivityaLPLoSlONEYL2010YLhYLellld 3.7 24

90 PanzeamLanLupdateLonLnewLcontentLandLfeaturesaLNucleiclAcidslResearchYL2008YLfiYLwdcgdZf 20.1 23

89 vlimateYLPlantLxcologyYLandLventralLMexicanLtrchaicLSubsistenceaLCurrentlAnthropologyYL1998YLflYLdheZdig2.1 23

88 zeneticLelucidationLofLinterconnectedLantibioticLpathwaysLmediatingLmaizeLinnateLimmunityaL
NaturelPlantsYL2020YLiYLdfjhZdfkk 11.5 23

87 PIvtRtYLanLanalyticalLpipelineLprovidingLprobabilisticLinferenceLaboutLaLprioriLcandidatesLgenesL
underlyingLgenomeZwideLassociationLQTLLinLplantsaLPLoSlONEYL2012YLjYLegihli 3.7 20

86 zenomeZWideLtssociationLandLzenomicLPredictionLModelsLofLTocochromanolsLinLyreshLSweetLvornL
KernelsaLPlantlGenomeYL2019YLdeYLdkccfk 4.4 20

85 yastZyloweringLMiniZMaizemLSeedLtoLSeedLinLicLwaysaLGeneticsYL2016YLecgYLfhZge 4 19

84 PopulationLzeneticsLandLStructureLofLaLzlobalLyoxtailLMilletLzermplasmLvollectionaLPlantlGenomeYL
2015YLkYLeplantgenomeecdhacjacchg 4.4 19

83 vonstructionLofLtheLthirdLgenerationLZeaLmaysLhaplotypeLmap 19

82 tLkZmerLgrammarLanalysisLtoLuncoverLmaizeLregulatoryLarchitectureaLBMClPlantlBiologyYL2019YLdlYLdcf 5.3 18

81 wevelopmentLofLaL’ighZwensityLLinkageLMapLandLTaggingLLeafLSpotLResistanceLinLPearlLMilletLUsingL
zenotypingZbyZSequencingLMarkersaLPlantlGenomeYL2016YLlYLplantgenomeecdhadcacdci 4.4 18

80 TheLgeneticLarchitectureLofLtheLmaizeLprogenitorYLteosinteYLandLhowLitLwasLalteredLduringLmaizeL
domesticationaLPLoSlGeneticsYL2020YLdiYLedcckjld 6 17

79 NaturalLvariationLforLcarotenoidsLinLfreshLkernelsLisLcontrolledLbyLuncommonLvariantsLinLsweetLcornaL
PlantlGenomeYL2020YLdfYLeeccck 4.4 17

(2020-2014)
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78 MaizeLgenomesLtoLfieldsLTzeyUmLecdgZecdjLfieldLseasonsmLgenotypeYLphenotypeYLclimaticYLsoilYLandL
inbredLearLimageLdatasetsaLBMClResearchlNotesYL2020YLdfYLjd 2.3 16

77 MaizeLzenomesLtoLyieldsmLecdgLandLecdhLfieldLseasonLgenotypeYLphenotypeYLenvironmentYLandL
inbredLearLimageLdatasetsaLBMClResearchlNotesYL2018YLddYLghe 2.3 16

76 SNPLdiscoveryLwithLxSTLandLNextzenLsequencingLinLswitchgrassLTPanicumLvirgatumLLaUaLPLoSlONEYL
2012YLjYLeggdde 3.7 16

75 tL’ierarchicalLViewLofLzeneticLStructureLinLtheLRareLtnnualLPlantLvlarkiaLspringvillensisaL
ConservationlBiologyYL1996YLdcYLdgehZdgfg 6 16

74 vorrelationZuasedLNetworkLtnalysisLofLMetaboliteLandLxnzymeLProfilesLRevealsLaLRoleLofLvitrateL
uiosynthesisLinLModulatingLNLandLvLMetabolismLinLZeaLmaysaLFrontierslinlPlantlScienceYL2016YLjYLdcee 6.2 15

73 zeneticLmappingLinLgrapevineLusingLSNPLmicroarrayLintensityLvaluesaLMolecularlBreedingYL2015YLfhYLd 3.4 14

72 wiverseLvhromosomalLLocationsLofLQuantitativeLTraitLLociLforLToleranceLtoLMaizeLchloroticLmottleL
virusLinLyiveLMaizeLPopulationsaLPhytopathologyYL2018YLdckYLjgkZjhk 3.8 14

71 gaLMaizeLOriginsYLwomesticationYLandLSelectionL2006YLijZlc 14

70 SingleZgeneLresolutionLofLlocallyLadaptiveLgeneticLvariationLinLMexicanLmaize 13

69 NonZMendelianLSingleZNucleotideLPolymorphismLInheritanceLandLttypicalLMeioticLvonfigurationsL
areLPrevalentLinL’opaLPlantlGenomeYL2017YLdcYLplantgenomeecdjacgaccfe 4.4 12

68 wominanceLxffectsLandLyunctionalLxnrichmentsLImproveLPredictionLofLtgronomicLTraitsLinL’ybridL
MaizeaLGeneticsYL2020YLedhYLedhZefc 4 12

67 TheLimportanceLofLdominanceLandLgenotypeZbyZenvironmentLinteractionsLonLgrainLyieldLvariationLinL
aLlargeZscaleLpublicLcooperativeLmaizeLexperimentaLG3:lGenesxlGenomesxlGeneticsYL2021YLddYL 3.2 12

66 vomparativeLevolutionaryLgeneticsLofLdeleteriousLloadLinLsorghumLandLmaizeaLNaturelPlantsYL2021YL
jYLdjZeg 11.5 12

65 UtilityLofLvlimaticLInformationLviaLvombiningLtbilityLModelsLtoLImproveLzenomicLPredictionLforL
YieldLWithinLtheLzenomesLtoLyieldsLMaizeLProjectaLFrontierslinlGeneticsYL2020YLddYLhlejil 4.5 11

64 InZyieldLWholeZPlantLMaizeLtrchitectureLvharacterizedLbyLSubcanopyLRoversLandLLatentLSpaceL
PhenotypingaLThelPlantlPhenomelJournalYL2019YLeYLdZdd 5 11

63 NovelLuayesianLNetworksLforLzenomicLPredictionLofLwevelopmentalLTraitsLinLuiomassLSorghumaLG3:l
GenesxlGenomesxlGeneticsYL2020YLdcYLjilZjkd 3.2 10

62 voregulationLofLribosomalLRNtLwithLhundredsLofLgenesLcontributesLtoLphenotypicLvariationaL
GenomelResearchYL2018YLekYLdhhhZdhih 9.7 10

61 zenomeZwideLassociationLstudyLbasedLonLmultipleLimputationLwithLlowZdepthLsequencingLdatamL
applicationLtoLbiofuelLtraitsLinLreedLcanarygrassaLG3:lGenesxlGenomesxlGeneticsYL2015YLhYLkldZlcl 3.2 9
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60 IncreasedLexperimentalLconditionsLandLmarkerLdensitiesLidentifiedLmoreLgeneticLlociLassociatedL
withLsouthernLandLnorthernLleafLblightLresistanceLinLmaizeaLScientificlReportsYL2018YLkYLikgk 4.9 9

59 UsingLhighZthroughputLmultipleLopticalLphenotypingLtoLdecipherLtheLgeneticLarchitectureLofLmaizeL
droughtLtoleranceaLGenomelBiologyYL2021YLeeYLdkh 18.3 9

58 tnalysisLofLrecombinationLQTLsYLsegregationLdistortionYLandLepistasisLforLfitnessLinLmaizeLmultipleL
populationsLusingLultraZhighZdensityLmarkersaLTheoreticallandlAppliedlGeneticsYL2016YLdelYLdjjhZkg 6 9

57 zwPvmLconnectingLresearchersLwithLmultipleLintegratedLdataLsourcesaLBioinformaticsYL2004YLecYLekflZgc 7.2 8

56 RelativeLutilityLofLagronomicYLphenologicalYLandLmorphologicalLtraitsLforLassessingL
genotypeZbyZenvironmentLinteractionLinLmaizeLinbredsaLCroplScienceYL2020YLicYLieZkd 2.4 7

55 SyntheticLpromoterLdesignsLenabledLbyLaLcomprehensiveLanalysisLofLplantLcoreLpromotersaLNaturel
PlantsYL2021YLjYLkgeZkhh 11.5 7

54 tLMaizeLPracticalL’aplotypeLzraphLLeveragesLwiverseLNtMLtssemblies 6

53 vonstrainedLnonZcodingLsequenceLprovidesLinsightsLintoLregulatoryLelementsLandLlossLofLgeneL
expressionLinLmaize 5

52 vonservedLnoncodingLsequencesLprovideLinsightsLintoLregulatoryLsequenceLandLlossLofLgeneL
expressionLinLmaizeaLGenomelResearchYL2021YL 9.7 5

51 SomaticLvariationsLledLtoLtheLselectionLofLacidicLandLacidlessLorangeLcultivarsaLNaturelPlantsYL2021YL
jYLlhgZlih 11.5 5

50 tLLowZvostLtutomatedLSystemLforL’ighZThroughputLPhenotypingLofLSingleLOatLSeedsaLThelPlantl
PhenomelJournalYL2018YLdYLdZdf 5 5

49 zeneticLtnalysisLofLLodgingLinLwiverseLMaizeL’ybrids 4

48 xvolutionarilyLinformedLdeepLlearningLmethodsmLPredictingLtranscriptLabundanceLfromLwNtLsequence 4

47 RNtLpolymeraseLmappingLinLplantsLidentifiesLenhancersLenrichedLinLcausalLvariants 4

46 weLnovoLTranscriptomeLtssembliesLRevealLParallelLzeneLxvolutionLwithLMaizeLafterLtncientL
PolyploidyaLPlantlGenomeYL2018YLddYLdkccde 4.4 4

45 wevelopmentLofLaLmaizeLmolecularLevolutionaryLgenomicLdatabaseaLComparativelandlFunctionall
GenomicsYL2003YLgYLegiZl 3

44 TripsacumLdeLnovoLtranscriptomeLassembliesLrevealLparallelLgeneLevolutionLwithLmaizeLafterL
ancientLpolyploidy 3

43 QuantitativeLzeneticLtnalysisLofLtheLMaizeLLeafLMicrobiome 3

(-2018)
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42 xlevenLbiosyntheticLgenesLexplainLtheLmajorityLofLnaturalLvariationLinLcarotenoidLlevelsLinLmaizeL
grainaLPlantlCellYL2021YLffYLkkeZlcc 11.6 3

41 IndependentLmolecularLbasisLofLconvergentLhighlandLadaptationLinLmaize 3

40 LeveragingLmutationalLburdenLforLcomplexLtraitLpredictionLinLsorghum 3

39 TranscriptomeZwideLassociationLsupplementsLgenomeZwideLassociationLinLZeaLmays 3

38 InZfieldLwholeLplantLmaizeLarchitectureLcharacterizedLbyLLatentLSpaceLPhenotyping 3

37 UndergroundLheterosisLforLyieldLimprovementLinLmelonaLJournalloflExperimentallBotanyYL2021YLjeYLiechZiedk7 3

36 MachineLlearningZenabledLphenotypingLforLzWtSLandLTWtSLofLWUxLtraitsLinLkilLfieldZgrownL
sorghumLaccessionsaLPlantlPhysiologyYL2021YLdkjYLdgkdZdhcc 6.6 3

35 TeosinteLintrogressionLmodulatesLphosphatidylcholineLlevelsLandLinducesLearlyLmaizeLfloweringLtime 3

34 PhenotypingLstomatalLclosureLbyLthermalLimagingLforLzWtSLandLTWtSLofLwaterLuseL
efficiencyZrelatedLgenesaLPlantlPhysiologyYL2021YLdkjYLehggZehie 6.6 3

33 uuildingLaLtRNtLthermometerLtoLestimateLmicrobialLadaptationLtoLtemperatureaLNucleiclAcidsl
ResearchYL2020YLgkYLdeccgZdecdh 20.1 2

32 TheLzrameneLzeneticLwiversityLModulemLaLresourceLforLgenotypeZphenotypeLassociationLanalysisLinL
grassLspeciesaLNaturelPrecedingsYL2010YL 2

31 zeneticLandLuiochemicalLtnalysisLofLIronLuioavailabilityLinLMaizeaLFASEBlJournalYL2006YLecYLtief 0.9 2

30 NonZMendelianLinheritanceLofLSNPLmarkersLrevealsLextensiveLchromosomalLtranslocationsLinL
dioeciousLhopsLT’umulusLlupulusLLaU 2

29 vassavaL’apMapmLMaskingLdeleteriousLmutationsLinLaLclonalLcropLspecies 2

28 tLLargeLScaleLJointLtnalysisLofLyloweringLTimeLRevealsLIndependentLTemperateLtdaptationsLinLMaize 2

27 IncompleteLwominanceLofLweleteriousLtllelesLvontributesLSubstantiallyLtoLTraitLVariationLandL
’eterosisLinLMaize 2

26 xlevenLbiosyntheticLgenesLexplainLtheLmajorityLofLnaturalLvariationLforLcarotenoidLlevelsLinLmaizeLgrain 2

25 kZmerLgrammarLuncoversLmaizeLregulatoryLarchitecture 2
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24 zenomeZwideLassociationLstudyLsuggestsLanLindependentLgeneticLbasisLofLzincLandLcadmiumL
concentrationsLinLfreshLsweetLcornLkernelsaLG3:lGenesxlGenomesxlGeneticsYL2021YLddYL 3.2 2

23 RNtLpolymeraseLmappingLinLplantsLidentifiesLintergenicLregulatoryLelementsLenrichedLinLcausalL
variantsaLG3:lGenesxlGenomesxlGeneticsYL2021YLddYL 3.2 2

22
tnchorWavemLSensitiveLalignmentLofLgenomesLwithLhighLsequenceLdiversityYLextensiveLstructuralL
polymorphismYLandLwholeZgenomeLduplicationaaLProceedingsloflthelNationallAcademyloflScienceslofl
thelUnitedlStatesloflAmericaYL2022YLddlYL

11.5 2

21 PerennialLQuestionsLofL’ydrologyLandLvlimateZZResponseaLScienceYL2010YLffcYLffZfg 33.3 1

20 TheLtranscriptionLregulatoryLcodeLofLaLplantLleaf 1

19 zenomeZwideLImputationLUsingLtheLPracticalL’aplotypeLzraphLinLtheL’eterozygousLvropLvassavaaL
G3:lGenesxlGenomesxlGeneticsYL2021YL 3.2 1

18 zeneticLelucidationLofLcomplexLbiochemicalLtraitsLmediatingLmaizeLinnateLimmunity 1

17 rTtSSxLmLanLRLinterfaceLtoLTtSSxLLforLassociationLmappingLofLcomplexLtraits 1

16 MachineLlearningLenabledLphenotypingLforLzWtSLandLTWtSLofLWUxLtraitsLinLkilLfieldZgrownL
sorghumLaccessions 1

15 vomparativeLevolutionaryLanalysisLandLpredictionLofLdeleteriousLmutationLpatternsLbetweenL
sorghumLandLmaize 1

14 IdentifyingLtheLdiamondLinLtheLroughmLaLstudyLofLallelicLdiversityLunderlyingLfloweringLtimeL
adaptationLinLmaizeLlandraces 1

13 IdentificationLofLmiRNtZeQTLsLinLmaizeLmatureLleafLbyLzWtSaLBMClGenomicsYL2020YLedYLikl 4.5 1

12 JointLanalysisLofLdaysLtoLfloweringLrevealsLindependentLtemperateLadaptationsLinLmaizeaLHeredityYL
2021YLdeiYLlelZlgd 3.6 1

11 tLmultipleLgenomeLalignmentLworkflowLshowsLtheLimpactLofLrepeatLmaskingLandLparameterLtuningL
onLalignmentLofLfunctionalLregionsLinLplants 1

10 SyntheticLPromoterLwesignsLxnabledLbyLaLvomprehensiveLtnalysisLofLPlantLvoreLPromoters 1

9 LocalLadaptationLcontributesLtoLgeneLexpressionLdivergenceLinLmaizeaLG3:lGenesxlGenomesxlGeneticsYL
2021YLddYL 3.2 1

8 tnchorWavemLsensitiveLalignmentLofLgenomesLwithLhighLdiversityYLstructuralLpolymorphismLandL
wholeZgenomeLduplicationLvariation 1

7 womesticationLreshapedLtheLgeneticLbasisLofLinbreedingLdepressionLinLaLmaizeLlandraceLcomparedL
toLitsLwildLrelativeYLteosinteaaLPLoSlGeneticsYL2021YLdjYLedccljlj 6 1

(2021-2021)
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6
VariationLinLupstreamLopenLreadingLframesLcontributesLtoLallelicLdiversityLinLmaizeLproteinL
abundanceaaLProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaYL2022YL
ddlYLeeddehdiddl

11.5 1

5 zenomeZwideLanalysisLofLdeletionsLinLmaizeLpopulationLrevealsLabundantLgeneticLdiversityLandL
functionalLimpactaLTheoreticallandlAppliedlGeneticsYL2021YLdfhYLejf 6 0

4 ’aplotypeLassociatedLRNtLexpressionLT’tRxULimprovesLpredictionLofLcomplexLtraitsLinLmaizeaLPLoSl
GeneticsYL2021YLdjYLedcclhik 6 0

3 PredictingLphenotypesLfromLgeneticYLenvironmentYLmanagementYLandLhistoricalLdataLusingLvNNsaL
TheoreticallandlAppliedlGeneticsYL2021YLdfgYLflljZgcdd 6 0

2 TenLsimpleLrulesLtoLruinLaLcollaborativeLenvironmentaaLPLoSlComputationallBiologyYL2022YLdkYLedccllhj 5 0

1 tLmultipleLalignmentLworkflowLshowsLtheLeffectLofLrepeatLmaskingLandLparameterLtuningLonL
alignmentLinLplantsaaLPlantlGenomeYL2022YLeececg 4.4 0
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