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duplex qPCR assay. PLoS Neglected Tropical Diseases, 2021, 15, e0010025. 3.0 3
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A Pseudomonas aeruginosa Type VI Secretion Phospholipase D Effector Targets Both Prokaryotic and
EuRaryotic Cells. Cell Host and Microbe, 2014, 15, 600-610.
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The KdpD/KdpE two-component system of Photorhabdus asymbiotica promotes bacterial survival
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