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1 Barcode 100K Specimens: In a Single Nanopore Run. Molecular Ecology Resources, 2025, 25, . 4.7 25

2 Data on insect biodiversity in a Chinese potato agroecosystem from DNA metabarcoding. Scientific
Data, 2025, 12, . 5.7 3

3 Using DNA metabarcoding to assess insect diversity in grasslands. Applied Entomology and Zoology,
2025, 60, 109-116. 1.2 1

4 Extensive DNA Barcoding of Lepidoptera of Crete (Greece) Reveals Significant Taxonomic and Faunistic
Gaps and Supports the First Comprehensive Checklist of the Islandâ€™s Fauna. Insects, 2025, 16, 438. 2.4 6

5 Farmland Biodiversity Monitoring Using DNA Metabarcoding. Diversity, 2025, 17, 585. 1.7 1

6 Phylogeny of the Braconinae (Hymenoptera: Braconidae): A new tribal order!. Systematic Entomology,
2024, 49, 84-109. 3.6 9

7 A genetic atlas for the butterflies of continental Canada and United States. PLoS ONE, 2024, 19,
e0300811. 2.3 5

8 Six in one: cryptic species and a new host record for Olixon Cameron (Rhopalosomatidae,) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 462 Td (Hymenoptera) revealed by DNA barcoding. Journal of Hymenoptera Research, 2024, 97, 363-378.1.1 3

9 Global arthropod beta-diversity is spatially and temporally structured by latitude. Communications
Biology, 2024, 7, . 4.4 25

10 Airborne DNA reveals predictable spatial and seasonal dynamics of fungi. Nature, 2024, 631, 835-842. 37.9 69

11 Low-cost, high-volume imaging for entomological digitization. ZooKeys, 2024, 1206, 315-326. 0.8 3

12 The genetic legacy of the Quaternary ice ages for West Palearctic butterflies. Science Advances, 2024,
10, . 10.9 22

13 Marine ecozones represent a major gap in Canadian DNA barcoding efforts. Facets, 2024, 9, 1-11. 1.8 2

14 Towards a Taxonomy Machine: A Training Set of 5.6 Million Arthropod Images. Data, 2024, 9, 122. 1.6 3

15
Forty-Five Years of Caterpillar Rearing in Area de ConservaciÃ³n Guanacaste (ACG) Northwestern Costa
Rica: DNA Barcodes, BINs, and a First Description of Plantâ€“Caterpillarâ€“Ichneumonoid Interactions
Detected. Diversity, 2024, 16, 683.

1.7 7

16
A widespread Ponto-Caspian invader with a mistaken identity: integrative taxonomy elucidates the
confusing taxonomy ofTrichogammarus trichiatus(=Echinogammarus) (Crustacea: Amphipoda).
Zoological Journal of the Linnean Society, 2023, 198, 821-846.

2.3 15

17 Factors affecting the accuracy of molecular delimitation in minute herbivorous mites (Acari:) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 102 Td (Eriophyoidea). Zoologica Scripta, 2023, 52, 531-542.1.7 8

18 Interrogating 1000 insect genomes for NUMTs: A risk assessment for estimates of species richness.
PLoS ONE, 2023, 18, e0286620. 2.3 40
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19 ï»¿Two new genera and one new species of the tribe Adeshini (Hymenoptera, Braconidae, Braconinae)
from India and South Africa. ZooKeys, 2023, 1166, 235-259. 0.8 3

20 Traitâ€•mediated responses of caterpillar communities to spongy moth outbreaks and subsequent
tebufenozide treatments. Ecological Applications, 2023, 33, . 3.8 13

21 Molecular evolution in introduced insect speciesâ€”a mitochondrial perspective. Frontiers in Ecology
and Evolution, 2023, 11, . 2.2 3

22 Barcoding Hymenoptera: 11 Malaise Traps in Three Thai Forests: The First 68 Trap Weeks and 15,338
Parasitoid Wasp Sequences. Forests, 2023, 14, 1991. 2.2 8

23 A molecularâ€•based identification resource for the arthropods of Finland. Molecular Ecology
Resources, 2022, 22, 803-822. 4.7 82

24 Peering into the Darkness: DNA Barcoding Reveals Surprisingly High Diversity of Unknown Species of
Diptera (Insecta) in Germany. Insects, 2022, 13, 82. 2.4 60

25 DNA barcoding uncovers cryptic diversity in minute herbivorous mites (Acari, Eriophyoidea).
Molecular Ecology Resources, 2022, 22, 1986-1998. 4.7 27

26 Message in a Bottleâ€”Metabarcoding enables biodiversity comparisons across ecoregions. GigaScience,
2022, 11, . 3.2 45

27 DNA barcodes reveal striking arthropod diversity and unveil seasonal patterns of variation in the
southern Atlantic Forest. PLoS ONE, 2022, 17, e0267390. 2.3 21

28 Do pseudogenes pose a problem for metabarcoding marine animal communities?. Molecular Ecology
Resources, 2022, 22, 2897-2914. 4.7 22

29 Culicoides species community composition and feeding preferences in two aquatic ecosystems in
northern Spain. Parasites and Vectors, 2022, 15, . 3.1 19

30 A DNA barcode reference library for endemic Ponto-Caspian amphipods. Scientific Reports, 2022, 12, . 3.4 27

31 An Integrated Molecular Approach to Untangling Hostâ€“Vectorâ€“Pathogen Interactions in Mosquitoes
(Diptera: Culicidae) From Sylvan Communities in Mexico. Frontiers in Veterinary Science, 2021, 7, . 2.4 22

32 High resolution DNA barcode library for European butterflies reveals continental patterns of
mitochondrial genetic diversity. Communications Biology, 2021, 4, . 4.4 104

33 Biodiversity baselines: Tracking insects in Kruger National Park with DNA barcodes. Biological
Conservation, 2021, 256, 109034. 3.6 31

34 Genetic variation in neotropical butterflies is associated with sampling scale, species distributions,
and historical forest dynamics. Molecular Ecology Resources, 2021, 21, 2333-2349. 4.7 8

35 A molecular phylogeny of the parasitoid wasp subfamily Rogadinae (Ichneumonoidea: Braconidae) with
descriptions of three new genera. Systematic Entomology, 2021, 46, 1019-1044. 3.6 17

36 DNA barcodes enable higher taxonomic assignments in the Acari. Scientific Reports, 2021, 11, . 3.4 15
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37 A survey of True flies (Insecta: Diptera) by DNA Barcoding of Malaise Trap Collection in Bangladesh. ,
2021, 7, 15-42. 2

38 Molecular phylogeny places the enigmatic subfamily Masoninae within the Ichneumonidae, not the
Braconidae. Zoologica Scripta, 2020, 49, 64-71. 1.7 12

39 Integrative ecological and molecular analysis indicate high diversity and strict elevational separation
of canopy beetles in tropical mountain forests. Scientific Reports, 2020, 10, . 3.4 9

40 Avian Feeding Preferences of Culex pipiens and Culiseta spp. Along an Urban-to-Wild Gradient in
Northern Spain. Frontiers in Ecology and Evolution, 2020, 8, . 2.2 31

41
Phylogenetic reassignment of basal cyclostome braconid parasitoid wasps (Hymenoptera) with
description of a new, enigmatic Afrotropical tribe with a highly anomalous 28S D2 secondary
structure. Zoological Journal of the Linnean Society, 2020, 190, 1002-1019.

2.3 17

42 Contrasting patterns of genetic differentiation for deep-sea amphipod taxa along New Zealand's
continental margins. Deep-Sea Research Part I: Oceanographic Research Papers, 2020, 162, 103323. 1.6 5

43 Dynamics of a hostâ€“parasitoid interaction clarified by modelling and DNA sequencing. Ecology
Letters, 2020, 23, 851-859. 7.5 5

44 Phylogeny of the Subtribe Monoctonina (Hymenoptera, Braconidae, Aphidiinae). Insects, 2020, 11, 160. 2.4 12

45 Using DNA-barcoded Malaise trap samples to measure impact of a geothermal energy project on the
biodiversity of a Costa Rican old-growth rain forest. Genome, 2020, 63, 407-436. 2.0 24

46 DNA metabarcoding for biodiversity monitoring in a national park: Screening for invasive and pest
species. Molecular Ecology Resources, 2020, 20, 1542-1557. 4.7 44

47 Recognition of the Trachypetidae stat.n. as a new extant family of Ichneumonoidea (Hymenoptera),
based on molecular and morphological evidence. Systematic Entomology, 2020, 45, 771-782. 3.6 19

48 Monitoring Fungal Communities With the Global Spore Sampling Project. Frontiers in Ecology and
Evolution, 2020, 7, . 2.2 47

49 BOLD and GenBank revisited â€“ Do identification errors arise in the lab or in the sequence libraries?.
PLoS ONE, 2020, 15, e0231814. 2.3 131

50
Vertebrate-Aedes aegypti and Culex quinquefasciatus (Diptera)-arbovirus transmission networks:
Non-human feeding revealed by meta-barcoding and next-generation sequencing. PLoS Neglected
Tropical Diseases, 2020, 14, e0008867.

3.0 41

51
Resolving the Taxonomic Status of Potential Biocontrol Agents Belonging to the Neglected Genus
Lipolexis FÃ¶rster (Hymenoptera, Braconidae, Aphidiinae) with Descriptions of Six New Species. Insects,
2020, 11, 667.

2.4 12

52 DNA barcodes expose unexpected diversity in Canadian mites. Molecular Ecology, 2019, 28, 5347-5359. 3.7 52

53 Molecular phylogeny and species delimitation of the genus Dicerapanorpa (Mecoptera: Panorpidae).
Zoological Journal of the Linnean Society, 2019, 187, 1173-1195. 2.3 10

54 Assembling a DNA barcode reference library for the spiders (Arachnida: Araneae) of Pakistan. PLoS
ONE, 2019, 14, e0217086. 2.3 24
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55 Using eDNA to biomonitor the fish community in a tropical oligotrophic lake. PLoS ONE, 2019, 14,
e0215505. 2.3 72

56

Hidden in plain sight: phylogeography of an overlooked parasitoid species
                    Trioxys sunnysidensis
                    Fulbright &amp; Pike (Hymenoptera: Braconidae: Aphidiinae). Agricultural and Forest
Entomology, 2019, 21, 299-308.

1.4 7

57 A DNA barcode library for 5,200 German flies and midges (Insecta: Diptera) and its implications for
metabarcodingâ€•based biomonitoring. Molecular Ecology Resources, 2019, 19, 900-928. 4.7 119

58 Recalibrating the molecular clock for Arctic marine invertebrates based on DNA barcodes. Genome,
2019, 62, 200-216. 2.0 41

59 Metabarcoding a diverse arthropod mock community. Molecular Ecology Resources, 2019, 19, 711-727. 4.7 146

60 BIN overlap confirms transcontinental distribution of pest aphids (Hemiptera: Aphididae). PLoS ONE,
2019, 14, e0220426. 2.3 5

61 A reference library for Canadian invertebrates with 1.5 million barcodes, voucher specimens, and DNA
samples. Scientific Data, 2019, 6, . 5.7 90

62 Flowerâ€•visitor communities of an arctoâ€•alpine plantâ€”Global patterns in species richness, phylogenetic
diversity and ecological functioning. Molecular Ecology, 2019, 28, 318-335. 3.7 20

63 Approaches to integrating genetic data into ecological networks. Molecular Ecology, 2019, 28, 503-519. 3.7 47

64 Evolutionary history of the scorpionfly Dicerapanorpa magna (Mecoptera, Panorpidae). Zoologica
Scripta, 2019, 48, 93-105. 1.7 11

65 Database establishment for the secondary fungal DNA barcode translational elongation factor 1Î±
(TEF1Î±). Genome, 2019, 62, 160-169. 2.0 54

66 Characterization and comparison of poorly known moth communities through DNA barcoding in two
Afrotropical environments in Gabon. Genome, 2019, 62, 96-107. 2.0 19

67 Expedited assessment of terrestrial arthropod diversity by coupling Malaise traps with DNA
barcoding. Genome, 2019, 62, 85-95. 2.0 88

68
A revolutionary protocol to describe understudied hyperdiverse taxa and overcome the taxonomic
impediment. Mitteilungen Aus Dem Museum Fur Naturkunde in Berlin - Deutsche Entomologische
Zeitschrift, 2019, 66, 119-145.

0.6 63

69 DNA barcoding of Zygaenidae (Lepidoptera): results and perspectives. Nota Lepidopterologica, 2019, 42,
137-150. 0.5 49

70 Use of genetic, climatic, and microbiological data to inform reintroduction of a regionally extinct
butterfly. Conservation Biology, 2018, 32, 828-837. 4.5 31

71 Stable baselines of temporal turnover underlie high beta diversity in tropical arthropod communities.
Molecular Ecology, 2018, 27, 2447-2460. 3.7 31

72
Revision of the endemic New Zealand braconid wasp genus Metaspathius: new subfamily placement,
and descriptions of four new species including three with fully winged females (Hymenoptera:) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 57 Td (Braconidae: Mesostoinae). New Zealand Entomologist, 2018, 41, 46-65.0.5 13
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73 A survey of molecular diversity and population genetic structure in North American clearwing moths
(Lepidoptera: Sesiidae) using cytochrome c oxidase I. PLoS ONE, 2018, 13, e0202281. 2.3 6

74 Large geographic distance versus small DNA barcode divergence: Insights from a comparison of
European to South Siberian Lepidoptera. PLoS ONE, 2018, 13, e0206668. 2.3 27

75 Uses and Misuses of Environmental DNA in Biodiversity Science and Conservation. Annual Review of
Ecology, Evolution, and Systematics, 2018, 49, 209-230. 8.6 309

76 Insect diversity in the Saharo-Arabian region: Revealing a little-studied fauna by DNA barcoding. PLoS
ONE, 2018, 13, e0199965. 2.3 33

77 Slippage of degenerate primers can cause variation in amplicon length. Scientific Reports, 2018, 8, . 3.4 31

78 A Sequel to Sanger: amplicon sequencing that scales. BMC Genomics, 2018, 19, . 3.3 262

79

A new species of
                    Rhytimorpha
                    SzÃ©pligeti (Hymenoptera: Braconidae: Braconinae) from Israel. Zoology in the Middle East,
2018, 64, 253-261.

0.4 2

80 A DNA barcode library for Germanyâ€²s mayflies, stoneflies and caddisflies (Ephemeroptera, Plecoptera) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 462 Td (and Trichoptera). Molecular Ecology Resources, 2017, 17, 1293-1307.4.7 80

81 Escaping introns in COI through cDNA barcoding of mushrooms: Pleurotus as a test case. Ecology and
Evolution, 2017, 7, 6972-6980. 2.0 7

82 Nuclear genomes distinguish cryptic species suggested by their DNA barcodes and ecology.
Proceedings of the National Academy of Sciences of the United States of America, 2017, 114, 8313-8318. 7.5 121

83 Rapid identification of the botanical and entomological sources of honey using DNA metabarcoding.
Food Chemistry, 2017, 214, 183-191. 9.6 135

84 DNA barcoding as an aid for species identification in austral black flies (Insecta: Diptera: Simuliidae).
Genome, 2017, 60, 348-357. 2.0 9

85 Using Herbariumâ€•Derived DNAs to Assemble a Largeâ€•Scale DNA Barcode Library for the Vascular Plants
of Canada. Applications in Plant Sciences, 2017, 5, . 1.8 92

86 Mapping global biodiversity connections with DNA barcodes: Lepidoptera of Pakistan. PLoS ONE, 2017,
12, e0174749. 2.3 48

87 Probing planetary biodiversity with DNA barcodes: The Noctuoidea of North America. PLoS ONE, 2017,
12, e0178548. 2.3 60

88 Barcode index numbers expedite quarantine inspections and aid the interception of nonindigenous
mealybugs (Pseudococcidae). Biological Invasions, 2017, 20, 449-460. 2.0 22

89 The School Malaise Trap Program: Coupling educational outreach with scientific discovery. PLoS
Biology, 2017, 15, e2001829. 5.0 36

90 Testing the Efficacy of DNA Barcodes for Identifying the Vascular Plants of Canada. PLoS ONE, 2017, 12,
e0169515. 2.3 78
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91 Barcoding the butterflies of southern South America: Species delimitation efficacy, cryptic diversity
and geographic patterns of divergence. PLoS ONE, 2017, 12, e0186845. 2.3 49

92 Turning Up the Heat on a Hotspot: DNA Barcodes Reveal 80% More Species of Geometrid Moths along
an Andean Elevational Gradient. PLoS ONE, 2016, 11, e0150327. 2.3 75

93 DNA Barcode Analysis of Thrips (Thysanoptera) Diversity in Pakistan Reveals Cryptic Species Complexes.
PLoS ONE, 2016, 11, e0146014. 2.3 61

94 Century-Old DNA Barcodes Reveal Phylogenetic Placement of the Extinct Jamaican Sunset Moth, Urania
sloanus Cramer (Lepidoptera: Uraniidae). PLoS ONE, 2016, 11, e0164405. 2.3 13

95 Exploring Canadian Echinoderm Diversity through DNA Barcodes. PLoS ONE, 2016, 11, e0166118. 2.3 61

96
High levels of intraspecific genetic divergences revealed for Antarctic springtails: evidence for
small-scale isolation during Pleistocene glaciation. Biological Journal of the Linnean Society, 2016,
119, 166-178.

1.4 23

97 Linking adults and immatures of South African marine fishes. Genome, 2016, 59, 959-967. 2.0 69

98 One fly to rule them allâ€”muscid flies are the key pollinators in the Arctic. Proceedings of the Royal
Society B: Biological Sciences, 2016, 283, 20161271. 2.4 90

99 Calibrating the taxonomy of a megadiverse insect family: 3000 DNA barcodes from geometrid type
specimens (Lepidoptera, Geometridae). Genome, 2016, 59, 671-684. 2.0 51

100 DNA barcodes from centuryâ€•old type specimens using nextâ€•generation sequencing. Molecular Ecology
Resources, 2016, 16, 487-497. 4.7 154

101
Calibrating the molecular clock beyond cytochrome
                    b
                    : assessing the evolutionary rate of COI in birds. Journal of Avian Biology, 2016, 47, 84-91.

1.6 42

102 Counting animal species with DNA barcodes: Canadian insects. Philosophical Transactions of the
Royal Society B: Biological Sciences, 2016, 371, 20150333. 3.7 378

103 DNA barcodes for bio-surveillance: regulated and economically important arthropod plant pests.
Genome, 2016, 59, 933-945. 2.0 73

104 An integrative taxonomy approach unveils unknown and threatened moth species in Amazonian
rainforest fragments. Insect Conservation and Diversity, 2016, 9, 475-479. 2.9 8

105 From writing to reading the encyclopedia of life. Philosophical Transactions of the Royal Society B:
Biological Sciences, 2016, 371, 20150321. 3.7 61

106 Historical and contemporary factors generate unique butterfly communities on islands. Scientific
Reports, 2016, 6, . 3.4 36

107 Species-Level Para- and Polyphyly in DNA Barcode Gene Trees: Strong Operational Bias in European
Lepidoptera. Systematic Biology, 2016, 65, 1024-1040. 5.0 198

108 Establishing a communityâ€•wideDNAbarcode library as a new tool for arctic research. Molecular
Ecology Resources, 2016, 16, 809-822. 4.7 96
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109 Geographic patterns of genetic diversity in two species complexes of Canadian marine bivalves.
Journal of Molluscan Studies, 2016, 82, 282-291. 1.1 17

110 Untangling taxonomy: a DNA barcode reference library for Canadian spiders. Molecular Ecology
Resources, 2016, 16, 325-341. 4.7 112

111 Investigating suburban micromoth diversity using DNA barcoding of malaise trap samples. Urban
Ecosystems, 2016, 20, 353-361. 2.0 19

112 Assessing DNA Barcodes for Species Identification in North American Reptiles and Amphibians in
Natural History Collections. PLoS ONE, 2016, 11, e0154363. 2.3 75

113 A DNA Barcode Library for North American Pyraustinae (Lepidoptera: Pyraloidea: Crambidae). PLoS ONE,
2016, 11, e0161449. 2.3 25

114 DNA barcoding largely supports 250Â years of classical taxonomy: identifications for Central European
bees (Hymenoptera, Apoidea partim). Molecular Ecology Resources, 2015, 15, 985-1000. 4.7 235

115 High diversity and rapid diversification in the head louse, Pediculus humanus (Pediculidae:) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 502 Td (Phthiraptera). Scientific Reports, 2015, 5, .3.4 49

116 DNA Barcodes of Lepidoptera Reared from Yawan, Papua New Guinea. Proceedings of the
Entomological Society of Washington, 2015, 117, 247. 0.2 4

117 Delineating Species with DNA Barcodes: A Case of Taxon Dependent Method Performance in Moths.
PLoS ONE, 2015, 10, e0122481. 2.3 114

118 The Hemiptera (Insecta) of Canada: Constructing a Reference Library of DNA Barcodes. PLoS ONE, 2015,
10, e0125635. 2.3 81

119 Patterns of Protein Evolution in Cytochrome c Oxidase 1 (COI) from the Class Arachnida. PLoS ONE,
2015, 10, e0135053. 2.3 14

120
The taxonomic status of Japanese threadfin bream Nemipterus japonicus (Bloch, 1791) (Perciformes:) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 307 Td (Nemipteridae) with a redescription of this species from the south china sea based on morphology and

DNA barcodes. Journal of Ocean University of China, 2015, 14, 178-184.
1.1 6

121 DNA barcode reference library for Iberian butterflies enables a continental-scale preview of potential
cryptic diversity. Scientific Reports, 2015, 5, . 3.4 130

122 One species in eight: DNA barcodes from type specimens resolve a taxonomic quagmire. Molecular
Ecology Resources, 2015, 15, 967-984. 4.7 66

123 A comprehensive DNA barcode database for Central European beetles with a focus on Germany: adding
more than 3500 identified species to BOLD. Molecular Ecology Resources, 2015, 15, 795-818. 4.7 255

124 A Transcontinental Challenge â€” A Test of DNA Barcode Performance for 1,541 Species of Canadian
Noctuoidea (Lepidoptera). PLoS ONE, 2014, 9, e92797. 2.3 99

125 Patterns of DNA Barcode Variation in Canadian Marine Molluscs. PLoS ONE, 2014, 9, e95003. 2.3 168

126 Analyzing Mosquito (Diptera: Culicidae) Diversity in Pakistan by DNA Barcoding. PLoS ONE, 2014, 9,
e97268. 2.3 133
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127 Australian Sphingidae â€“ DNA Barcodes Challenge Current Species Boundaries and Distributions. PLoS
ONE, 2014, 9, e101108. 2.3 41

128 DNA Barcodes for Nearctic Auchenorrhyncha (Insecta: Hemiptera). PLoS ONE, 2014, 9, e101385. 2.3 32

129 Testing DNA Barcode Performance in 1000 Species of European Lepidoptera: Large Geographic Distances
Have Small Genetic Impacts. PLoS ONE, 2014, 9, e115774. 2.3 160

130 Barcoding Beetles: A Regional Survey of 1872 Species Reveals High Identification Success and Unusually
Deep Interspecific Divergences. PLoS ONE, 2014, 9, e108651. 2.3 206

131 DNA Barcodes of Moths (Lepidoptera) from Lake Turkana, Kenya. Proceedings of the Entomological
Society of Washington, 2014, 116, 133. 0.2 6

132 Barcoding theCollembola ofChurchill: a molecular taxonomic reassessment of species diversity in a
subâ€•Arctic area. Molecular Ecology Resources, 2014, 14, 249-261. 4.7 38

133 DNA barcodeâ€•based delineation of putative species: efficient start for taxonomic workflows.
Molecular Ecology Resources, 2014, 14, 706-715. 4.7 289

134 Complementary molecular information changes our perception of food web structure. Proceedings
of the National Academy of Sciences of the United States of America, 2014, 111, 1885-1890. 7.5 158

135 Trophic niche flexibility in Glossophaga soricina: how a nectar seeker sneaks an insect snack.
Functional Ecology, 2014, 28, 632-641. 4.1 60

136 DNA Barcodes of Microlepidoptera Reared from Native Fruit in Kenya. Proceedings of the
Entomological Society of Washington, 2014, 116, 137. 0.2 9

137 Recovery of DNA barcodes from blackfly museum specimens (Diptera: Simuliidae) using primer sets that
target a variety of sequence lengths. Molecular Ecology Resources, 2014, 14, 508-518. 4.7 134

138 Cracking Complex Taxonomy of Costa Rican Moths:AnacrusisZeller (Lepidoptera: Tortricidae:) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 302 Td (Tortricinae). Journal of the Lepidopterists' Society, 2014, 68, 248-263.0.2 13

139 DNA Barcoding of Bemisia tabaci Complex (Hemiptera: Aleyrodidae) Reveals Southerly Expansion of the
Dominant Whitefly Species on Cotton in Pakistan. PLoS ONE, 2014, 9, e104485. 2.3 79

140 Barcoding Fauna Bavarica: 78% of the Neuropterida Fauna Barcoded!. PLoS ONE, 2014, 9, e109719. 2.3 44

141 DNA barcoding reveals diversity of Hymenoptera and the dominance of parasitoids in a sub-arctic
environment. BMC Ecology, 2013, 13, 2. 3.3 61

142 DNA barcode analysis of butterfly species fromPakistan points towards regional endemism. Molecular
Ecology Resources, 2013, 13, 832-843. 4.7 51

143 Spiders (Araneae) of Churchill, Manitoba: DNA barcodes and morphology reveal high species diversity
and new Canadian records. BMC Ecology, 2013, 13, 44. 3.3 43

144 Species-Specific Primers Designed from RAPD Products forBithynia funiculata,the First Intermediate
Host of Liver Fluke,Opisthorchis viverrini, in North Thailand. Journal of Parasitology, 2013, 99, 433-437. 0.7 8
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145 Diversification and reproductive isolation: cryptic species in the only New World high-duty cycle bat,
Pteronotus parnellii. BMC Evolutionary Biology, 2013, 13, 26. 3.1 64

146 Advancing nematode barcoding: A primer cocktail for the cytochrome c oxidase subunit I gene from
vertebrate parasitic nematodes. Molecular Ecology Resources, 2013, 13, 1108-1115. 4.7 129

147 DNA barcoding and the taxonomy of Microgastrinae wasps (Hymenoptera, Braconidae): impacts after
8Â years and nearly 20Â 000 sequences. Molecular Ecology Resources, 2013, 13, 168-176. 4.7 119

148 DNA Barcodes of Caterpillars (Lepidoptera) from Papua New Guinea. Proceedings of the Entomological
Society of Washington, 2013, 115, 107-109. 0.2 21

149 A DNA-Based Registry for All Animal Species: The Barcode Index Number (BIN) System. PLoS ONE, 2013, 8,
e66213. 2.3 2,079

150 A DNA â€˜Barcode Blitzâ€™: Rapid Digitization and Sequencing of a Natural History Collection. PLoS ONE,
2013, 8, e68535. 2.3 227

151 DNA Barcode Identification of Freshwater Snails in the Family Bithyniidae from Thailand. PLoS ONE,
2013, 8, e79144. 2.3 32

152 Genetic Patterns in European Geometrid Moths Revealed by the Barcode Index Number (BIN) System.
PLoS ONE, 2013, 8, e84518. 2.3 158

153 Mitochondrial DNA (COI) analyses reveal that amphipod diversity is associated with environmental
heterogeneity in deepâ€•sea habitats. Molecular Ecology, 2012, 21, 4885-4897. 3.7 27

154

DNA barcoding and morphology reveal three cryptic species of
                    Anania
                    (Lepidoptera: Crambidae: Pyraustinae) in North America, all distinct from their European
counterpart. Systematic Entomology, 2012, 37, 686-705.

3.6 37

155 Identification of the vascular plants of Churchill, Manitoba, using a DNA barcode library. BMC
Ecology, 2012, 12, 25. 3.3 73

156 A DNA Barcode Library for North American Ephemeroptera: Progress and Prospects. PLoS ONE, 2012, 7,
e38063. 2.3 98

157
Utility of the DNA barcoding gene fragment for parasitic wasp phylogeny (Hymenoptera:) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 267 Td (Ichneumonoidea): data release and new measure of taxonomic congruence. Molecular Ecology

Resources, 2012, 12, 676-685.
4.7 59

158 Biological invasions in soil: DNA barcoding as a monitoring tool in a multiple taxa survey targeting
European earthworms and springtails in North America. Biological Invasions, 2012, 15, 899-910. 2.0 104

159 Allopatry as a Gordian Knot for Taxonomists: Patterns of DNA Barcode Divergence in Arctic-Alpine
Lepidoptera. PLoS ONE, 2012, 7, e47214. 2.3 112

160 Revealing the Hyperdiverse Mite Fauna of Subarctic Canada through DNA Barcoding. PLoS ONE, 2012, 7,
e48755. 2.3 72

161 A Tri-Oceanic Perspective: DNA Barcoding Reveals Geographic Structure and Cryptic Diversity in
Canadian Polychaetes. PLoS ONE, 2011, 6, e22232. 2.3 312

162 Neotropical Bats: Estimating Species Diversity with DNA Barcodes. PLoS ONE, 2011, 6, e22648. 2.3 164
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167 DNA Barcode Libraries Provide Insight into Continental Patterns of Avian Diversification. PLoS ONE,
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Phylogenetic systematics of Colotis and associated genera (Lepidoptera: Pieridae): evolutionary and
taxonomic implications. Journal of Zoological Systematics and Evolutionary Research, 2011, 49,
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177 A Poorly Known High-Latitude Parasitoid Wasp Community: Unexpected Diversity and Dramatic
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178 Molecular phylogenetic analysis of a scale insect (Drosicha mangiferae; Hemiptera: Monophlebidae)
infesting mango orchards in Pakistan. European Journal of Entomology, 2011, 108, 553-559. 1.0 12

179 Genitalia, DNA Barcodes, Larval Facies, and Foodplants Place the Mimetic SpeciesNeoxeniades
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180 Females do count: Documenting Chironomidae (Diptera) species diversity using DNA barcoding.
Organisms Diversity and Evolution, 2010, 10, 397-408. 1.5 102
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181 Recovery of the mitochondrial COI barcode region in diverse Hexapoda through tRNA-based primers.
BMC Genomics, 2010, 11, . 3.3 106

182 The evolutionary diversification of the Centropagidae (Crustacea, Calanoida): A history of habitat
shifts. Molecular Phylogenetics and Evolution, 2010, 55, 418-430. 2.8 35

183
Long-term changes in metapopulation genetic structure: a quarter-century retrospective study on
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187 DNA barcodes for 1/1000 of the animal kingdom. Biology Letters, 2010, 6, 359-362. 2.5 250
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Sycophila (Hymenoptera, Eurytomidae). Molecular Ecology Resources, 2010, 10, 31-40. 4.7 67
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barcoding. Molecular Ecology Resources, 2010, 10, 606-614. 4.7 72
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highâ€•throughput context: the example of Collembola. Molecular Ecology Resources, 2010, 10, 942-945. 4.7 101
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195
Testing use of mitochondrial COI sequences for the identification and phylogenetic analysis of New
Zealand caddisflies (Trichoptera). New Zealand Journal of Marine and Freshwater Research, 2009, 43,
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196 DNA barcoding of Pacific Canadaâ€™s fishes. Marine Biology, 2009, 156, 2641-2647. 1.6 181
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198 Towards a comprehensive barcode library for arctic life - Ephemeroptera, Plecoptera, and Trichoptera
of Churchill, Manitoba, Canada. Frontiers in Zoology, 2009, 6, 30. 2.1 123
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199 Species on the menu of a generalist predator, the eastern red bat (Lasiurus borealis): using a
molecular approach to detect arthropod prey. Molecular Ecology, 2009, 18, 2532-2542. 3.7 253

200
The noncosmopolitanism paradigm of freshwater zooplankton: insights from the global
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Biology, 2009, 74, 377-402. 1.7 107
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203
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212 DNA barcode accumulation curves for understudied taxa and areas. Molecular Ecology Resources,
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216 Probing Evolutionary Patterns in Neotropical Birds through DNA Barcodes. PLoS ONE, 2009, 4, e4379. 2.3 175
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217
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Microsoft Excel (1997-2003). ZooKeys, 2009, 16, . 0.8 1

219 Semi-automated, Membrane-Based Protocol for DNA Isolation from Plants. Plant Molecular Biology
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221 Diagnosing Mitochondrial DNA Diversity: Applications of a Sentinel Gene Approach. Journal of
Molecular Evolution, 2008, 66, 362-367. 1.7 46
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223 DNA barcoding in surveys of small mammal communities: a field study in Suriname. Molecular Ecology
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225 Species identification of aphids (Insecta: Hemiptera: Aphididae) through DNA barcodes. Molecular
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Sciences of the United States of America, 2008, 105, 6350-6355.
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Proceedings of the National Academy of Sciences of the United States of America, 2007, 104, 3901-3906. 7.5 346

230 Life at low temperatures: A novel breedingâ€•system adjustment in a polar cladoceran. Limnology and
Oceanography, 2007, 52, 2507-2518. 3.7 11
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DNA barcodes affirm that 16 species of apparently generalist tropical parasitoid flies (Diptera,) Tj ET
Q

q
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Fisheries and Aquatic Sciences, 2007, 64, 272-295. 2.0 455
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243 A minimalist barcode can identify a specimen whose DNA is degraded. Molecular Ecology Notes, 2006,
6, 959-964. 2.1 513
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Molecular Phylogenetics and Evolution, 2003, 29, 641-647. 2.8 103
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Biological Sciences, 2003, 270, .

2.4 3,819

278
GENETIC DIFFERENTIATION AT NUCLEAR AND MITOCHONDRIAL LOCI AMONG LARGE WHITE-HEADED GULLS:
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Canadian Journal of Fisheries and Aquatic Sciences, 1998, 55, 1010-1024. 2.0 109

326
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Genetic characterization of an arctic
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348 Phylogenetics and Evolution of theDaphnia longispinaGroup (Crustacea) Based on 12S rDNA Sequence
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349 Endemism and ecological islands: the ostracods from Jamaican bromeliads. Freshwater Biology, 1996,
36, 327-338. 2.7 40

350 Genetic differentiation in Daphnia obtusa
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Experimental Zoology, 1994, 268, 400-409. 1.5 17
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385 Nonâ€•equilibrium gene frequency divergence: persistent founder effects in natural populations.
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the Southern United States. American Midland Naturalist, 1989, 122, 59. 0.4 13
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