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6, 959-964. 1.7 466
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3.3 351
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27 Prospects for fungus identification using CO1 DNA barcodes, with Penicillium as a test case.
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28 Effects of chemical contaminants on genetic diversity in natural populations: implications for
biomonitoring and ecotoxicology. Mutation Research - Reviews in Mutation Research, 2000, 463, 33-51. 2.4 331
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31 Wedding biodiversity inventory of a large and complex Lepidoptera fauna with DNA barcoding.
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33 Assembling DNA Barcodes. Methods in Molecular Biology, 2008, 410, 275-294. 0.4 276
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35 Identifying Canadian mosquito species through DNA barcodes. Medical and Veterinary Entomology,
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36 DNA barcoding of Neotropical bats: species identification and discovery within Guyana. Molecular
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39 Clonal Coexistence in <i>Daphnia pulex</i> (Leydig): Another Planktonic Paradox. Science, 1980, 207,
1363-1365. 6.0 237
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43 Species identification of aphids (Insecta: Hemiptera: Aphididae) through DNA barcodes. Molecular
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45 DNA barcodes for 1/1000 of the animal kingdom. Biology Letters, 2010, 6, 359-362. 1.0 225
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Ecology, 2011, 20, 1772-1780. 2.0 170
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reduce the success of species identification. Molecular Ecology Resources, 2009, 9, 1302-1310. 2.2 151

70
The scale of divergence: A phylogenetic appraisal of intercontinental allopatric speciation in a
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Ecology Resources, 2008, 8, 235-246. 2.2 145
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Molecular Ecology Resources, 2009, 9, 196-207. 2.2 130

84 Testing DNA Barcode Performance in 1000 Species of European Lepidoptera: Large Geographic Distances
Have Small Genetic Impacts. PLoS ONE, 2014, 9, e115774. 1.1 130

85 <i>Chaoborus</i>â€•induced shifts in the morphology of <i>Daphnia ambigua</i>1. Limnology and
Oceanography, 1985, 30, 1291-1297. 1.6 129
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q
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metabarcodingâ€•based biomonitoring. Molecular Ecology Resources, 2019, 19, 900-928. 2.2 77

164 Ecological differences between genotypes in a natural population of Daphnia magna. Heredity, 1974, 33,
327-337. 1.2 76

165 Hybridization and origins of polyploidy. Proceedings of the Royal Society B: Biological Sciences, 1994,
258, 141-146. 1.2 76

166 Probing the relationships of the branchiopod crustaceans. Molecular Phylogenetics and Evolution,
2006, 39, 491-502. 1.2 75

167 The induction of sexual reproduction in <i>Daphnia magna</i>: genetic differences between arctic and
temperate populations. Canadian Journal of Zoology, 1982, 60, 2143-2148. 0.4 73

168 DNA barcodes for soil animal taxonomy. Pesquisa Agropecuaria Brasileira, 2009, 44, 789-802. 0.9 73

169 DNA barcodes for two scale insect families, mealybugs (Hemiptera: Pseudococcidae) and armored
scales (Hemiptera: Diaspididae). Bulletin of Entomological Research, 2011, 101, 429-434. 0.5 73
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great lakes. Environmental Toxicology and Chemistry, 1994, 13, 1281-1289. 2.2 72

171 The evolutionary history of the Chydoridae (Crustacea: Cladocera). Biological Journal of the Linnean
Society, 2003, 79, 629-643. 0.7 72

172 Is a Large-Scale DNA-Based Inventory of Ancient Life Possible?. Journal of Heredity, 2005, 96, 279-284. 1.0 71

173 POLYPHYLETIC ORIGINS OF ASEXUALITY IN<i>DAPHNIA PULEX</i>. II. MITOCHONDRIAL-DNA VARIATION.
Evolution; International Journal of Organic Evolution, 1989, 43, 1016-1026. 1.1 70

174 Dispersal of the Ponto-Caspian amphipod Echinogammarus ischnus: invasion waves from the
Pleistocene to the present. Heredity, 2004, 92, 197-203. 1.2 69

175 Barcoding Life to Conserve Biological Diversity: Beyond the Taxonomic Imperative. PLoS Biology, 2010,
8, e1000417. 2.6 69
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assessment using sphingid moths. BMC Ecology, 2011, 11, 18. 3.0 69

177 The Hemiptera (Insecta) of Canada: Constructing a Reference Library of DNA Barcodes. PLoS ONE, 2015,
10, e0125635. 1.1 69

178 Minimalist revision and description of 403 new species in 11 subfamilies of Costa Rican braconid
parasitoid wasps, including host records for 219 species. ZooKeys, 2021, 1013, 1-665. 0.5 69

179 Biodiversity inventories in high gear: DNA barcoding facilitates a rapid biotic survey of a temperate
nature reserve. Biodiversity Data Journal, 2015, 3, e6313. 0.4 69

180 Management Implications of Mitochondrial DNA Variation in Walleye Stocks. North American Journal
of Fisheries Management, 1992, 12, 276-284. 0.5 68
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181 Comparison of Allozyme and Mitochondrial DNA Variation in Populations of Walleye,<i>Stizostedion
vitreum</i>. Canadian Journal of Fisheries and Aquatic Sciences, 1989, 46, 2074-2084. 0.7 67

182 Barcode of Life. Scientific American, 2008, 299, 82-88. 1.0 67

183 A <scp>DNA</scp> barcode library for Germanyâ€²s mayflies, stoneflies and caddisflies (Ephemeroptera,) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 662 Td (Plecoptera and Trichoptera). Molecular Ecology Resources, 2017, 17, 1293-1307.2.2 67

184 DNA Barcoding of Bemisia tabaci Complex (Hemiptera: Aleyrodidae) Reveals Southerly Expansion of the
Dominant Whitefly Species on Cotton in Pakistan. PLoS ONE, 2014, 9, e104485. 1.1 67

185 Enzyme variability in natural populations of Daphnia carinata king. Heredity, 1980, 45, 313-321. 1.2 66

186 HOLARCTIC PHYLOGEOGRAPHY OF AN ASEXUAL SPECIES COMPLEX I. MITOCHONDRIAL DNA VARIATION IN
ARCTIC<i>DAPHNIA</i>. Evolution; International Journal of Organic Evolution, 1999, 53, 777-792. 1.1 66

187 Phylogeography and postglacial dispersal of arctic charrSalvelinus alpinusin North America.
Molecular Ecology, 1996, 5, 187-197. 2.0 65

188 Revealing the Hyperdiverse Mite Fauna of Subarctic Canada through DNA Barcoding. PLoS ONE, 2012, 7,
e48755. 1.1 65

189 Reâ€•integrating earthworm juveniles into soil biodiversity studies: species identification through DNA
barcoding. Molecular Ecology Resources, 2010, 10, 606-614. 2.2 64

190 Using Herbariumâ€•Derived DNAs to Assemble a Largeâ€•Scale DNA Barcode Library for the Vascular Plants
of Canada. Applications in Plant Sciences, 2017, 5, 1700079. 0.8 64

191 Phylogeography of Ponto-Caspian crustaceans: a benthic-planktonic comparison. Molecular Ecology,
2003, 12, 985-996. 2.0 63

192 One fly to rule them allâ€”muscid flies are the key pollinators in the Arctic. Proceedings of the Royal
Society B: Biological Sciences, 2016, 283, 20161271. 1.2 63

193 Genetic perspectives on invasions: the case of the Cladocera. Canadian Journal of Fisheries and
Aquatic Sciences, 2002, 59, 1229-1234. 0.7 61

194 Identification of the vascular plants of Churchill, Manitoba, using a DNA barcode library. BMC
Ecology, 2012, 12, 25. 3.0 61

195 Turning Up the Heat on a Hotspot: DNA Barcodes Reveal 80% More Species of Geometrid Moths along
an Andean Elevational Gradient. PLoS ONE, 2016, 11, e0150327. 1.1 61

196 Biological and physical factors affecting the body burden of organic contaminants in freshwater
mussels. Archives of Environmental Contamination and Toxicology, 1990, 19, 25-34. 2.1 60

197 Macrogeographic patterns of breeding system diversity in the Daphnia pulex group from the United
States and Mexico. Heredity, 2001, 87, 153-161. 1.2 60

198
Revision of the Australian Oenochroma vinaria GuenÃ©e, 1858 species-complex (Lepidoptera:) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 67 Td (Geometridae, Oenochrominae): DNA barcoding reveals cryptic diversity and assesses status of type

specimen without dissection. Zootaxa, 2009, 2239, 1-21.
0.2 60
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199 Molecular characterization of cyclic and obligate parthenogens in the aphid Rhopalosiphum padi (L.).
Proceedings of the Royal Society B: Biological Sciences, 1996, 263, 481-486. 1.2 59

200 Phylogeographical patterning in Daphnia ambigua: Regional divergence and intercontinental cohesion.
Limnology and Oceanography, 2003, 48, 261-268. 1.6 59

201 The "Crustacean Seas" Â— an evolutionary perspective on the PontoÂ–Caspian peracarids. Canadian Journal
of Fisheries and Aquatic Sciences, 2005, 62, 505-517. 0.7 58

202 COI and ITS2 sequences delimit species, reveal cryptic taxa and host specificity of figâ€•associated
<i>Sycophila</i> (Hymenoptera, Eurytomidae). Molecular Ecology Resources, 2010, 10, 31-40. 2.2 58

203
Accelerated construction of a regional DNA-barcode reference library: caddisflies (Trichoptera) in
the Great Smoky Mountains National Park. Journal of the North American Benthological Society, 2011,
30, 131-162.

3.0 58

204 Genome size variation in aphids. Insect Biochemistry and Molecular Biology, 1995, 25, 189-196. 1.2 57

205 DNA barcodes for bio-surveillance: regulated and economically important arthropod plant pests.
Genome, 2016, 59, 933-945. 0.9 57

206 High resolution DNA barcode library for European butterflies reveals continental patterns of
mitochondrial genetic diversity. Communications Biology, 2021, 4, 315. 2.0 57

207 Enzyme variability in natural populations of Daphnia magna. Heredity, 1976, 36, 331-341. 1.2 56

208 One species in eight: <scp>DNA</scp> barcodes from type specimens resolve a taxonomic quagmire.
Molecular Ecology Resources, 2015, 15, 967-984. 2.2 56

209 Expedited assessment of terrestrial arthropod diversity by coupling Malaise traps with DNA
barcoding. Genome, 2019, 62, 85-95. 0.9 56

210 Assessing DNA Barcodes for Species Identification in North American Reptiles and Amphibians in
Natural History Collections. PLoS ONE, 2016, 11, e0154363. 1.1 56

211 Testing the Efficacy of DNA Barcodes for Identifying the Vascular Plants of Canada. PLoS ONE, 2017, 12,
e0169515. 1.1 56

212 Mitochondrial DNA Diversity among Broodstocks of the Lake Trout, Salvelinus namaycush. Canadian
Journal of Fisheries and Aquatic Sciences, 1988, 45, 2114-2122. 0.7 55

213 Patterns of genotypic diversity in Czechoslovakian Daphnia. Heredity, 1989, 62, 207-216. 1.2 55

214 Genetic effects of contaminant exposure â€” towards an assessment of impacts on animal populations.
Science of the Total Environment, 1996, 191, 23-58. 3.9 55

215 ENZYME VARIABILITY IN NATURAL POPULATIONS OF<i>DAPHNIA MAGNA</i>I. POPULATION STRUCTURE IN
EAST ANGLIA. Evolution; International Journal of Organic Evolution, 1974, 28, 546-556. 1.1 54

216 Distribution of Contaminants in Clams and Sediments from the Huron-Erie Corridor. Iâ€“PCBs and
Octachlorostyrene. Journal of Great Lakes Research, 1985, 11, 275-289. 0.8 54
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217 Genetic diversity and mode of reproduction in French populations of the aphid Rhopalosiphum padi L..
Heredity, 1996, 76, 305-313. 1.2 54

218 DNA barcoding reveals diversity of Hymenoptera and the dominance of parasitoids in a sub-arctic
environment. BMC Ecology, 2013, 13, 2. 3.0 54

219 Diversification and reproductive isolation: cryptic species in the only New World high-duty cycle bat,
Pteronotus parnellii. BMC Evolutionary Biology, 2013, 13, 26. 3.2 54

220 PROVINCIALISM IN PLANKTON: ENDEMISM AND ALLOPATRIC SPECIATION IN AUSTRALIAN<i>DAPHNIA</i>.
Evolution; International Journal of Organic Evolution, 1994, 48, 1333-1349. 1.1 53

221 Ecological and taxonomic trends in macrolepidopteran host plant selection. Biological Journal of
the Linnean Society, 1979, 11, 229-251. 0.7 52

222 Distribution, Fecundity, and Genetics of Cercopagis pengoi (Ostroumov) (Crustacea, Cladocera) in
Lake Ontario. Journal of Great Lakes Research, 2001, 27, 19-32. 0.8 52

223 INTERSPECIFIC HYBRIDIZATION BETWEEN CYCLIC PARTHENOGENS. Evolution; International Journal of
Organic Evolution, 1985, 39, 216-220. 1.1 51

224 Population genetic structure of the Neotropical termite Nasutitermes nigriceps (Isoptera: Termitidae).
Heredity, 1998, 80, 48-55. 1.2 51

225 New insights into the distribution of polyploid Daphnia: the Holarctic revisited and Argentina
explored. Molecular Ecology, 2002, 11, 1209-1217. 2.0 51

226 Express barcodes: racing from specimen to identification. Molecular Ecology Resources, 2009, 9, 35-41. 2.2 51

227 Trophic niche flexibility in <scp><i>G</i></scp><i>lossophaga soricina</i>: how a nectar seeker sneaks
an insect snack. Functional Ecology, 2014, 28, 632-641. 1.7 51

228 A single-laboratory validated method for the generation of DNA barcodes for the identification of
fish for regulatory compliance. Journal of AOAC INTERNATIONAL, 2011, 94, 201-10. 0.7 51

229 Cuticular Pigmentation in Arctic Daphnia: Adaptive Diversification of Asexual Lineages?. American
Naturalist, 1983, 122, 286-291. 1.0 50

230 The Maintenance of Taxon Diversity in an Asexual Assemblage: An Experimental Analysis. Ecology, 1992,
73, 1462-1472. 1.5 50

231 Pleistocene glaciations and polyphyletic origins of polyploidy in an arctic cladoceran. Proceedings of
the Royal Society B: Biological Sciences, 1997, 264, 201-206. 1.2 50

232 The frontâ€•end logistics of DNA barcoding: challenges and prospects. Molecular Ecology Resources,
2009, 9, 27-34. 2.2 50

233
&lt;p&gt;&lt;strong&gt;Shared but overlooked: 30 species of Holarctic Microlepidoptera
&lt;/strong&gt;&lt;strong&gt;revealed by DNA barcodes and morphology&lt;/strong&gt;&lt;/p&gt;.
Zootaxa, 2013, 3749, 1.

0.2 50

234 DNA Barcode Analysis of Thrips (Thysanoptera) Diversity in Pakistan Reveals Cryptic Species Complexes.
PLoS ONE, 2016, 11, e0146014. 1.1 50
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235 Niche Overlap Among Species in the Daphnia carinata Complex. Journal of Animal Ecology, 1977, 46, 399. 1.3 49

236 Moth Communities in Montane Papua New Guinea. Journal of Animal Ecology, 1980, 49, 593. 1.3 49

237 Geographical cline in breeding systems and ploidy levels in European populations of Daphnia pulex.
Heredity, 1994, 73, 532-543. 1.2 49

238 The cellular basis of divergent head morphologies in Daphnia. Limnology and Oceanography, 1997, 42,
346-356. 1.6 49

239 Reconstructing the history of intercontinental dispersal in <i>Daphnia lumholtzi</i> by use of
genetic markers. Limnology and Oceanography, 2000, 45, 1414-1419. 1.6 49

240 Probing planetary biodiversity with DNA barcodes: The Noctuoidea of North America. PLoS ONE, 2017,
12, e0178548. 1.1 49

241 Polyphyletic Origins of Asexuality in Daphnia pulex. I. Breeding-System Variation and Levels of Clonal
Diversity. Evolution; International Journal of Organic Evolution, 1989, 43, 1004. 1.1 48

242
Biogeography of a Widespread Freshwater Crustacean: Pseudocongruence and Cryptic Endemism in
the North American Daphnia laevis Complex. Evolution; International Journal of Organic Evolution,
1998, 52, 1648.

1.1 48

243 A comparison of zooplankton communities in saline lakewater with variable anion composition.
Hydrobiologia, 2003, 505, 199-215. 1.0 48

244
The recent evolutionary origin of the phenotypically novel amphipod Hyalella montezuma offers an
ecological explanation for morphological stasis in a closely allied species complex. Molecular
Ecology, 2003, 12, 405-413.

2.0 48

245 Species identification of North American guinea worms (Nematoda: <i>Dracunculus</i>) with DNA
barcoding. Molecular Ecology Resources, 2009, 9, 707-712. 2.2 48

246 Linking adults and immatures of South African marine fishes. Genome, 2016, 59, 959-967. 0.9 48

247 From writing to reading the encyclopedia of life. Philosophical Transactions of the Royal Society B:
Biological Sciences, 2016, 371, 20150321. 1.8 48

248 Selective predation and the species composition of arctic ponds. Canadian Journal of Zoology, 1980,
58, 422-426. 0.4 47

249 Clonal Diversity in High-Arctic Populations of Daphnia pulex, A Polyploid Apomictic Complex.
Evolution; International Journal of Organic Evolution, 1987, 41, 1335. 1.1 47

250 GENETIC CONSEQUENCES OF PASSIVE DISPERSAL IN POND-DWELLING COPEPODS. Evolution; International
Journal of Organic Evolution, 1991, 45, 721-733. 1.1 47

251 Cryptic intercontinental hybridization in Daphnia (Crustacea): the ghost of introductions past.
Proceedings of the Royal Society B: Biological Sciences, 1993, 254, 163-168. 1.2 47

252 Cyprinotus incongruens (Ostracoda): an ancient asexual?. Molecular Ecology, 1997, 6, 155-168. 2.0 47
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254 Ancient asexuals: scandal or artifact?. Trends in Ecology and Evolution, 1996, 11, 296. 4.2 46

255
Utility of the DNA barcoding gene fragment for parasitic wasp phylogeny (Hymenoptera:) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 667 Td (Ichneumonoidea): data release and new measure of taxonomic congruence. Molecular Ecology

Resources, 2012, 12, 676-685.
2.2 46

256 A Comprehensive DNA Barcode Library for the Looper Moths (Lepidoptera: Geometridae) of British
Columbia, Canada. PLoS ONE, 2011, 6, e18290. 1.1 46

257 Clonal-Diversity Patterns and Breeding-System Variation in Daphnia pulex, asexual-Sexual Complex.
Evolution; International Journal of Organic Evolution, 1988, 42, 147. 1.1 45

258 Reading the Complex Skipper Butterfly Fauna of One Tropical Place. PLoS ONE, 2011, 6, e19874. 1.1 45

259 A taxonomic reevaluation of North American Daphnia (Crustacea: Cladocera). I. The D. similis complex.
Canadian Journal of Zoology, 1993, 71, 908-925. 0.4 44
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Baird 1857 in North America. Heredity, 1994, 73, 490-499. 1.2 44
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gene sequences. Journal of Evolutionary Biology, 2002, 15, 838-849. 0.8 44
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263 A Poorly Known High-Latitude Parasitoid Wasp Community: Unexpected Diversity and Dramatic
Changes through Time. PLoS ONE, 2011, 6, e23719. 1.1 44

264 Inter- and Intraspecific Variation in Acute Thermal Tolerance of Daphnia. Physiological Zoology, 1985,
58, 350-355. 1.5 43

265 Apomictic parthenogenesis and genotypic diversity in Cypridopsis vidua (Ostracoda: Cyprididae).
Heredity, 1989, 62, 383-392. 1.2 42

266 The adaptive significance of cyclomorphosis in Daphnia: more possibilities. Freshwater Biology, 1978, 8,
313-320. 1.2 41

267 Morphological separation of Daphnia pulex and Daphnia obtusa in North America1. Limnology and
Oceanography, 1985, 30, 189-197. 1.6 41
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LINGUA(TURBELLARIA, RHABDOCOELA). Biological Bulletin, 1985, 169, 143-151. 0.7 41

269 Genome size variation in lepidopteran insects. Canadian Journal of Zoology, 2003, 81, 1399-1405. 0.4 41

270
The systematics of AustralianDaphniaandDaphniopsis(Crustacea: Cladocera): a shared phylogenetic
history transformed by habitat-specific rates of evolution. Biological Journal of the Linnean Society,
2006, 89, 469-488.
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271 High diversity and rapid diversification in the head louse, Pediculus humanus (Pediculidae:) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 742 Td (Phthiraptera). Scientific Reports, 2015, 5, 14188.1.6 41

272 Database establishment for the secondary fungal DNA barcode<i>translational elongation factor
1Î±</i>(<i>TEF1Î±</i>). Genome, 2019, 62, 160-169. 0.9 41

273 Microgeographic genetic heterogeneity of melanic Daphnia pulex at a low-Arctic site. Heredity, 1987,
58, 391-399. 1.2 40

274 Miniature genomes and endopolyploidy in cladoceran crustaceans. Genome, 1989, 32, 1048-1053. 0.9 40

275 Genetics of sexual Ostracoda from a low Arctic site. Journal of Evolutionary Biology, 1990, 3, 65-84. 0.8 40

276
EVOLUTIONARY INTERACTIONS BETWEEN SEXUAL AND ALL-FEMALE TAXA
OF<i>CYPRINOTUS</i>(OSTRACODA: CYPRIDIDAE). Evolution; International Journal of Organic
Evolution, 1994, 48, 1855-1865.

1.1 40
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of Multiple Gene Sequences. Molecular Phylogenetics and Evolution, 2000, 17, 117-128. 1.2 40

278 Reply to the comment by L. Prendini on "Identifying spiders through DNA barcodes". Canadian Journal
of Zoology, 2005, 83, 505-506. 0.4 40

279 Molecular systematics and patterns of morphological evolution in the Centropagidae (Copepoda:) Tj ET
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Arctic. Canadian Journal of Zoology, 1986, 64, 1137-1143. 0.4 39

282
Natural Hybridization between Arctic Char (<i>Salvelinus alpinus</i>) and Lake Trout (<i>S</i>.) Tj ET
Q
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BT /Overlock 10 Tf 50 307 Td (<i>namaycush</i>) in the Canadian Arctic. Canadian Journal of Fisheries and Aquatic Sciences, 1993, 50,

2652-2658.
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283 Polyploidy and clonal diversity in an arctic cladoceran. Heredity, 1995, 75, 45-53. 1.2 39

284
A taxonomic reevaluation of North American <i>Daphnia</i> (Crustacea: Cladocera). II. New species in
the <i>Daphnia pulex</i> group from the south-central United States and Mexico. Canadian Journal of
Zoology, 1996, 74, 632-653.

0.4 39
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Molecular Evolution, 2008, 66, 362-367. 0.8 39
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289 Phylogeography and postglacial dispersal of arctic charr Salvelinus alpinus in North America.
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298 Polyphyletic Origins of Asexuality in Daphnia pulex. II. Mitochondrial-DNA Variation. Evolution;
International Journal of Organic Evolution, 1989, 43, 1016. 1.1 37

299 Genetic diversity and breeding system variation in Daphnia pulicaria from North American lakes.
Heredity, 1993, 71, 497-507. 1.2 37
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