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l Paper IF Citations

201 xeneticKstudiesKofKbodyKmassKindexKyieldKnewKinsightsKforKobesityKbiologyYKNatureWK2015WKfbiWKbjhXcag 50.4 2687

200 uefiningKtheKroleKofKcommonKvariationKinKtheKgenomicKandKbiologicalKarchitectureKofKadultKhumanK
heightYKNaturelGeneticsWK2014WKegWKbbhdXig 36.3 1339

199 xenomeXwideKassociationKstudyKofKprostateKcancerKidentifiesKaKsecondKriskKlocusKatKiqceYKNaturel
GeneticsWK2007WKdjWKgefXj 36.3 979

198 LargeXscaleKgenotypingKidentifiesKebKnewKlociKassociatedKwithKbreastKcancerKriskYKNaturelGeneticsWK
2013WKefWKdfdXgbWKdgbebXc 36.3 813

197 MultipleKlociKidentifiedKinKaKgenomeXwideKassociationKstudyKofKprostateKcancerYKNaturelGeneticsWK
2008WKeaWKdbaXf 36.3 787

196 rssociationKanalysisKidentifiesKgfKnewKbreastKcancerKriskKlociYKNatureWK2017WKffbWKjcXje 50.4 643

195 zdentificationKofKtenKlociKassociatedKwithKheightKhighlightsKnewKbiologicalKpathwaysKinKhumanK
growthYKNaturelGeneticsWK2008WKeaWKfieXjb 36.3 482

194 MultipleKindependentKvariantsKatKtheKTvRTKlocusKareKassociatedKwithKtelomereKlengthKandKrisksKofK
breastKandKovarianKcancerYKNaturelGeneticsWK2013WKefWKdhbXieWKdieebXc 36.3 422

193 zdentificationKofKcdKnewKprostateKcancerKsusceptibilityKlociKusingKtheKitOxSKcustomKgenotypingK
arrayYKNaturelGeneticsWK2013WKefWKdifXjbWKdjbebXc 36.3 413

192 uetectableKclonalKmosaicismKandKitsKrelationshipKtoKagingKandKcancerYKNaturelGeneticsWK2012WKeeWKgfbXi 36.3 409

191 xenomeXwideKassociationKanalysisKofKmoreKthanKbcaWaaaKindividualsKidentifiesKbfKnewKsusceptibilityK
lociKforKbreastKcancerYKNaturelGeneticsWK2015WKehWKdhdXia 36.3 406

190 PolygenicKRiskKScoresKforKPredictionKofKsreastKtancerKandKsreastKtancerKSubtypesYKAmericanl
JournalloflHumanlGeneticsWK2019WKbaeWKcbXde 11 363

189 rssociationKanalysesKofKmoreKthanKbeaWaaaKmenKidentifyKgdKnewKprostateKcancerKsusceptibilityKlociYK
NaturelGeneticsWK2018WKfaWKjciXjdg 36.3 340

188 rKmetaXanalysisKofKihWaeaKindividualsKidentifiesKcdKnewKsusceptibilityKlociKforKprostateKcancerYK
NaturelGeneticsWK2014WKegWKbbadXj 36.3 331

187 xenomeXwideKassociationKstudiesKidentifyKfourKvRKnegativeXspecificKbreastKcancerKriskKlociYKNaturel
GeneticsWK2013WKefWKdjcXiWKdjiebXc 36.3 327

186 PredictionKofKbreastKcancerKriskKbasedKonKprofilingKwithKcommonKgeneticKvariantsYKJournalloflthel
NationallCancerlInstituteWK2015WKbahWK 9.7 324

185 rKgenomeXwideKassociationKmetaXanalysisKidentifiesKnewKchildhoodKobesityKlociYKNaturelGeneticsWK
2012WKeeWKfcgXdb 36.3 292
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184 rKcommonKvariantKatKtheKTvRTXtLPTMbLKlocusKisKassociatedKwithKestrogenKreceptorXnegativeKbreastK
cancerYKNaturelGeneticsWK2011WKedWKbcbaXe 36.3 253

183 zdentificationKofKxeneticKSusceptibilityKLociKforKtolorectalKTumorsKinKaKxenomeXWideKMetaXanalysisYK
GastroenterologyWK2013WKbeeWKhjjXiahYece 13.3 250

182 SevenKprostateKcancerKsusceptibilityKlociKidentifiedKbyKaKmultiXstageKgenomeXwideKassociationKstudyYK
NaturelGeneticsWK2011WKedWKhifXjb 36.3 243

181 zdentificationKofKaKnewKprostateKcancerKsusceptibilityKlocusKonKchromosomeKiqceYKNaturelGeneticsWK
2009WKebWKbaffXh 36.3 201

180 sreastKtancerKRiskKwromKModifiableKandKNonmodifiableKRiskKwactorsKrmongKWhiteKWomenKinKtheK
UnitedKStatesYKJAMAlOncologyWK2016WKcWKbcjfXbdac 13.4 189

179 zdentificationKofKtenKvariantsKassociatedKwithKriskKofKestrogenXreceptorXnegativeKbreastKcancerYK
NaturelGeneticsWK2017WKejWKbhghXbhhi 36.3 186

178 tommonKvariationKnearKtuKNbrWKPOLudKandKSyROOMcKinfluencesKcolorectalKcancerKriskYKNaturel
GeneticsWK2012WKeeWKhhaXg 36.3 184

177 TheKOncorrrayKtonsortiumkKrKNetworkKforKUnderstandingKtheKxeneticKrrchitectureKofKtommonK
tancersYKCancerlEpidemiologylBiomarkerslandlPreventionWK2017WKcgWKbcgXbdf 4 183

176 uiscoveryKofKcommonKandKrareKgeneticKriskKvariantsKforKcolorectalKcancerYKNaturelGeneticsWK2019WKfbWKhgXih36.3 177

175 LargeXscaleKgeneticKstudyKinKvastKrsiansKidentifiesKsixKnewKlociKassociatedKwithKcolorectalKcancerK
riskYKNaturelGeneticsWK2014WKegWKfddXec 36.3 175

174 MetaXanalysisKofKnewKgenomeXwideKassociationKstudiesKofKcolorectalKcancerKriskYKHumanlGeneticsWK
2012WKbdbWKcbhXde 6.3 173

173 xenomeXwideKassociationKstudyKofKprostateKcancerKinKmenKofKrfricanKancestryKidentifiesKaK
susceptibilityKlocusKatKbhqcbYKNaturelGeneticsWK2011WKedWKfhaXd 36.3 171

172 wunctionalKvariantsKatKtheKbbqbdKriskKlocusKforKbreastKcancerKregulateKcyclinKubKexpressionKthroughK
longXrangeKenhancersYKAmericanlJournalloflHumanlGeneticsWK2013WKjcWKeijXfad 11 167

171 xeneralizationKandKdilutionKofKassociationKresultsKfromKvuropeanKxWrSKinKpopulationsKofK
nonXvuropeanKancestrykKtheKPrxvKstudyYKPLoSlBiologyWK2013WKbbWKebaabggb 9.7 155

170 rKmetaXanalysisKofKgenomeXwideKassociationKstudiesKofKbreastKcancerKidentifiesKtwoKnovelK
susceptibilityKlociKatKgqbeKandKcaqbbYKHumanlMolecularlGeneticsWK2012WKcbWKfdhdXie 5.6 143

169 xenomeXwideKassociationKstudyKidentifiesKnewKprostateKcancerKsusceptibilityKlociYKHumanlMolecularl
GeneticsWK2011WKcaWKdighXhf 5.6 143

168 rssociationKofKaspirinKandKNSrzuKuseKwithKriskKofKcolorectalKcancerKaccordingKtoKgeneticKvariantsYK
JAMAl-lJournalloflthelAmericanlMedicallAssociationWK2015WKdbdWKbbddXec 27.4 135

167 znteractionsKbetweenKgeneticKvariantsKandKbreastKcancerKriskKfactorsKinKtheKbreastKandKprostateK
cancerKcohortKconsortiumYKJournalloflthelNationallCancerlInstituteWK2011WKbadWKbcfcXgd 9.7 134

(2011-2011)
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166 MetaXanalysisKidentifiesKfourKnewKlociKassociatedKwithKtesticularKgermKcellKtumorYKNaturelGeneticsWK
2013WKefWKgiaXf 36.3 132

165 xeneticKdeterminantsKofKlipidKtraitsKinKdiverseKpopulationsKfromKtheKpopulationKarchitectureKusingK
genomicsKandKepidemiologyKSPrxvTKstudyYKPLoSlGeneticsWK2011WKhWKebaacbdi 6 128

164 rKcommonKiqceKvariantKinKprostateKandKbreastKcancerKfromKaKlargeKnestedKcaseXcontrolKstudyYK
CancerlResearchWK2007WKghWKcjfbXg 10.1 127

163 PrLscWKtyvKcKandKrTMKrareKvariantsKandKcancerKriskkKdataKfromKtOxSYKJournalloflMedicallGeneticsWK
2016WKfdWKiaaXibb 5.8 121

162 rKmetaXanalysisKofKgenomeXwideKassociationKstudiesKtoKidentifyKprostateKcancerKsusceptibilityKlociK
associatedKwithKaggressiveKandKnonXaggressiveKdiseaseYKHumanlMolecularlGeneticsWK2013WKccWKeaiXbf 5.6 109

161 xenomeXwideKassociationKstudyKofKcolorectalKcancerKidentifiesKsixKnewKsusceptibilityKlociYKNaturel
CommunicationsWK2015WKgWKhbdi 17.4 106

160 xeneticKdeterminantsKofKtelomereKlengthKandKriskKofKcommonKcancerskKaKMendelianKrandomizationK
studyYKHumanlMolecularlGeneticsWK2015WKceWKfdfgXgg 5.6 104

159 xenomeXWideKMetaXrnalysesKofKsreastWKOvarianWKandKProstateKtancerKrssociationKStudiesKzdentifyK
MultipleKNewKSusceptibilityKLociKSharedKbyKatKLeastKTwoKtancerKTypesYKCancerlDiscoveryWK2016WKgWKbafcXgh24.4 104

158 vvaluationKofKtheKiqceKprostateKcancerKriskKlocusKandKMYtKexpressionYKCancerlResearchWK2009WKgjWKffgiXhe10.1 102

157 wattyKacidKsynthaseKpolymorphismsWKtumorKexpressionWKbodyKmassKindexWKprostateKcancerKriskWKandK
survivalYKJournalloflClinicallOncologyWK2010WKciWKdjfiXge 2.2 94

156 MendelianKrandomizationKstudyKofKadiposityXrelatedKtraitsKandKriskKofKbreastWKovarianWKprostateWKlungK
andKcolorectalKcancerYKInternationallJournalloflEpidemiologyWK2016WKefWKijgXjai 7.8 92

155 rKmodelKtoKdetermineKcolorectalKcancerKriskKusingKcommonKgeneticKsusceptibilityKlociYK
GastroenterologyWK2015WKbeiWKbddaXjYebe 13.3 89

154 wineXmappingKidentifiesKmultipleKprostateKcancerKriskKlociKatKfpbfWKoneKofKwhichKassociatesKwithK
TvRTKexpressionYKHumanlMolecularlGeneticsWK2013WKccWKcfcaXi 5.6 88

153 vvidenceKthatKbreastKcancerKriskKatKtheKcqdfKlocusKisKmediatedKthroughKzxwsPfKregulationYKNaturel
CommunicationsWK2014WKeWKejjj 17.4 87

152
wineKmappingKandKfunctionalKanalysisKofKaKcommonKvariantKinKMSMsKonKchromosomeKbaqbbYcK
associatedKwithKprostateKcancerKsusceptibilityYKProceedingsloflthelNationallAcademyloflScienceslofl
thelUnitedlStatesloflAmericaWK2009WKbagWKhjddXi

11.5 85

151
RefinedKhistopathologicalKpredictorsKofKsRtrbKandKsRtrcKmutationKstatuskKaKlargeXscaleKanalysisKofK
breastKcancerKcharacteristicsKfromKtheKstrtWKtzMsrWKandKvNzxMrKconsortiaYKBreastlCancerlResearch
WK2014WKbgWKdebj

8.3 82

150 wineXscaleKmappingKofKtheKwxwRcKbreastKcancerKriskKlocuskKputativeKfunctionalKvariantsKdifferentiallyK
bindKwOXrbKandKvcwbYKAmericanlJournalloflHumanlGeneticsWK2013WKjdWKbaegXga 11 80

149 tharacterizationKofKlargeKstructuralKgeneticKmosaicismKinKhumanKautosomesYKAmericanlJournallofl
HumanlGeneticsWK2015WKjgWKeihXjh 11 77
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148
zmputationKandKsubsetXbasedKassociationKanalysisKacrossKdifferentKcancerKtypesKidentifiesKmultipleK
independentKriskKlociKinKtheKTvRTXtLPTMbLKregionKonKchromosomeKfpbfYddYKHumanlMolecularl
GeneticsWK2014WKcdWKggbgXdd

5.6 77

147 yeightKandKsreastKtancerKRiskkKvvidenceKwromKProspectiveKStudiesKandKMendelianKRandomizationYK
JournalloflthelNationallCancerlInstituteWK2015WKbahWK 9.7 74

146 ProstateKtancerKSusceptibilityKinKMenKofKrfricanKrncestryKatKiqceYKJournalloflthelNationallCancerl
InstituteWK2016WKbaiWK 9.7 72

145 zdentificationKofKnineKnewKsusceptibilityKlociKforKendometrialKcancerYKNaturelCommunicationsWK2018WK
jWKdbgg 17.4 70

144 rKlargeKprospectiveKstudyKofKSvPbfKgeneticKvariationWKinteractionKwithKplasmaKseleniumKlevelsWKandK
prostateKcancerKriskKandKsurvivalYKCancerlPreventionlResearchWK2010WKdWKgaeXba 3.2 70

143 NovelKtommonKxeneticKSusceptibilityKLociKforKtolorectalKtancerYKJournalloflthelNationallCancerl
InstituteWK2019WKbbbWKbegXbfh 9.7 67

142 xenomeXwideKdietXgeneKinteractionKanalysesKforKriskKofKcolorectalKcancerYKPLoSlGeneticsWK2014WKbaWKebaaecci6 66

141 trossXtancerKxenomeXWideKrnalysisKofKLungWKOvaryWKsreastWKProstateWKandKtolorectalKtancerK
RevealsKNovelKPleiotropicKrssociationsYKCancerlResearchWK2016WKhgWKfbadXbe 10.1 66

140 zdentificationKofKfourKnovelKsusceptibilityKlociKforKoestrogenKreceptorKnegativeKbreastKcancerYKNaturel
CommunicationsWK2016WKhWKbbdhf 17.4 64

139 zdentificationKofKSusceptibilityKLociKandKxenesKforKtolorectalKtancerKRiskYKGastroenterologyWK2016WK
bfaWKbgddXbgef 13.3 64

138 wineKMappingKandKzdentificationKofKsMzKLociKinKrfricanKrmericansYKAmericanlJournalloflHumanl
GeneticsWK2013WKjdWKggbXhb 11 63

137 TransXethnicKgenomeXwideKassociationKstudyKofKcolorectalKcancerKidentifiesKaKnewKsusceptibilityK
locusKinKVTzbrYKNaturelCommunicationsWK2014WKfWKegbd 17.4 62

136 TransXancestryKgenomeXwideKassociationKmetaXanalysisKofKprostateKcancerKidentifiesKnewK
susceptibilityKlociKandKinformsKgeneticKriskKpredictionYKNaturelGeneticsWK2021WKfdWKgfXhf 36.3 62

135 wemaleKchromosomeKXKmosaicismKisKageXrelatedKandKpreferentiallyKaffectsKtheKinactivatedKXK
chromosomeYKNaturelCommunicationsWK2016WKhWKbbied 17.4 59

134 wineXscaleKmappingKofKtheKfqbbYcKbreastKcancerKlocusKrevealsKatKleastKthreeKindependentKriskK
variantsKregulatingKMrPdKbYKAmericanlJournalloflHumanlGeneticsWK2015WKjgWKfXca 11 59

133 vvaluationKofKtheKmetabochipKgenotypingKarrayKinKrfricanKrmericansKandKimplicationsKforKfineK
mappingKofKxWrSXidentifiedKlocikKtheKPrxvKstudyYKPLoSlONEWK2012WKhWKedfgfb 3.7 59

132 ProstateKcancerKSPtaTKriskKvariantsKandKriskKofKfatalKPtaKinKtheKNationalKtancerKznstituteKsreastKandK
ProstateKtancerKtohortKtonsortiumYKEuropeanlUrologyWK2014WKgfWKbagjXhf 10.2 58

131 wineXmappingKofKprostateKcancerKsusceptibilityKlociKinKaKlargeKmetaXanalysisKidentifiesKcandidateK
causalKvariantsYKNaturelCommunicationsWK2018WKjWKccfg 17.4 57

(2018-2014)
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130 RelationKofKserumKinsulinXlikeKgrowthKfactorXzKSzxwXzTKandKzxwKbindingKproteinXdKtoKriskKofKprostateK
cancerKSUnitedKStatesTYKCancerlCauseslandlControlWK2003WKbeWKhcbXg 2.8 57

129 LargeXScaleKxenomeXWideKrssociationKStudyKofKvastKrsiansKzdentifiesKLociKrssociatedKWithKRiskKforK
tolorectalKtancerYKGastroenterologyWK2019WKbfgWKbeffXbegg 13.3 55

128 MultipleKnovelKprostateKcancerKsusceptibilityKsignalsKidentifiedKbyKfineXmappingKofKknownKriskKlociK
amongKvuropeansYKHumanlMolecularlGeneticsWK2015WKceWKffijXgac 5.6 54

127 vighteenKinsulinXlikeKgrowthKfactorKpathwayKgenesWKcirculatingKlevelsKofKzxwXzKandKitsKbindingKproteinWK
andKriskKofKprostateKandKbreastKcancerYKCancerlEpidemiologylBiomarkerslandlPreventionWK2010WKbjWKcihhXih4 54

126 TesticularKgermKcellKtumorKsusceptibilityKassociatedKwithKtheKUtKcKlocusKonKchromosomeKbqcdYK
HumanlMolecularlGeneticsWK2013WKccWKcheiXfd 5.6 53

125 rssociationKofKtheKwTOKobesityKriskKvariantKrsiafabdgKwithKpercentageKofKenergyKintakeKfromKfatKinK
multipleKracialZethnicKpopulationskKtheKPrxvKstudyYKAmericanlJournalloflEpidemiologyWK2013WKbhiWKhiaXja3.8 53

124 rKgenomeXwideKmetaXanalysisKofKnodularKsclerosingKyodgkinKlymphomaKidentifiesKriskKlociKatK
gpcbYdcYKBloodWK2012WKbbjWKegjXhf 2.2 52

123 xeneralizabilityKofKestablishedKprostateKcancerKriskKvariantsKinKmenKofKrfricanKancestryYKInternationall
JournalloflCancerWK2015WKbdgWKbcbaXh 7.5 51

122
tommonKgeneticKvariantsKinKprostateKcancerKriskKpredictionXXresultsKfromKtheKNtzKsreastKandK
ProstateKtancerKtohortKtonsortiumKSsPtdTYKCancerlEpidemiologylBiomarkerslandlPreventionWK2012WK
cbWKedhXee

4 49

121
tYPbhKgeneticKvariationKandKriskKofKbreastKandKprostateKcancerKfromKtheKNationalKtancerKznstituteK
sreastKandKProstateKtancerKtohortKtonsortiumKSsPtdTYKCancerlEpidemiologylBiomarkerslandl
PreventionWK2007WKbgWKccdhXeg

4 49

120
rssociationKbetweenKrdultKyeightKandKRiskKofKtolorectalWKLungWKandKProstateKtancerkKResultsKfromK
MetaXanalysesKofKProspectiveKStudiesKandKMendelianKRandomizationKrnalysesYKPLoSlMedicineWK2016WK
bdWKebaacbbi

11.6 49

119 tharacterizingKassociationsKandKSNPXenvironmentKinteractionsKforKxWrSXidentifiedKprostateKcancerK
riskKmarkersXXresultsKfromKsPtdYKPLoSlONEWK2011WKgWKebhbec 3.7 49

118 tommonKnonXsynonymousKSNPsKassociatedKwithKbreastKcancerKsusceptibilitykKfindingsKfromKtheK
sreastKtancerKrssociationKtonsortiumYKHumanlMolecularlGeneticsWK2014WKcdWKgajgXbbb 5.6 48

117 trossKtancerKxenomicKznvestigationKofKznflammationKPathwayKforKwiveKtommonKtancerskKLungWK
OvaryWKProstateWKsreastWKandKtolorectalKtancerYKJournalloflthelNationallCancerlInstituteWK2015WKbahWK 9.7 47

116 tumulativeKsurdenKofKtolorectalKtancerXrssociatedKxeneticKVariantsKzsKMoreKStronglyKrssociatedK
WithKvarlyXOnsetKvsKLateXOnsetKtancerYKGastroenterologyWK2020WKbfiWKbcheXbcigYebc 13.3 47

115 RiskKrnalysisKofKProstateKtancerKinKPRrtTztrLWKaKMultinationalKtonsortiumWKUsingKcfKKnownK
ProstateKtancerKSusceptibilityKLociYKCancerlEpidemiologylBiomarkerslandlPreventionWK2015WKceWKbbcbXj 4 46

114
rKcomprehensiveKanalysisKofKcommonKzxwbWKzxwsPbKandKzxwsPdKgeneticKvariationKwithKprospectiveK
zxwXzKandKzxwsPXdKbloodKlevelsKandKprostateKcancerKriskKamongKtaucasiansYKHumanlMolecularl
GeneticsWK2010WKbjWKdaijXbab

5.6 46

113 SharedKheritabilityKandKfunctionalKenrichmentKacrossKsixKsolidKcancersYKNaturelCommunicationsWK2019
WKbaWKedb 17.4 45
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112 vvaluationKofKiqceKandKbhqKriskKlociKandKprostateKcancerKmortalityYKClinicallCancerlResearchWK2009WK
bfWKdccdXda 12.9 44

111 tommonKpolymorphismsKinKtheKadiponectinKandKitsKreceptorKgenesWKadiponectinKlevelsKandKtheKriskK
ofKprostateKcancerYKCancerlEpidemiologylBiomarkerslandlPreventionWK2011WKcaWKcgbiXch 4 44

110 ModelingKdiseaseKriskKthroughKanalysisKofKphysicalKinteractionsKbetweenKgeneticKvariantsKwithinK
chromatinKregulatoryKcircuitryYKNaturelGeneticsWK2016WKeiWKbdbdXbdca 36.3 43

109 PredictionKofKindividualKgeneticKriskKtoKprostateKcancerKusingKaKpolygenicKscoreYKProstateWK2015WKhfWKbeghXhe4.2 43

108 xenomeXwideKassociationKstudyKofKprostateKcancerKmortalityYKCancerlEpidemiologylBiomarkerslandl
PreventionWK2010WKbjWKcigjXhg 4 42

107 xeneticKvariationKinKRNrSvLKassociatedKwithKprostateKcancerKriskKandKprogressionYKCarcinogenesisWK
2010WKdbWKbfjhXgad 4.6 41

106 wineKmappingKofKaKregionKofKchromosomeKbbqbdKrevealsKmultipleKindependentKlociKassociatedKwithK
riskKofKprostateKcancerYKHumanlMolecularlGeneticsWK2011WKcaWKcigjXhi 5.6 39

105 zdentificationKofKnovelKgeneticKmarkersKofKbreastKcancerKsurvivalYKJournalloflthelNationallCancerl
InstituteWK2015WKbahWK 9.7 38

104 TwoKNovelKSusceptibilityKLociKforKProstateKtancerKinKMenKofKrfricanKrncestryYKJournalloflthel
NationallCancerlInstituteWK2017WKbajWK 9.7 38

103 xeneticKpredispositionKtoKinKsituKandKinvasiveKlobularKcarcinomaKofKtheKbreastYKPLoSlGeneticsWK2014WK
baWKebaaecif 6 38

102 VitaminKuKreceptorKgenotypesZhaplotypesKandKprostateKcancerKriskYKCancerlEpidemiologyl
BiomarkerslandlPreventionWK2006WKbfWKcfejXfc 4 38

101 MicroRNrKrelatedKpolymorphismsKandKbreastKcancerKriskYKPLoSlONEWK2014WKjWKebajjhd 3.7 37

100 wineXmappingKidentifiesKtwoKadditionalKbreastKcancerKsusceptibilityKlociKatKjqdbYcYKHumanlMolecularl
GeneticsWK2015WKceWKcjggXie 5.6 36

99 QuantitativeKtraitKlociKpredictingKcirculatingKsexKsteroidKhormonesKinKmenKfromKtheKNtzXsreastKandK
ProstateKtancerKtohortKtonsortiumKSsPtdTYKHumanlMolecularlGeneticsWK2009WKbiWKdhejXfh 5.6 36

98 zntegrationKofKmultiethnicKfineXmappingKandKgenomicKannotationKtoKprioritizeKcandidateKfunctionalK
SNPsKatKprostateKcancerKsusceptibilityKregionsYKHumanlMolecularlGeneticsWK2015WKceWKfgadXbi 5.6 35

97 zdentificationKandKcharacterizationKofKnovelKassociationsKinKtheKtrSPiZrLSctRbcKregionKonK
chromosomeKcKwithKbreastKcancerKriskYKHumanlMolecularlGeneticsWK2015WKceWKcifXji 5.6 35

96 PooledKanalysisKofKphosphatidylinositolKdXkinaseKpathwayKvariantsKandKriskKofKprostateKcancerYK
CancerlResearchWK2010WKhaWKcdijXjg 10.1 35

95 TypeKcKdiabetesKriskKvariantsKandKcolorectalKcancerKriskkKtheKMultiethnicKtohortKandKPrxvKstudiesYK
GutWK2011WKgaWKbhadXbb 19.2 35

(2011-2009)
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94 xenomeXwideKassociationKstudyKofKendometrialKcancerKinKvctcYKHumanlGeneticsWK2014WKbddWKcbbXce 6.3 33

93 rssessmentKofKpolygenicKarchitectureKandKriskKpredictionKbasedKonKcommonKvariantsKacrossK
fourteenKcancersYKNaturelCommunicationsWK2020WKbbWKddfd 17.4 32

92 yNwbsKandKendometrialKcancerKriskkKresultsKfromKtheKPrxvKstudyYKPLoSlONEWK2012WKhWKedadja 3.7 32

91 rssociationKofKKLKdKSPSrTKgeneticKvariantsKwithKprostateKcancerKriskKandKPSrKlevelsYKCarcinogenesisWK
2011WKdcWKifdXj 4.6 32

90 zdentificationKandKcharacterizationKofKfunctionalKriskKvariantsKforKcolorectalKcancerKmappingKtoK
chromosomeKbbqcdYbYKHumanlMolecularlGeneticsWK2014WKcdWKcbjiXcaj 5.6 31

89 znsulinXlikeKgrowthKfactorKpathwayKgeneticKpolymorphismsWKcirculatingKzxwbKandKzxwsPdWKandK
prostateKcancerKsurvivalYKJournalloflthelNationallCancerlInstituteWK2014WKbagWKdjuaif 9.7 31

88 tomparisonKofKmicrosatellitesWKsingleXnucleotideKpolymorphismsKSSNPsTKandKcompositeKmarkersK
derivedKfromKSNPsKinKlinkageKanalysisYKBMClGeneticsWK2005WKgKSupplKbWKScj 2.6 31

87 wineXmappingKtheKyOXsKregionKdetectsKcommonKvariantsKtaggingKaKrareKcodingKallelekKevidenceKforK
syntheticKassociationKinKprostateKcancerYKPLoSlGeneticsWK2014WKbaWKebaaebcj 6 30

86
PostXxWrSKgeneXenvironmentKinterplayKinKbreastKcancerkKresultsKfromKtheKsreastKandKProstateK
tancerKtohortKtonsortiumKandKaKmetaXanalysisKonKhjWaaaKwomenYKHumanlMolecularlGeneticsWK2014WK
cdWKfcgaXha

5.6 30

85 TelomereKstructureKandKmaintenanceKgeneKvariantsKandKriskKofKfiveKcancerKtypesYKInternationall
JournalloflCancerWK2016WKbdjWKcgffXcgha 7.5 30

84 xermlineKvariationKatKiqceKandKprostateKcancerKriskKinKmenKofKvuropeanKancestryYKNaturel
CommunicationsWK2018WKjWKegbg 17.4 30

83
rdditiveKinteractionsKbetweenKsusceptibilityKsingleXnucleotideKpolymorphismsKidentifiedKinK
genomeXwideKassociationKstudiesKandKbreastKcancerKriskKfactorsKinKtheKsreastKandKProstateKtancerK
tohortKtonsortiumYKAmericanlJournalloflEpidemiologyWK2014WKbiaWKbabiXch

3.8 29

82
tYPbjrbKgeneticKvariationKinKrelationKtoKprostateKcancerKriskKandKcirculatingKsexKhormoneK
concentrationsKinKmenKfromKtheKsreastKandKProstateKtancerKtohortKtonsortiumYKCancerl
EpidemiologylBiomarkerslandlPreventionWK2009WKbiWKchdeXee

4 29

81 xenomeXwideKassociationKstudyKofKgermlineKvariantsKandKbreastKcancerXspecificKmortalityYKBritishl
JournalloflCancerWK2019WKbcaWKgehXgfh 8.7 28

80
rKlargeXscaleKassessmentKofKtwoXwayKSNPKinteractionsKinKbreastKcancerKsusceptibilityKusingKegWefaK
casesKandKecWegbKcontrolsKfromKtheKbreastKcancerKassociationKconsortiumYKHumanlMolecularl
GeneticsWK2014WKcdWKbjdeXeg

5.6 28

79 sodyKmassKindexKandKbreastKcancerKsurvivalkKaKMendelianKrandomizationKanalysisYKInternationall
JournalloflEpidemiologyWK2017WKegWKbibeXbicc 7.8 27

78 PleiotropicKeffectsKofKgeneticKriskKvariantsKforKotherKcancersKonKcolorectalKcancerKriskkKPrxvWKxvttOK
andKttwRKconsortiaYKGutWK2014WKgdWKiaaXh 19.2 27

77 xenomeXwideKassociationKstudyKofKcolorectalKcancerKinKyispanicsYKCarcinogenesisWK2016WKdhWKfehXffg 4.6 26
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76 xeneticKpredictorsKofKcirculatingKcfXhydroxyvitaminKdKandKriskKofKcolorectalKcancerYKCancerl
EpidemiologylBiomarkerslandlPreventionWK2013WKccWKcadhXeg 4 26

75 MetaXanalysisKofKiqceKforKsevenKcancersKrevealsKaKlocusKbetweenKNOVKandKvNPPcKassociatedKwithK
cancerKdevelopmentYKBMClMedicallGeneticsWK2011WKbcWKbfg 2.1 26

74 TransXfattyKacidKintakeKandKincreasedKriskKofKadvancedKprostateKcancerkKmodificationKbyKRNrSvLK
RegcQKvariantYKCarcinogenesisWK2007WKciWKbcdcXg 4.6 26

73 rKgenomeXwideKassociationKstudyKforKcolorectalKcancerKidentifiesKaKriskKlocusKinKbeqcdYbYKHumanl
GeneticsWK2015WKbdeWKbcejXbcgc 6.3 25

72 QuantifyingKtheKxeneticKtorrelationKbetweenKMultipleKtancerKTypesYKCancerlEpidemiologyl
BiomarkerslandlPreventionWK2017WKcgWKbechXbedf 4 25

71 rKnovelKcolorectalKcancerKriskKlocusKatKeqdcYcKidentifiedKfromKanKinternationalKgenomeXwideK
associationKstudyYKCarcinogenesisWK2014WKdfWKcfbcXj 4.6 25

70
TransXethnicKfineXmappingKofKgeneticKlociKforKbodyKmassKindexKinKtheKdiverseKancestralKpopulationsK
ofKtheKPopulationKrrchitectureKusingKxenomicsKandKvpidemiologyKSPrxvTKStudyKrevealsKevidenceK
forKmultipleKsignalsKatKestablishedKlociYKHumanlGeneticsWK2017WKbdgWKhhbXiaa

6.3 23

69 xenomeXwideKassociationKstudyKofKprostateKcancerXspecificKsurvivalYKCancerlEpidemiologyl
BiomarkerslandlPreventionWK2015WKceWKbhjgXiaa 4 23

68 tolorectalKcancerKlinkageKonKchromosomesKeqcbWKiqbdWKbcqceWKandKbfqccYKPLoSlONEWK2012WKhWKedibhf 3.7 23

67
xeneticKvariantsKassociatedKwithKfastingKglucoseKandKinsulinKconcentrationsKinKanKethnicallyKdiverseK
populationkKresultsKfromKtheKPopulationKrrchitectureKusingKxenomicsKandKvpidemiologyKSPrxvTK
studyYKBMClMedicallGeneticsWK2013WKbeWKji

2.1 22

66
MultiancestralKanalysisKofKinflammationXrelatedKgeneticKvariantsKandKtXreactiveKproteinKinKtheK
populationKarchitectureKusingKgenomicsKandKepidemiologyKstudyYKCirculation:lCardiovascularl
GeneticsWK2014WKhWKbhiXii

22

65 LargeXscaleKfineKmappingKofKtheKyNwbsKlocusKandKprostateKcancerKriskYKHumanlMolecularlGeneticsWK
2011WKcaWKddccXj 5.6 22

64 TollXlikeKreceptorKsignalingKpathwayKvariantsKandKprostateKcancerKmortalityYKCancerlEpidemiologyl
BiomarkerslandlPreventionWK2009WKbiWKbifjXgd 4 22

63 zdentificationKofKaKcommonKvariantKwithKpotentialKpleiotropicKeffectKonKriskKofKinflammatoryKbowelK
diseaseKandKcolorectalKcancerYKCarcinogenesisWK2015WKdgWKjjjXbaah 4.6 21

62 xenomeXwideKassociationKstudyKandKmetaXanalysisKinKNorthernKvuropeanKpopulationsKreplicateK
multipleKcolorectalKcancerKriskKlociYKInternationallJournalloflCancerWK2018WKbecWKfeaXfeg 7.5 21

61
rssociationKofKcancerKsusceptibilityKvariantsKwithKriskKofKmultipleKprimaryKcancerskKTheKpopulationK
architectureKusingKgenomicsKandKepidemiologyKstudyYKCancerlEpidemiologylBiomarkerslandl
PreventionWK2014WKcdWKcfgiXhi

4 21

60 RefiningKtheKprostateKcancerKgeneticKassociationKwithinKtheKJrZwbKgeneKonKchromosomeKhpbfYcYK
CancerlEpidemiologylBiomarkerslandlPreventionWK2010WKbjWKbdejXff 4 21

59
ReplicationKofKfiveKprostateKcancerKlociKidentifiedKinKanKrsianKpopulationXXresultsKfromKtheKNtzK
sreastKandKProstateKtancerKtohortKtonsortiumKSsPtdTYKCancerlEpidemiologylBiomarkerslandl
PreventionWK2012WKcbWKcbcXg

4 21

(2012-2013)
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58
znsulinXlikeKgrowthKfactorKpathwayKgenesKandKbloodKconcentrationsWKdietaryKproteinKandKriskKofK
prostateKcancerKinKtheKNtzKsreastKandKProstateKtancerKtohortKtonsortiumKSsPtdTYKInternationall
JournalloflCancerWK2013WKbddWKejfXfae

7.5 19

57 RrufbsKinKwamilialKsreastKtancerYKPLoSlONEWK2016WKbbWKeabfdhii 3.7 18

56 NovelKcolonKcancerKsusceptibilityKvariantsKidentifiedKfromKaKgenomeXwideKassociationKstudyKinK
rfricanKrmericansYKInternationallJournalloflCancerWK2017WKbeaWKchciXchdd 7.5 17

55 trossXcancerKpleiotropicKanalysisKofKendometrialKcancerkKPrxvKandKvctcKconsortiaYKCarcinogenesisWK
2014WKdfWKcagiXhd 4.6 17

54 rKgenomeXwideKpleiotropyKscanKforKprostateKcancerKriskYKEuropeanlUrologyWK2015WKghWKgejXfh 10.2 17

53 LifetimeKOccurrenceKofKsrainKMetastasesKrrisingKfromKLungWKsreastWKandKSkinKtancersKinKtheKvlderlykK
rKSvvRXMedicareKStudyYKCancerlEpidemiologylBiomarkerslandlPreventionWK2019WKciWKjbhXjcf 4 16

52 tYPcerbKvariantKmodifiesKtheKassociationKbetweenKuseKofKoestrogenKplusKprogestogenKtherapyKandK
colorectalKcancerKriskYKBritishlJournalloflCancerWK2016WKbbeWKccbXj 8.7 16

51 TransethnicKinsightKintoKtheKgeneticsKofKglycaemicKtraitskKfineXmappingKresultsKfromKtheKPopulationK
rrchitectureKusingKxenomicsKandKvpidemiologyKSPrxvTKconsortiumYKDiabetologiaWK2017WKgaWKcdieXcdji 10.3 16

50 ReplicationKofKassociationsKbetweenKxWrSKSNPsKandKmelanomaKriskKinKtheKPopulationKrrchitectureK
UsingKxenomicsKandKvpidemiologyKSPrxvTKStudyYKJournalloflInvestigativelDermatologyWK2014WKbdeWKcaejXcafc4.3 16

49 xeneticKvariationKinKtheKtollXlikeKreceptorKeKandKprostateKcancerKincidenceKandKmortalityYKProstateWK
2012WKhcWKcajXbg 4.2 16

48
znteractionsKbetweenKgenomeXwideKsignificantKgeneticKvariantsKandKcirculatingKconcentrationsKofK
insulinXlikeKgrowthKfactorKbWKsexKhormonesWKandKbindingKproteinsKinKrelationKtoKprostateKcancerKriskK
inKtheKNationalKtancerKznstituteKsreastKandKProstateKtancerKtohortKtonsortiumYKAmericanlJournall
oflEpidemiologyWK2012WKbhfWKjcgXdf

3.8 15

47 zncorporatingKpriorKbiologicKinformationKforKhighXdimensionalKrareKvariantKassociationKstudiesYK
HumanlHeredityWK2012WKheWKbieXjf 1.1 15

46 zdentifyingKNovelKSusceptibilityKxenesKforKtolorectalKtancerKRiskKwromKaKTranscriptomeXWideK
rssociationKStudyKofKbcfWehiKSubjectsYKGastroenterologyWK2021WKbgaWKbbgeXbbhiYeg 13.3 15

45 PleiotropicKandKsexXspecificKeffectsKofKcancerKxWrSKSNPsKonKmelanomaKriskKinKtheKpopulationK
architectureKusingKgenomicsKandKepidemiologyKSPrxvTKstudyYKPLoSlONEWK2015WKbaWKeabcaejb 3.7 14

44 znsulinXlikeKxrowthKwactorKPathwayKxeneticKPolymorphismsWKtirculatingKzxwbKandKzxwsPdWKandK
ProstateKtancerKSurvivalYKJournalloflthelNationallCancerlInstituteWK2014WKbagWK 9.7 14

43 tombinedKrssociationsKofKaKPolygenicKRiskKScoreKandKtlassicalKRiskKwactorsKWithKsreastKtancerKRiskYK
JournalloflthelNationallCancerlInstituteWK2021WKbbdWKdcjXddh 9.7 14

42 rKcomprehensiveKevaluationKofKinteractionKbetweenKgeneticKvariantsKandKuseKofKmenopausalK
hormoneKtherapyKonKmammographicKdensityYKBreastlCancerlResearchWK2015WKbhWKbba 8.3 13

41 cqdgYdKisKassociatedKwithKprognosisKforKoestrogenKreceptorXnegativeKbreastKcancerKpatientsKtreatedK
withKchemotherapyYKNaturelCommunicationsWK2014WKfWKeafb 17.4 13
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40
TheKassociationKofKpolymorphismsKinKhormoneKmetabolismKpathwayKgenesWKmenopausalKhormoneK
therapyWKandKbreastKcancerKriskkKaKnestedKcaseXcontrolKstudyKinKtheKtaliforniaKTeachersKStudyKcohortYK
BreastlCancerlResearchWK2011WKbdWKRdh

8.3 13

39 MendelianKrandomizationKanalysesKsuggestKaKroleKforKcholesterolKinKtheKdevelopmentKofK
endometrialKcancerYKInternationallJournalloflCancerWK2021WKbeiWKdahXdbj 7.5 13

38 znheritedKvariantsKinKtheKinnerKcentromereKproteinKSzNtvNPTKgeneKofKtheKchromosomalKpassengerK
complexKcontributeKtoKtheKsusceptibilityKofKvRXnegativeKbreastKcancerYKCarcinogenesisWK2015WKdgWKcfgXhb 4.6 12

37 rnKintegrativeKmultiXomicsKanalysisKtoKidentifyKcandidateKuNrKmethylationKbiomarkersKrelatedKtoK
prostateKcancerKriskYKNaturelCommunicationsWK2020WKbbWKdjaf 17.4 12

36
zdentificationKofKsharedKandKuniqueKsusceptibilityKpathwaysKamongKcancersKofKtheKlungWKbreastWKandK
prostateKfromKgenomeXwideKassociationKstudiesKandKtissueXspecificKproteinKinteractionsYKHumanl
MolecularlGeneticsWK2015WKceWKheagXca

5.6 11

35 xeneticKvariationKacrossKtXreactiveKproteinKandKriskKofKprostateKcancerYKProstateWK2014WKheWKbadeXec 4.2 11

34 xeneticKvariationKinKmitoticKregulatoryKpathwayKgenesKisKassociatedKwithKbreastKtumorKgradeYK
HumanlMolecularlGeneticsWK2014WKcdWKgadeXeg 5.6 11

33 tommonKvariantsKinKtheKobesityXassociatedKgenesKwTOKandKMteRKareKnotKassociatedKwithKriskKofK
colorectalKcancerYKCancerlEpidemiologyWK2016WKeeWKbXe 2.8 9

32 PolymorphismKinKendostatinWKanKangiogenesisKinhibitorWKandKprostateKcancerKriskKandKsurvivalkKrK
prospectiveKstudyYKInternationallJournalloflCancerWK2009WKbcfWKbbedXg 7.5 9

31 tirculatingKMetabolicKsiomarkersKofKScreenXuetectedKProstateKtancerKinKtheKProtecTKStudyYKCancerl
EpidemiologylBiomarkerslandlPreventionWK2019WKciWKcaiXcbg 4 9

30 sodyKMassKzndexKxeneticKRiskKScoreKandKvndometrialKtancerKRiskYKPLoSlONEWK2015WKbaWKeabedcfg 3.7 8

29 rKsayesianKlatentKclassKanalysisKforKwholeXgenomeKassociationKanalyseskKanKillustrationKusingKtheK
xrWbfKsimulatedKrheumatoidKarthritisKdenseKscanKdataYKBMClProceedingsWK2007WKbKSupplKbWKSbbc 2.3 8

28 xeneKexpressionKinKstressKurinaryKincontinencekKaKsystematicKreviewYKInternationallUrogynecologyl
JournalWK2020WKdbWKbXbe 2 8

27 rKgenomeXwideKMpleiotropyKscanMKdoesKnotKidentifyKnewKsusceptibilityKlociKforKestrogenKreceptorK
negativeKbreastKcancerYKPLoSlONEWK2014WKjWKeifjff 3.7 7

26 xeneticKarchitecturesKofKproximalKandKdistalKcolorectalKcancerKareKpartlyKdistinctYKGutWK2021WKhaWKbdcfXbdde19.2 7

25
xeneticKvariationKinKtheKimmunosuppressionKpathwayKgenesKandKbreastKcancerKsusceptibilitykKaK
pooledKanalysisKofKecWfbaKcasesKandKeaWfhhKcontrolsKfromKtheKsreastKtancerKrssociationK
tonsortiumYKHumanlGeneticsWK2016WKbdfWKbdhXfe

6.3 6

24 NoKevidenceKofKinteractionKbetweenKknownKlipidXassociatedKgeneticKvariantsKandKsmokingKinKtheK
multiXethnicKPrxvKpopulationYKHumanlGeneticsWK2013WKbdcWKbechXdb 6.3 6

23 ModelKselectionKandKsayesianKmethodsKinKstatisticalKgeneticskKsummaryKofKgroupKbbKcontributionsK
toKxeneticKrnalysisKWorkshopKbfYKGeneticlEpidemiologyWK2007WKdbKSupplKbWKSjgXbac 2.6 6

(2007-2011)
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22 wineXmappingKzxwbKandKprostateKcancerKriskKinKrfricanKrmericanskKtheKmultiethnicKcohortKstudyYK
CancerlEpidemiologylBiomarkerslandlPreventionWK2014WKcdWKbjciXdc 4 5

21 xermlineKgeneticKvariationKinKprostateKsusceptibilityKdoesKnotKpredictKoutcomesKinKtheK
chemopreventionKtrialsKPtPTKandKSvLvtTYKProstatelCancerlandlProstaticlDiseasesWK2020WKcdWKdddXdec 6.2 5

20 wineXMappingKofKtommonKxeneticKVariantsKrssociatedKwithKtolorectalKTumorKRiskKzdentifiedK
PotentialKwunctionalKVariantsYKPLoSlONEWK2016WKbbWKeabfhfcb 3.7 5

19
xeneticKanalysesKofKgynecologicalKdiseaseKidentifyKgeneticKrelationshipsKbetweenKuterineKfibroidsK
andKendometrialKcancerWKandKaKnovelKendometrialKcancerKgeneticKriskKregionKatKtheKWNTeKbpdgYbcK
locusYKHumanlGeneticsWK2021WKbeaWKbdfdXbdgf

6.3 5

18 ObservedKracialKdisparityKinKtheKnegativeKpredictiveKvalueKofKmultiXparametricKMRzKforKtheKdiagnosisK
forKprostateKcancerYKInternationallUrologylandlNephrologyWK2019WKfbWKbdedXbdei 2.3 4

17
yormoneKmetabolismKpathwayKgenesKandKmammographicKdensityKchangeKafterKquittingKestrogenK
andKprogestinKcombinedKhormoneKtherapyKinKtheKtaliforniaKTeachersKStudyYKBreastlCancerlResearchWK
2014WKbgWKehh

8.3 4

16
PostXgenomeXwideKassociationKstudyKchallengesKforKlipidKtraitskKdescribingKageKasKaKmodifierKofK
geneXlipidKassociationsKinKtheKPopulationKrrchitectureKusingKxenomicsKandKvpidemiologyKSPrxvTK
studyYKAnnalsloflHumanlGeneticsWK2013WKhhWKebgXcf

2.2 4

15 topyKnumberKvariationKinKtheKwraminghamKyeartKStudyYKBMClProceedingsWK2009WKdKSupplKhWKSbdd 2.3 4

14 tomparativeKvffectivenessKofKLocalKandKSystemicKTherapyKforKTeKProstateKtancerYKUrologyWK2018WK
bcaWKbhdXbhj 1.6 3

13 tomparisonKofKmissingKdataKapproachesKinKlinkageKanalysisYKBMClGeneticsWK2003WKeKSupplKbWKSee 2.6 3

12 wineXmappingKidentifiesKmultipleKprostateKcancerKriskKlociKatKfpbfWKoneKofKwhichKassociatesKwithK
TvRTKexpressionYKHumanlMolecularlGeneticsWK2013WKccWKecdjXecdj 5.6 2

11
MethodologicalKtonsiderationsKinKvstimationKofKPhenotypeKyeritabilityKUsingKxenomeXWideKSNPK
uataWKzllustratedKbyKanKrnalysisKofKtheKyeritabilityKofKyeightKinKaKLargeKSampleKofKrfricanKrncestryK
rdultsYKPLoSlONEWK2015WKbaWKeabdbbag

3.7 2

10 xeneticKsusceptibilityKmarkersKforKaKbreastXcolorectalKcancerKphenotypekKvxploratoryKresultsKfromK
genomeXwideKassociationKstudiesYKPLoSlONEWK2018WKbdWKeabjgcef 3.7 2

9 xenomeXwideKassociationKstudyKofKcirculatingKfolateKoneXcarbonKmetabolitesYKGeneticlEpidemiologyWK
2019WKedWKbadaXbaef 2.6 1

8 rssessmentKofKPolygenicKrrchitectureKandKRiskKPredictionKbasedKonKtommonKVariantsKrcrossK
wourteenKtancers 1

7 xenderKuisparitiesKinKsladderKtancerXSpecificKSurvivalKinKyighKPovertyKrreasKUtilizingKOhioKtancerK
zncidenceKSurveillanceKSystemKSOtzSSTYKUrologyWK2021WKbfbWKbgdXbgi 1.6 1

6 MRoboticKfatiguepMKXKTheKimpactKofKcaseKorderKonKpositiveKsurgicalKmarginsKinKroboticXassistedK
laparoscopicKprostatectomyYKUrologiclOncology:lSeminarslandlOriginallInvestigationsWK2021WKdjWKdgfYebhXdgfYecd2.8 1

5 RareKVariantsKinKtheKuNrKRepairKPathwayKandKtheKRiskKofKtolorectalKtancerYKCancerlEpidemiologyl
BiomarkerslandlPreventionWK2021WKdaWKijfXjad 4 1
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4 xrowthKfactorKgenesKandKchangeKinKmammographicKdensityKafterKstoppingKcombinedKhormoneK
therapyKinKtheKtaliforniaKTeachersKStudyYKBMClCancerWK2018WKbiWKbahc 4.8 1

3 vvaluatingKtheKestimationKofKgeneticKcorrelationKandKheritabilityKusingKsummaryKstatisticsYKMolecularl
GeneticslandlGenomicsWK2021WKcjgWKbccbXbcde 3.1 0

2 xenomeXWideKTestingKofKvxonicKVariantsKandKsreastKtancerKRiskKinKtheKtaliforniaKTeachersKStudyYK
CancerlEpidemiologylBiomarkerslandlPreventionWK2017WKcgWKbegcXbegf 4

1 uataKMatchingKtoKSupportKrnalysisKofKtancerKvpidemiologyKrmongKVeteransKtomparedKWithK
NonXVeteranKPopulationsXrnKvxemplarKinKsrainKTumorsYKJCOlClinicallCancerlInformaticsWK2021WKfWKjifXjje5.2
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