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j Paper IF Citations

178 MassJcytometricJandJtranscriptomicJprofilingJofJepithelialWmesenchymalJtransitionsJinJhumanJ
mammaryJcellJlinesXXJScientificdDataVJ2022VJiVJdd 8.2 2

177 xandbJdelineatesJmesotheliumJprogenitorsJandJisJreactivatedJinJmesotheliomaXXJNatured
CommunicationsVJ2022VJacVJafgg 17.4 3

176 qnJOptimizedJTissueJtissociationJProtocolJforJSingleWsellJRNqJSequencingJqnalysisJofJvreshJandJ
sulturedJxumanJSkinJriopsiesXXJFrontiersdindCelldanddDevelopmentaldBiologyVJ2022VJaZVJhgbfhh 5.7 2

175 qJcisWregulatoryJelementJpromotingJincreasedJtranscriptionJatJlowJtemperatureJinJculturedJ
ectothermicJtrosophilaJcellsXJBMCdGenomicsVJ2021VJbbVJgga 4.5 0

174 MiRWsLyPJrevealsJisoWmiRJselectiveJregulationJinJtheJmiRWabdJtargetomeXJNucleicdAcidsdResearchVJ
2021VJdiVJbeWcg 20.1 4

173 sellMixSjJquantifyingJandJvisualizingJbatchJeffectsJinJsingleWcellJRNqWseqJdataXJLifedSciencedAllianceVJ
2021VJdVJ 5.8 5

172 treeclimbRJpinpointsJtheJdataWdependentJresolutionJofJhierarchicalJhypothesesXJGenomedBiologyVJ
2021VJbbVJaeg 18.3 2

171 senscytjJcensoredJcovariatesJinJdifferentialJabundanceJanalysisJinJcytometryXJBMCdBioinformaticsVJ
2021VJbbVJbce 3.6

170 SynapticJvUSJaccumulationJtriggersJearlyJmisregulationJofJsynapticJRNqsJinJaJmouseJmodelJofJqLSXJ
NaturedCommunicationsVJ2021VJabVJcZbg 17.4 9

169 qRPuwwyOjJqutomatedJReproducibleJPolyploidJupiweneticJwuydanceJworkflOwXJBMCdGenomicsVJ
2021VJbbVJedg 4.5 2

168 ReSeqJsimulatesJrealisticJylluminaJhighWthroughputJsequencingJdataXJGenomedBiologyVJ2021VJbbVJfg 18.3 4

167 tisentanglingJtumorigenesisWassociatedJtNqJmethylationJchangesJinJcolorectalJtissuesJfromJthoseJ
associatedJwithJageingXJEpigeneticsVJ2021VJaWah 5.7

166 pubassistantXchjJconsolidatingJpublicationJprofilesJofJresearchersXXJFxwwwResearchVJ2021VJaZVJihi 3.6

165
SheddingJLightJonJtheJTranscriptomicJtarkJMatterJinJriologicalJPsychiatryjJRoleJofJLongJNoncodingJ
RNqsJinJtWcycloserineWynducedJvearJuxtinctionJinJPosttraumaticJStressJtisorderXJOMICSdAdJournaldofd
IntegrativedBiologyVJ2020VJbdVJcebWcfi

3.8 5

164 tqMufinderjJaJmethodJtoJdetectJdifferentialJalleleWspecificJmethylationXJEpigeneticsdanddChromatinVJ
2020VJacVJbe 5.8 3

163 rqNtyTSjJrayesianJdifferentialJsplicingJaccountingJforJsampleWtoWsampleJvariabilityJandJmappingJ
uncertaintyXJGenomedBiologyVJ2020VJbaVJfi 18.3 7

162 ulevenJgrandJchallengesJinJsingleWcellJdataJscienceXJGenomedBiologyVJ2020VJbaVJca 18.3 274
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161 sirculatingJneutrophilJsubsetsJinJadvancedJlungJcancerJpatientsJexhibitJuniqueJimmuneJsignatureJ
andJrelateJtoJprognosisXJFASEBdJournalVJ2020VJcdVJdbZdWdbah 0.9 31

160 TreeSummarizeduxperimentjJaJSdJclassJforJdataJwithJhierarchicalJstructureXJFxwwwResearchVJ2020VJiVJabdf3.6 1

159 TargetingJtheJautosomalJseratitisJcapitataJtransformerJgeneJusingJsasiJorJdsasiJtoJmasculinizeJXXJ
individualsJwithoutJinducingJmutationsXJBMCdGeneticsVJ2020VJbaVJaeZ 2.6 1

158 muscatJdetectsJsubpopulationWspecificJstateJtransitionsJfromJmultiWsampleJmultiWconditionJ
singleWcellJtranscriptomicsJdataXJNaturedCommunicationsVJ2020VJaaVJfZgg 17.4 66

157 pipesompVJaJgeneralJframeworkJforJtheJevaluationJofJcomputationalJpipelinesVJrevealsJperformantJ
singleJcellJRNqWseqJpreprocessingJtoolsXJGenomedBiologyVJ2020VJbaVJbbg 18.3 25

156 TreeSummarizeduxperimentjJaJSdJclassJforJdataJwithJhierarchicalJstructureXJFxwwwResearchVJ2020VJiVJabdf3.6 1

155 TheJtNqJhypermethylationJphenotypeJofJcolorectalJcancerJliverJmetastasesJresemblesJthatJofJtheJ
primaryJcolorectalJcancersXJBMCdCancerVJ2020VJbZVJbiZ 4.8 7

154 RSJorchestratesJmaleJsexJdeterminationJinJmajorJagriculturalJfruitJflyJpestsXJScienceVJ2019VJcfeVJadegWadfZ33.3 47

153 TNvRbJinducedJprimingJofJtheJinflammasomeJleadsJtoJaJRyPβaWdependentJcellJdeathJinJtheJabsenceJ
ofJXyqPXJCelldDeathdanddDiseaseVJ2019VJaZVJgZZ 9.8 14

152 ussentialJguidelinesJforJcomputationalJmethodJbenchmarkingXJGenomedBiologyVJ2019VJbZVJabe 18.3 54

151 qctiveJreceptorJtyrosineJkinasesVJbutJnotJrrachyuryVJareJsufficientJtoJtriggerJchordomaJinJzebrafishXJ
DMMdDiseasedModelsdanddMechanismsVJ2019VJabVJ 4.1 5

150 ProWinflammatoryJqortaWqssociatedJMacrophagesJqreJynvolvedJinJumbryonicJtevelopmentJofJ
xematopoieticJStemJsellsXJImmunityVJ2019VJeZVJadciWadebXee 32.3 36

149 sthUJTJcellsJretainJprotectiveJfunctionsJdespiteJsustainedJinhibitoryJreceptorJexpressionJduringJ
upsteinWrarrJvirusJinfectionJinJvivoXJPLoSdPathogensVJ2019VJaeVJeaZZggdh 7.6 33

148 qRMORjJqnJutomatedJeproducibleJdularJWorkflowJforJPreprocessingJandJtifferentialJqnalysisJofJ
NqWseqJtataXJG3:dGenessdGenomessdGeneticsVJ2019VJiVJbZhiWbZif 3.2 22

147 diffcytjJtifferentialJdiscoveryJinJhighWdimensionalJcytometryJviaJhighWresolutionJclusteringXJ
CommunicationsdBiologyVJ2019VJbVJahc 6.7 78

146 RNqJSequencingJtatajJxitchhikerQsJwuideJtoJuxpressionJqnalysisXJAnnualdReviewdofdBiomedicaldDatad
ScienceVJ2019VJbVJaciWagc 5.6 50

145 OriginJandJdifferentiationJtrajectoriesJofJfibroblasticJreticularJcellsJinJtheJsplenicJwhiteJpulpXJNatured
CommunicationsVJ2019VJaZVJagci 17.4 43

144 qbscisicJacidJisJaJsubstrateJofJtheJqrsJtransporterJencodedJbyJtheJdurableJwheatJdiseaseJresistanceJ
geneJLrcdXJNewdPhytologistVJ2019VJbbcVJhecWhff 9.8 38

(2019-2020)
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143 TheJSpinalJTranscriptomeJafterJsorticalJStrokejJynJSearchJofJMolecularJvactorsJRegulatingJ
SpontaneousJRecoveryJinJtheJSpinalJsordXJJournaldofdNeuroscienceVJ2019VJciVJdgadWdgbf 6.6 8

142
MammalianJqnnotationJtatabaseJforJimprovedJannotationJandJfunctionalJclassificationJofJOmicsJ
datasetsJfromJlessJwellWannotatedJorganismsXJDatabase:dthedJournaldofdBiologicaldDatabasesdandd
CurationVJ2019VJbZaiVJ

5 11

141 qJcomprehensiveJexaminationJofJNanoporeJnativeJRNqJsequencingJforJcharacterizationJofJcomplexJ
transcriptomesXJNaturedCommunicationsVJ2019VJaZVJccei 17.4 88

140 qJjunctionJcoverageJcompatibilityJscoreJtoJquantifyJtheJreliabilityJofJtranscriptJabundanceJ
estimatesJandJannotationJcatalogsXJLifedSciencedAllianceVJ2019VJbVJ 5.8 15

139 TsvYLuvJdependentJandJindependentJtranscriptionalJregulationJofJWntY˛†WcateninJtargetJgenesXJ
EMBOdJournalVJ2019VJchVJ 13 61

138 riasVJrobustnessJandJscalabilityJinJsingleWcellJdifferentialJexpressionJanalysisXJNaturedMethodsVJ2018VJ
aeVJbeeWbfa 21.6 343

137
qLTWhZcVJanJyLWaeJsuperagonistVJinJcombinationJwithJnivolumabJinJpatientsJwithJmetastaticJ
nonWsmallJcellJlungJcancerjJaJnonWrandomisedVJopenWlabelVJphaseJabJtrialXJLancetdOncologysdTheVJ2018
VJaiVJfidWgZd

21.7 201

136 TowardsJunifiedJqualityJverificationJofJsyntheticJcountJdataJwithJcountsimQsXJBioinformaticsVJ2018VJ
cdVJfiaWfib 7.2 29

135 xighWdimensionalJsingleWcellJanalysisJpredictsJresponseJtoJantiWPtWaJimmunotherapyXJNatured
MedicineVJ2018VJbdVJaddWaec 50.5 374

134 ObservationJweightsJunlockJbulkJRNqWseqJtoolsJforJzeroJinflationJandJsingleWcellJapplicationsXJ
GenomedBiologyVJ2018VJaiVJbd 18.3 101

133 sompensationJofJSignalJSpilloverJinJSuspensionJandJymagingJMassJsytometryXJCelldSystemsVJ2018VJfVJfabWfbZXee10.6 149

132
NonWparentJofJOriginJuxpressionJofJNumerousJuffectorJwenesJyndicatesJaJRoleJofJweneJRegulationJ
inJxostJqdaptionJofJtheJxybridJTriticaleJPowderyJMildewJPathogenXJFrontiersdindPlantdScienceVJ2018VJ
iVJdi

6.2 21

131 sommonJveaturesJofJRegulatoryJTJsellJSpecializationJturingJThaJResponsesXJFrontiersdind
ImmunologyVJ2018VJiVJacdd 8.4 23

130 sovalentJlinkageJofJtheJtNqJrepairJtemplateJtoJtheJsRySPRWsasiJnucleaseJenhancesJ
homologyWdirectedJrepairXJELifeVJ2018VJgVJ 8.9 88

129 SmallJRNqWseqJanalysisJofJsingleJporcineJblastocystsJrevealedJthatJmaternalJestradiolWagbetaJ
exposureJdoesJnotJaffectJmiRNqJisoformJRisomiRSJexpressionXJBMCdGenomicsVJ2018VJaiVJeiZ 4.5 11

128 vibroblasticJreticularJcellsJinitiateJimmuneJresponsesJinJvisceralJadiposeJtissuesJandJsecureJ
peritonealJimmunityXJSciencedImmunologyVJ2018VJcVJ 28 29

127 qJsystematicJperformanceJevaluationJofJclusteringJmethodsJforJsingleWcellJRNqWseqJdataXJ
FxwwwResearchVJ2018VJgVJaada 3.6 96

126 quthorJresponsejJsovalentJlinkageJofJtheJtNqJrepairJtemplateJtoJtheJsRySPRWsasiJnucleaseJ
enhancesJhomologyWdirectedJrepairJ2018VJ 2
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125 TheJprotoJspwJislandJmethylatorJphenotypeJofJsessileJserratedJadenomasYpolypsXJEpigeneticsVJ2018
VJacVJaZhhWaaZe 5.7 10

124 TreatmentJofJaJmetabolicJliverJdiseaseJbyJinJvivoJgenomeJbaseJeditingJinJadultJmiceXJNatured
MedicineVJ2018VJbdVJaeaiWaebe 50.5 177

123 qJsystematicJperformanceJevaluationJofJclusteringJmethodsJforJsingleWcellJRNqWseqJdataXJ
FxwwwResearchVJ2018VJgVJaada 3.6 117

122 vaithfulJmRNqJsplicingJdependsJonJtheJPrpaiJcomplexJsubunitJandJisJrequiredJforJtrachealJ
branchingJmorphogenesisJinXJDevelopmentdnCambridgeoVJ2017VJaddVJfegWffc 6.6 5

121 MaleJsexJinJhousefliesJisJdeterminedJbyJVJaJparalogJofJtheJgenericJspliceJfactorJgeneXJScienceVJ2017VJ
cefVJfdbWfde 33.3 72

120 qJuniqueJenhancerJboundaryJcomplexJonJtheJmouseJribosomalJRNqJgenesJpersistsJafterJlossJofJ
RrncJorJUrvJandJtheJinactivationJofJRNqJpolymeraseJyJtranscriptionXJPLoSdGeneticsVJ2017VJacVJeaZZfhii 6 35

119 stageRjJaJgeneralJstageWwiseJmethodJforJcontrollingJtheJgeneWlevelJfalseJdiscoveryJrateJinJ
differentialJexpressionJandJdifferentialJtranscriptJusageXJGenomedBiologyVJ2017VJahVJaea 18.3 38

118 xighlyJefficientJtNqWfreeJgeneJdisruptionJinJtheJagriculturalJpestJseratitisJcapitataJbyJsRySPRWsasiJ
ribonucleoproteinJcomplexesXJScientificdReportsVJ2017VJgVJaZZfa 4.9 33

117 qnJintegrativeJstrategyJtoJidentifyJtheJentireJproteinJcodingJpotentialJofJprokaryoticJgenomesJbyJ
proteogenomicsXJGenomedResearchVJ2017VJbgVJbZhcWbZie 9.7 43

116 tNqJmethylationJprofilesJofJelderlyJindividualsJsubjectedJtoJindenturedJchildhoodJlaborJandJ
traumaXJBMCdMedicaldGeneticsVJ2017VJahVJba 2.1 18

115 syTOvJworkflowjJdifferentialJdiscoveryJinJhighWthroughputJhighWdimensionalJcytometryJdatasetsXJ
FxwwwResearchVJ2017VJfVJgdh 3.6 177

114 syTOvJworkflowjJdifferentialJdiscoveryJinJhighWthroughputJhighWdimensionalJcytometryJdatasetsXJ
FxwwwResearchVJ2017VJfVJgdh 3.6 140

113 TWcellJacuteJleukaemiaJexhibitsJdynamicJinteractionsJwithJboneJmarrowJmicroenvironmentsXJNatureVJ
2016VJechVJeahWebb 50.4 122

112 xighWdimensionalJsingleWcellJanalysisJrevealsJtheJimmuneJsignatureJofJnarcolepsyXJJournaldofd
ExperimentaldMedicineVJ2016VJbacVJbfbaWbfcc 16.6 78

111 ysoformJprefilteringJimprovesJperformanceJofJcountWbasedJmethodsJforJanalysisJofJdifferentialJ
transcriptJusageXJGenomedBiologyVJ2016VJagVJab 18.3 68

110 tRyMSeqjJaJtirichletWmultinomialJframeworkJforJmultivariateJcountJoutcomesJinJgenomicsXJ
FxwwwResearchVJ2016VJeVJacef 3.6 39

109 tRyMSeqjJaJtirichletWmultinomialJframeworkJforJmultivariateJcountJoutcomesJinJgenomicsXJ
FxwwwResearchVJ2016VJeVJacef 3.6 60

108 qreJupigeneticJvactorsJymplicatedJinJshronicJWidespreadJPainoXJPLoSdONEVJ2016VJaaVJeZafeedh 3.7 14

(2016-2018)
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107 srispRVariantsJchartsJtheJmutationJspectrumJofJgenomeJengineeringJexperimentsXJNatured
BiotechnologyVJ2016VJcdVJgZaWb 44.5 101

106 somparisonJofJclusteringJmethodsJforJhighWdimensionalJsingleWcellJflowJandJmassJcytometryJdataXJ
CytometrydPartdA:dthedJournaldofdthedInternationaldSocietydfordAnalyticaldCytologyVJ2016VJhiVJaZhdWaZif 4.6 217

105 isOrRqjJopenVJreproducibleVJstandardizedJandJliveJmethodJbenchmarkingXJNaturedMethodsVJ2016VJ
acVJbhc 21.6 33

104 MaximizingJmutagenesisJwithJsolubilizedJsRySPRWsasiJribonucleoproteinJcomplexesXJDevelopmentd
nCambridgeoVJ2016VJadcVJbZbeWcg 6.6 163

103 TheJhematopoieticJoncoproteinJvOXPaJpromotesJtumorJcellJsurvivalJinJdiffuseJlargeJrWcellJ
lymphomaJbyJrepressingJSaPRbJsignalingXJBloodVJ2016VJabgVJadchWdh 2.2 45

102 WntJinhibitoryJfactorJaJRWyvaSJisJaJmarkerJofJosteoblasticJdifferentiationJstageJandJisJnotJsilencedJ
byJtNqJmethylationJinJosteosarcomaXJBoneVJ2015VJgcVJbbcWcb 4.7 22

101 somputationalJepigenomicsjJchallengesJandJopportunitiesXJFrontiersdindGeneticsVJ2015VJfVJhh 4.5 5

100 tUSPdJdeficiencyJcausedJbyJpromoterJhypermethylationJdrivesJzNβJsignalingJandJtumorJcellJ
survivalJinJdiffuseJlargeJrJcellJlymphomaXJJournaldofdExperimentaldMedicineVJ2015VJbabVJggeWib 16.6 45

99 soordinatedJepigeneticJremodellingJofJtranscriptionalJnetworksJoccursJduringJearlyJbreastJ
carcinogenesisXJClinicaldEpigeneticsVJ2015VJgVJeb 7.7 21

98 TandemJrepeatJvariationJinJhumanJandJgreatJapeJpopulationsJandJitsJimpactJonJgeneJexpressionJ
divergenceXJGenomedResearchVJ2015VJbeVJaeiaWi 9.7 44

97 rqZbqJRTyPeSJisJinvolvedJinJepigeneticJalterationsJinJprostateJcancerJandJitsJoverexpressionJpredictsJ
diseaseJrecurrenceXJNaturedGeneticsVJ2015VJdgVJbbWcZ 36.3 99

96 toJcountWbasedJdifferentialJexpressionJmethodsJperformJpoorlyJwhenJgenesJareJexpressedJinJonlyJ
oneJconditionoXJGenomedBiologyVJ2015VJafVJbbb 18.3 3

95
teJnovoJassemblyJandJsexWspecificJtranscriptomeJprofilingJinJtheJsandJflyJPhlebotomusJperniciosusJ
RtipteraVJPhlebotominaeSVJaJmajorJOldJWorldJvectorJofJLeishmaniaJinfantumXJBMCdGenomicsVJ2015VJ
afVJhdg

4.5 19

94 LossJofJtheJNotchJeffectorJRrPzJpromotesJtumorigenesisXJJournaldofdExperimentaldMedicineVJ2015VJ
babVJcgWeb 16.6 39

93 MethylomeJsequencingJinJtripleWnegativeJbreastJcancerJrevealsJdistinctJmethylationJclustersJwithJ
prognosticJvalueXJNaturedCommunicationsVJ2015VJfVJehii 17.4 118

92 tifferentialJanalysesJforJRNqWseqjJtranscriptWlevelJestimatesJimproveJgeneWlevelJinferencesXJ
FxwwwResearchVJ2015VJdVJaeba 3.6 1338

91 tifferentialJanalysesJforJRNqWseqjJtranscriptWlevelJestimatesJimproveJgeneWlevelJinferencesXJ
FxwwwResearchVJ2015VJdVJaeba 3.6 1136

90 shromothripsisWlikeJpatternsJareJrecurringJbutJheterogeneouslyJdistributedJfeaturesJinJaJsurveyJofJ
bbVcdgJcancerJgenomeJscreensXJBMCdGenomicsVJ2014VJaeVJhb 4.5 78
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89 RelationshipJbetweenJgenomeJandJepigenomeWWchallengesJandJrequirementsJforJfutureJresearchXJ
BMCdGenomicsVJ2014VJaeVJdhg 4.5 21

88 RobustlyJdetectingJdifferentialJexpressionJinJRNqJsequencingJdataJusingJobservationJweightsXJ
NucleicdAcidsdResearchVJ2014VJdbVJeia 20.1 244

87 StatisticalJmethodsJforJdetectingJdifferentiallyJmethylatedJlociJandJregionsXJFrontiersdindGeneticsVJ
2014VJeVJcbd 4.5 78

86 rayMethjJimprovedJtNqJmethylationJquantificationJforJaffinityJcaptureJsequencingJdataJusingJaJ
flexibleJrayesianJapproachXJGenomedBiologyVJ2014VJaeVJRce 18.3 25

85 edgeRJforJdifferentialJRNqWseqJandJshyPWseqJanalysisjJanJapplicationJtoJstemJcellJbiologyXJMethodsd
indMoleculardBiologyVJ2014VJaaeZVJdeWgi 1.4 152

84 qnalysisJofJNextJwenerationJSequencingJtataJUsingJyntegratedJNestedJLaplaceJqpproximationJ
RyNLqSJ2014VJgeWia 3

83 LossJofJtheJNotchJeffectorJRrPzJpromotesJtumorigenesisXJJournaldofdCelldBiologyVJ2014VJbZgVJbZgfOyqbbe7.3

82 sountWbasedJdifferentialJexpressionJanalysisJofJRNqJsequencingJdataJusingJRJandJrioconductorXJ
NaturedProtocolsVJ2013VJhVJagfeWhf 18.8 788

81 MicrobiotaWderivedJhydrogenJfuelsJSalmonellaJtyphimuriumJinvasionJofJtheJgutJecosystemXJCelld
HostdanddMicrobeVJ2013VJadVJfdaWea 23.4 105

80 RegionalJactivationJofJtheJcancerJgenomeJbyJlongWrangeJepigeneticJremodelingXJCancerdCellVJ2013VJ
bcVJiWbb 24.3 150

79 tirectedJshotgunJproteomicsJguidedJbyJsaturatedJRNqWseqJidentifiesJaJcompleteJexpressedJ
prokaryoticJproteomeXJGenomedResearchVJ2013VJbcVJaiafWbg 9.7 50

78 miRNqWSeqJnormalizationJcomparisonsJneedJimprovementXJRnaVJ2013VJaiVJgccWd 5.8 18

77 upigeneticJsilencingJofJmonoallelicallyJmethylatedJmiRNqJlociJinJprecancerousJcolorectalJlesionsXJ
OncogenesisVJ2013VJbVJeef 6.6 36

76 risulfiteJsequencingJofJchromatinJimmunoprecipitatedJtNqJRrisshyPWseqSJdirectlyJinformsJ
methylationJstatusJofJhistoneWmodifiedJtNqXJGenomedResearchVJ2012VJbbVJaabZWg 9.7 128

75 tifferentialJuxpressionJforJRNqJSequencingJRRNqWSeqSJtatajJMappingVJSummarizationVJStatisticalJ
qnalysisVJandJuxperimentalJtesignJ2012VJafiWaiZ 2

74 qcetylationJofJxbqXZJisJaJkeyJepigeneticJmodificationJassociatedJwithJgeneJderegulationJandJ
epigeneticJremodelingJinJcancerXJGenomedResearchVJ2012VJbbVJcZgWba 9.7 124

73 SavantJwenomeJrrowserJbjJvisualizationJandJanalysisJforJpopulationWscaleJgenomicsXJNucleicdAcidsd
ResearchVJ2012VJdZVJWfaeWba 20.1 42

72 sopyWnumberWawareJdifferentialJanalysisJofJquantitativeJtNqJsequencingJdataXJGenomedResearchVJ
2012VJbbVJbdhiWif 9.7 23

(2012-2014)

7



71
somparisonJofJmethylWtNqJimmunoprecipitationJRMetyPSJandJmethylWspwJbindingJdomainJRMrtSJ
proteinJcaptureJforJgenomeWwideJtNqJmethylationJanalysisJrevealJspwJsequenceJcoverageJbiasXJ
EpigeneticsVJ2011VJfVJcdWdd

5.7 164

70 tifferentialJgeneJexpressionJinJtheJsiphonophoreJNanomiaJbijugaJRsnidariaSJassessedJwithJmultipleJ
nextWgenerationJsequencingJworkflowsXJPLoSdONEVJ2011VJfVJebbiec 3.7 34

69 tiscoveryJpipelineJforJepigeneticallyJderegulatedJmiRNqsJinJcancerjJintegrationJofJprimaryJmiRNqJ
transcriptionXJBMCdGenomicsVJ2011VJabVJed 4.5 62

68 sonsolidationJofJtheJcancerJgenomeJintoJdomainsJofJrepressiveJchromatinJbyJlongWrangeJepigeneticJ
silencingJRLRuSSJreducesJtranscriptionalJplasticityXJNaturedCelldBiologyVJ2010VJabVJbceWdf 23.4 153

67 RepitoolsjJanJRJpackageJforJtheJanalysisJofJenrichmentWbasedJepigenomicJdataXJBioinformaticsVJ2010
VJbfVJaffbWc 7.2 51

66 uvaluationJofJaffinityWbasedJgenomeWwideJtNqJmethylationJdatajJeffectsJofJspwJdensityVJ
amplificationJbiasVJandJcopyJnumberJvariationXJGenomedResearchVJ2010VJbZVJagaiWbi 9.7 100

65 qJscalingJnormalizationJmethodJforJdifferentialJexpressionJanalysisJofJRNqWseqJdataXJGenomed
BiologyVJ2010VJaaVJRbe 18.3 3931

64 vromJRNqWseqJreadsJtoJdifferentialJexpressionJresultsXJGenomedBiologyVJ2010VJaaVJbbZ 18.3 471

63 ProtocolJmattersjJwhichJmethylomeJareJyouJactuallyJstudyingoXJEpigenomicsVJ2010VJbVJehgWih 4.4 39

62 edgeRjJaJrioconductorJpackageJforJdifferentialJexpressionJanalysisJofJdigitalJgeneJexpressionJdataXJ
BioinformaticsVJ2010VJbfVJaciWdZ 7.2 19583

61 tifferentialJsplicingJusingJwholeWtranscriptJmicroarraysXJBMCdBioinformaticsVJ2009VJaZVJaef 3.6 14

60 somprehensiveJgenomicJcharacterizationJdefinesJhumanJglioblastomaJgenesJandJcoreJpathwaysXJ
NatureVJ2008VJdeeVJaZfaWh 50.4 5669

59 vyRMqjJaJmethodJforJdetectionJofJalternativeJsplicingJfromJexonJarrayJdataXJBioinformaticsVJ2008VJ
bdVJagZgWad 7.2 100

58 SmallWsampleJestimationJofJnegativeJbinomialJdispersionVJwithJapplicationsJtoJSqwuJdataXJ
BiostatisticsVJ2008VJiVJcbaWcb 3.7 692

57 qJdynamicJprogrammingJapproachJforJtheJalignmentJofJsignalJpeaksJinJmultipleJgasJ
chromatographyWmassJspectrometryJexperimentsXJBMCdBioinformaticsVJ2007VJhVJdai 3.6 53

56 qJcomparisonJofJqffymetrixJgeneJexpressionJarraysXJBMCdBioinformaticsVJ2007VJhVJddi 3.6 47

55 ModeratedJstatisticalJtestsJforJassessingJdifferencesJinJtagJabundanceXJBioinformaticsVJ2007VJbcVJbhhaWg 7.2 601

54 LargeWscaleJmappingJofJhumanJproteinWproteinJinteractionsJbyJmassJspectrometryXJMoleculard
SystemsdBiologyVJ2007VJcVJhi 12.2 724

Mark D Robinson

8



53 ReconstructingJanJancestralJmammalianJimmuneJsupercomplexJfromJaJmarsupialJmajorJ
histocompatibilityJcomplexXJPLoSdBiologyVJ2006VJdVJedf 9.7 123

52 ydentifyingJtranscriptionJfactorJfunctionsJandJtargetsJbyJphenotypicJactivationXJProceedingsdofdthed
NationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaVJ2006VJaZcVJabZdeWeZ 11.5 142

51 wlobalJlandscapeJofJproteinJcomplexesJinJtheJyeastJSaccharomycesJcerevisiaeXJNatureVJ2006VJddZVJfcgWdc50.4 2327

50 xighWthroughputJmappingJofJaJdynamicJsignalingJnetworkJinJmammalianJcellsXJScienceVJ2005VJcZgVJafbaWe33.3 587

49 wenomeWwideJanalysisJofJmouseJtranscriptsJusingJexonJmicroarraysJandJfactorJgraphsXJNatured
GeneticsVJ2005VJcgVJiiaWf 36.3 37

48 TheJsyntheticJgeneticJinteractionJspectrumJofJessentialJgenesXJNaturedGeneticsVJ2005VJcgVJaadgWeb 36.3 185

47 vindingJNovelJTranscriptsJinJxighWResolutionJwenomeWWideJMicroarrayJtataJUsingJtheJwenRateJ
ModelXJLecturedNotesdindComputerdScienceVJ2005VJffWhb 0.9

46 wenomeWwideJanalysisJofJmRNqJstabilityJusingJtranscriptionJinhibitorsJandJmicroarraysJrevealsJ
posttranscriptionalJcontrolJofJribosomeJbiogenesisJfactorsXJMoleculardanddCellulardBiologyVJ2004VJbdVJeecdWdg4.8 269

45 MyMutjJqJdatabaseJsystemJforJbiomedicalJresearchJonJMutLyNuJdataXJIBMdSystemsdJournalVJ2004VJ
dcVJgefWgfg 2

44 TheJfunctionalJlandscapeJofJmouseJgeneJexpressionXJJournaldofdBiologyVJ2004VJcVJba 232

43
tefinitionJandJcharacterizationJofJaJLtrypsinosomeLJfromJspecificJpeptideJcharacteristicsJbyJ
nanoWxPLsWMSYMSJandJinJsilicoJanalysisJofJcomplexJproteinJmixturesXJJournaldofdProteomedResearchVJ
2004VJcVJaachWdh

5.6 27

42 TheJpromiseJofJfunctionalJgenomicsjJcompletingJtheJencyclopediaJofJaJcellXJCurrentdOpiniondind
MicrobiologyVJ2004VJgVJedfWed 7.9 39

41 TranscriptionalJnetworksjJreverseWengineeringJgeneJregulationJonJaJglobalJscaleXJCurrentdOpiniondind
MicrobiologyVJ2004VJgVJfchWdf 7.9 52

40 xighWdefinitionJmacromolecularJcompositionJofJyeastJRNqWprocessingJcomplexesXJMoleculardCellVJ
2004VJacVJbbeWci 17.6 321

39 qJpanoramicJviewJofJyeastJnoncodingJRNqJprocessingXJCellVJ2003VJaacVJiaiWcc 56.2 212

38 vunSpecjJaJwebWbasedJclusterJinterpreterJforJyeastXJBMCdBioinformaticsVJ2002VJcVJce 3.6 315

37 LargeWscaleJpredictionJofJSaccharomycesJcerevisiaeJgeneJfunctionJusingJoverlappingJtranscriptionalJ
clustersXJNaturedGeneticsVJ2002VJcaVJbeeWfe 36.3 281

36 xighWresolutionJgeneticJmappingJwithJorderedJarraysJofJSaccharomycesJcerevisiaeJdeletionJ
mutantsXJGeneticsVJ2002VJafbVJaZiaWi 4 87

(2002-2006)
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35 SystematicJgeneticJanalysisJwithJorderedJarraysJofJyeastJdeletionJmutantsXJScienceVJ2001VJbidVJbcfdWh 33.3 1676

34 syTOvJworkflowjJdifferentialJdiscoveryJinJhighWthroughputJhighWdimensionalJcytometryJdatasetsXJ
FxwwwResearchVfVJgdh 3.6 29

33 syTOvJworkflowjJdifferentialJdiscoveryJinJhighWthroughputJhighWdimensionalJcytometryJdatasetsXJ
FxwwwResearchVfVJgdh 3.6 9

32 qJsystematicJperformanceJevaluationJofJclusteringJmethodsJforJsingleWcellJRNqWseqJdataXJ
FxwwwResearchVgVJaada 3.6 93

31 qnJRWbasedJreproducibleJandJuserWfriendlyJpreprocessingJpipelineJforJsyTOvJdataXJFxwwwResearchViVJabfc3.6 8

30 OriginJandJtifferentiationJTrajectoriesJofJvibroblasticJReticularJsellsJinJtheJSplenicJWhiteJPulpXJ
SSRNdElectronicdJournalV 1 1

29 abJwrandJshallengesJinJSingleWsellJtataJScience 2

28 qJjunctionJcoverageJcompatibilityJscoreJtoJquantifyJtheJreliabilityJofJtranscriptJabundanceJ
estimatesJandJannotationJcatalogs 2

27 qRMORjJanJqutomatedJReproducibleJMOdularJworkflowJforJpreprocessingJandJdifferentialJanalysisJ
ofJRNqWseqJdata 1

26 SynapticJaccumulationJofJvUSJtriggersJageWdependentJmisregulationJofJinhibitoryJsynapsesJinJ
qLSWvUSJmice 1

25 sellMixSjJquantifyingJandJvisualizingJbatchJeffectsJinJsingleJcellJRNqWseqJdata 1

24 MyNyJRuVyuWjJStatisticalJmethodsJforJdetectingJdifferentiallyJmethylatedJlociJandJregions 2

23 tifferentialJtranscriptJusageJfromJRNqWseqJdatajJisoformJpreWfilteringJimprovesJperformanceJofJ
countWbasedJmethods 4

22 srispRVariantsjJpreciselyJchartingJtheJmutationJspectrumJinJgenomeJengineeringJexperiments 2

21 qJgeneralJandJpowerfulJstageWwiseJtestingJprocedureJforJdifferentialJexpressionJandJdifferentialJ
transcriptJusage 1

20 xighlyJefficientJtNqWfreeJgeneJdisruptionJinJtheJagriculturalJpestJseratitisJcapitataJbyJsRySPRWsasiJRNPs 2

19 riasVJrobustnessJandJscalabilityJinJdifferentialJexpressionJanalysisJofJsingleWcellJRNqWseqJdata 18

18 qnJintegrativeJstrategyJtoJidentifyJtheJentireJproteinJcodingJpotentialJofJprokaryoticJgenomesJbyJproteogenomics1
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17 zingeRjJunlockingJRNqWseqJtoolsJforJzeroWinflationJandJsingleJcellJapplications 6

16 shannelJcrosstalkJcorrectionJinJsuspensionJandJimagingJmassJcytometry 2

15 pipesompVJaJgeneralJframeworkJforJtheJevaluationJofJcomputationalJpipelinesVJrevealsJperformantJ
singleWcellJRNqWseqJpreprocessingJtools 4

14 treeclimbRJpinpointsJtheJdataWdependentJresolutionJofJhierarchicalJhypotheses 6

13 xandbJdelineatesJmesotheliumJprogenitorsJandJisJreactivatedJinJmesothelioma 3

12 distinctjJaJnovelJapproachJtoJdifferentialJdistributionJanalyses 1

11 diffcytjJtifferentialJdiscoveryJinJhighWdimensionalJcytometryJviaJhighWresolutionJclustering 4

10 TheJprotoJspwJislandJmethylatorJphenotypeJofJsessileJserratedJadenomasYpolyps 1

9 MalenessWonWtheWYJRMoYSJorchestratesJmaleJsexJdeterminationJinJmajorJagriculturalJfruitJflyJpests 1

8 qJcomprehensiveJexaminationJofJNanoporeJnativeJRNqJsequencingJforJcharacterizationJofJcomplexJtranscriptomes3

7 OnJtheJdiscoveryJofJsubpopulationWspecificJstateJtransitionsJfromJmultiWsampleJmultiWconditionJ
singleWcellJRNqJsequencingJdata 26

6 somparisonJofJslusteringJMethodsJforJxighWtimensionalJSingleWsellJvlowJandJMassJsytometryJtata 1

5 SampleQsjJrobustJmultivariateVJmultiWcelltypeVJmultiWsampleJqualityJcontrolJforJsingleJcellJdata 1

4 toubletJidentificationJinJsingleWcellJsequencingJdataJusingJsctblvinderXJFxwwwResearchVaZVJigi 3.6 9

3 pubassistantXchjJconsolidatingJpublicationJprofilesJofJresearchersXJFxwwwResearchVaZVJihi 3.6

2 pubassistantXchjJconsolidatingJpublicationJprofilesJofJresearchersXJFxwwwResearchVaZVJihi 3.6

1 toubletJidentificationJinJsingleWcellJsequencingJdataJusingJsctblvinderXJFxwwwResearchVaZVJigi 3.6 1
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