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j Paper IF Citations

150 SelectionLanalysisLidentifiesLunusualLclusteredLmutationalLchangesLinLOmicronLlineageLsrZbLthatL
likelyLimpactLSpikeLfunctionZL2022XL 8

149 TLcellLresponsesLtoLSrRSYtoVYcLspikeLcrossYrecognizeLOmicronZZLNatureXL2022XL 50.4 78

148 SrRSYtoVYcLprolongedLinfectionLduringLadvancedLyzVLdiseaseLevolvesLextensiveLimmuneLescapeZZL
CelleHosteandeMicrobeXL2022XL 23.4 22

147 RapidLepidemicLexpansionLofLtheLSrRSYtoVYcLOmicronLvariantLinLsouthernLrfricaZZLNatureXL2022XL 50.4 205

146
ReducedLamplificationLefficiencyLofLtheLRNrYdependentYRNrYpolymeraseLtargetLenablesLtrackingL
ofLtheLueltaLSrRSYtoVYcLvariantLusingLroutineLdiagnosticLtestsZZLJournaleofeVirologicaleMethodsXL2022
XLdacXLbbeehb

2.6 3

145 vscapeLfromLrecognitionLofLSrRSYtoVYcLvariantLspikeLepitopesLbutLoverallLpreservationLofLTLcellL
immunityZLScienceeTranslationaleMedicineXL2022XLbeXL 17.5 14

144 xenomicLepidemiologyLrevealsLtheLimpactLofLnationalLandLinternationalLrestrictionsLmeasuresLonL
theLSrRSYtoVYcLepidemicLinLsrazilZL2022XL 1

143 ReplacementLofLtheLxammaLbyLtheLueltaLvariantLinLsrazilkLzmpactLofLlineageLdisplacementLonLtheL
ongoingLpandemicZZLViruseEvolutionXL2022XLiXLveacace 3.7 1

142 TheLgeographyLandLinterYcommunityLconfigurationLofLnewLsexualLpartnershipLformationLinLaLruralL
SouthLrfricanLpopulationLoverLfourteenLyearsLTcaadâ��cabgUZLPLOSeGlobalePubliceHealthXL2022XLcXLeaaaaaff

141
vffectivenessLofLtheLrdcgZtOVcZSLvaccineLinLhealthYcareLworkersLinLSouthLrfricaLTtheLSisonkeL
studyUkLresultsLfromLaLsingleYarmXLopenYlabelXLphaseLdsXLimplementationLstudyZZLLancetreTheXL2022XL
djjXLbbebYbbfd

40 7

140 SelectionLanalysisLidentifiesLclustersLofLunusualLmutationalLchangesLinLOmicronLlineageLsrZbLthatL
likelyLimpactLSpikeLfunctionZZLMoleculareBiologyeandeEvolutionXL2022XL 8.3 10

139 rLRetrospectiveLOverviewLofLZikaLVirusLvvolutionLinLtheLMidwestLofLsrazilZZLMicrobiologyeSpectrumXL
2022XLeaabffcc 8.9 0

138 vmergenceLandLphenotypicLcharacterizationLofLtheLglobalLSrRSYtoVYcLtZbZcLlineageZZLNaturee
CommunicationsXL2022XLbdXLbjhg 17.4 3

137 yzVYbLvvolutionaryLuynamicsLunderLNonsuppressiveLrntiretroviralLTherapyZZLMBioXL2022XLeaacgjcc 7.8 0

136 tomparisonLofLSrRSYtoVYcLsequencingLusingLtheLONTLxridzONLandLtheLzlluminaLMiSeqZZLBMCe
GenomicsXL2022XLcdXLdbj 4.5 2

135 OmicronLextensivelyLbutLincompletelyLescapesLPfizerLsNTbgcbcLneutralizationZZLNatureXL2021XL 50.4 209

134 SrRSYtoVYcLOmicronLhasLextensiveLbutLincompleteLescapeLofLPfizerLsNTbgcbcLelicitedL
neutralizationLandLrequiresLrtvcLforLinfectionZL2021XL 130
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133 OmicronLinfectionLenhancesLneutralizingLimmunityLagainstLtheLueltaLvariantZL2021XL 15

132 rLyearLofLgenomicLsurveillanceLrevealsLhowLtheLSrRSYtoVYcLpandemicLunfoldedLinLrfricaZLScienceXL
2021XLdheXLecdYedb 33.3 35

131 yzVYbLdrugLresistanceLinLadultsLandLadolescentsLonLproteaseLinhibitorYbasedLantiretroviralL
treatmentLinLβwaZuluYNatalLProvinceXLSouthLrfricaZLJournaleofeGlobaleAntimicrobialeResistanceXL2021XL 3.4 1

130 TheLpoliticalLtheatreLofLtheLUβSsLtravelLbanLonLSouthLrfricaZLLancetreTheXL2021XL 40 12

129 rfricakLtackleLyzVLandLtOVzuYbjLtogetherZLNatureXL2021XLgaaXLddYdg 50.4 9

128 yzVLstatusLaltersLdiseaseLseverityLandLimmuneLcellLresponsesLinLbetaLvariantLSrRSYtoVYcLinfectionL
waveZLELifeXL2021XLbaXL 8.9 8

127 rcquiredLyzVLdrugLresistanceLandLvirologicLmonitoringLinLaLyzVLhyperYendemicLsettingLinL
βwaZuluYNatalLProvinceXLSouthLrfricaZLAIDSeResearcheandeTherapyXL2021XLbiXLhe 3 0

126 vscapeLofLSrRSYtoVYcLfabYZVcLfromLneutralizationLbyLconvalescentLplasmaZLNatureXL2021XLfjdXLbecYbeg 50.4 344

125 TheLemergenceLandLongoingLconvergentLevolutionLofLtheLNfabYLlineagesLcoincidesLwithLaLmajorL
globalLshiftLinLtheLSrRSYtoVYcLselectiveLlandscapeL2021XL 46

124 uetectionLofLaLSrRSYtoVYcLvariantLofLconcernLinLSouthLrfricaZLNatureXL2021XLfjcXLediYeed 50.4 685

123 SrRSYtoVYcLfabYZVcLTsZbZdfbULelicitsLcrossYreactiveLneutralizingLantibodiesL2021XL 16

122 SrRSYtoVYcLfabYZVcLescapesLneutralizationLbyLSouthLrfricanLtOVzuYbjLdonorLplasmaZLNaturee
MedicineXL2021XLchXLgccYgcf 50.5 670

121 PeerYmediatedLyzVLassistedLpartnerLservicesLtoLidentifyLandLlinkLtoLcareLyzVYpositiveLandL
ytVYpositiveLpeopleLwhoLinjectLdrugskLaLcohortLstudyLprotocolZLBMJeOpenXL2021XLbbXLeaebaid 3 2

120 ShortLreportkLzntroductionLofLchikungunyaLvirusLvtSrLgenotypeLintoLtheLsrazilianLMidwestLandLitsL
dispersionLthroughLtheLrmericasZLPLoSeNeglectedeTropicaleDiseasesXL2021XLbfXLeaaajcja 4.8 2

119 wieldLandLclassroomLinitiativesLforLportableLsequenceYbasedLmonitoringLofLdengueLvirusLinLsrazilZL
NatureeCommunicationsXL2021XLbcXLccjg 17.4 3

118 vfficacyLofLNVXYtoVcdhdLtovidYbjLVaccineLagainstLtheLsZbZdfbLVariantZLNeweEnglandeJournaleofe
MedicineXL2021XLdieXLbijjYbjaj 59.2 293

117 NewLSrRSYtoVYcLVariantsLYLtlinicalXLPublicLyealthXLandLVaccineLzmplicationsZLNeweEnglandeJournaleofe
MedicineXL2021XLdieXLbiggYbigi 59.2 340

116 vpidemiologicLyistoryLandLxeneticLuiversityLOriginsLofLthikungunyaLandLuengueLVirusesXLParaguayZL
EmergingeInfectiouseDiseasesXL2021XLchXLbdjdYbeae 10.2 0
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115 MultiplexLqPtRLdiscriminatesLvariantsLofLconcernLtoLenhanceLglobalLsurveillanceLofLSrRSYtoVYcZL
PLoSeBiologyXL2021XLbjXLedaabcdg 9.7 85

114 vfficacyLofLtheLthrdOxbLntoVYbjLtovidYbjLVaccineLagainstLtheLsZbZdfbLVariantZLNeweEnglande
JournaleofeMedicineXL2021XLdieXLbiifYbiji 59.2 639

113 trossYReactiveLNeutralizingLrntibodyLResponsesLvlicitedLbyLSrRSYtoVYcLfabYZVcLTsZbZdfbUZLNewe
EnglandeJournaleofeMedicineXL2021XLdieXLcbgbYcbgd 59.2 63

112 SrRSYtoVYcLVariantsLofLznterestLandLtoncernLnamingLschemeLconduciveLforLglobalLdiscourseZL
NatureeMicrobiologyXL2021XLgXLicbYicd 26.6 91

111 ReducedLantibodyLcrossYreactivityLfollowingLinfectionLwithLsZbZbZhLthanLwithLparentalLSrRSYtoVYcL
strainsZLELifeXL2021XLbaXL 8.9 26

110 yzVYbLandLSrRSYtoVYckLPatternsLinLtheLevolutionLofLtwoLpandemicLpathogensZLCelleHosteandeMicrobeXL
2021XLcjXLbajdYbbba 23.4 19

109 varlyLtransmissionLofLSrRSYtoVYcLinLSouthLrfricakLrnLepidemiologicalLandLphylogeneticLreportZL
InternationaleJournaleofeInfectiouseDiseasesXL2021XLbadXLcdeYceb 10.5 37

108 SrRSYtoVYcLfabYZVcLescapesLneutralizationLbyLSouthLrfricanLtOVzuYbjLdonorLplasmaL2021XL 183

107 SixteenLnovelLlineagesLofLSrRSYtoVYcLinLSouthLrfricaZLNatureeMedicineXL2021XLchXLeeaYeeg 50.5 206

106
UsingLtheLvmanuelLwrameworkLtoLvxploreLtheLvthicalLzssuesLRaisedLinLaLParticipatoryLVisualL
ResearchLProjectLinLRuralLSouthLrfricaZLJournaleofeEmpiricaleResearcheoneHumaneResearcheEthicsXL
2021XLbgXLdYbe

1.6 0

105 MultipleLvarlyLzntroductionsLofLSrRSYtoVYcLtoLtapeLTownXLSouthLrfricaZLVirusesXL2021XLbdXL 6.2 9

104 ShortLReportkLvarlyLgenomicLdetectionLofLSrRSYtoVYcLPZbLvariantLinLNortheastLsrazilZLPLoSe
NeglectedeTropicaleDiseasesXL2021XLbfXLeaaajfjb 4.8 5

103 TwoLdosesLofLSrRSYtoVYcLvaccinationLinduceLrobustLimmuneLresponsesLtoLemergingLSrRSYtoVYcL
variantsLofLconcernZLNatureeCommunicationsXL2021XLbcXLfagb 17.4 42

102 xlobalLdisparitiesLinLSrRSYtoVYcLgenomicLsurveillanceL2021XL 26

101 SrRSYtoVYcLevolvedLduringLadvancedLyzVLdiseaseLimmunosuppressionLhasLsetaYlikeLescapeLofL
vaccineLandLueltaLinfectionLelicitedLimmunityZL2021XL 12

100 zmplementationLofLanLefficientLSrRSYtoVYcLspecimenLpoolingLstrategyLforLhighLthroughputL
diagnosticLtestingZLScientificeReportsXL2021XLbbXLbhhjd 4.9 2

99 TheLemergenceLandLongoingLconvergentLevolutionLofLtheLSrRSYtoVYcLNfabYLlineagesZLCellXL2021XL
bieXLfbijYfcaaZeh 56.2 61

98 TheLbiologicalLandLclinicalLsignificanceLofLemergingLSrRSYtoVYcLvariantsZLNatureeReviewseGeneticsXL
2021XLccXLhfhYhhd 30.1 175
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97 zmmunogenicityLofLSrRSYtoVYcLinfectionLandLrdcgZtoVcZSLvaccinationLinLpeopleLlivingLwithLyzVZL
ClinicaleInfectiouseDiseasesXL2021XL 11.6 6

96 vscapeLfromLrecognitionLofLSrRSYtoVYcLsetaLvariantLspikeLepitopesLbutLoverallLpreservationLofLTL
cellLimmunityZZLScienceeTranslationaleMedicineXL2021XLeabjgice 17.5 4

95 rLgenomicsLnetworkLestablishedLtoLrespondLrapidlyLtoLpublicLhealthLthreatsLinLSouthLrfricaZLLancete
MicrobereTheXL2020XLbXLeccjYecda 22.2 30

94 NewLxenomesLfromLtheLtongoLsasinLvxpandLyistoryLofLtRwab_rvLOriginLandLuisseminationZLAIDSe
ResearcheandeHumaneRetrovirusesXL2020XLdgXLfheYfic 1.6 2

93
SamplingLbiasLandLincorrectLrootingLmakeLphylogeneticLnetworkLtracingLofLSrRSYtOVYcLinfectionsL
unreliableZLProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaXL2020XL
bbhXLbcfccYbcfcd

11.5 46

92 PervasiveLandLnonYrandomLrecombinationLinLnearLfullYlengthLyzVLgenomesLfromLUgandaZLViruse
EvolutionXL2020XLgXLveaaaae 3.7 3

91 xenomeLuetectiveLtoronavirusLTypingLToolLforLrapidLidentificationLandLcharacterizationLofLnovelL
coronavirusLgenomesZLBioinformaticsXL2020XLdgXLdffcYdfff 7.2 89

90 xenomicLandLvpidemiologicalLSurveillanceLofLZikaLVirusLinLtheLrmazonLRegionZLCelleReportsXL2020XL
daXLcchfYccidZeh 10.6 24

89 QuantifyingLyzVLtransmissionLflowLbetweenLhighYprevalenceLhotspotsLandLsurroundingL
communitieskLaLpopulationYbasedLstudyLinLRakaiXLUgandaZLLanceteHIVrtheXL2020XLhXLebhdYebid 7.8 26

88 xenomeLuetectiveLtoronavirusLTypingLToolLforLrapidLidentificationLandLcharacterizationLofLnovelL
coronavirusLgenomesL2020XL 10

87 varlyLtransmissionLofLSrRSYtoVYcLinLSouthLrfricakLrnLepidemiologicalLandLphylogeneticLreportL2020
XL 20

86 yighLResolutionLanalysisLofLTransmissionLuynamicsLofLSarsYtovYcLinLTwoLMajorLyospitalLOutbreaksL
inLSouthLrfricaLLeveragingLzntrahostLuiversityL2020XL 15

85 ReturnLofLtheLfounderLthikungunyaLvirusLtoLitsLplaceLofLintroductionLintoLsrazilLisLrevealedLbyL
genomicLcharacterizationLofLexanthematicLdiseaseLcasesZLEmergingeMicrobeseandeInfectionsXL2020XLjXLfdYfh18.9 7

84 rddingLaLVoiceLtoLtheLUniqueLvthicalLtonsiderationsLinLMolecularLyzVLSurveillanceZLAmericane
JournaleofeBioethicsXL2020XLcaXLdeYdg 1.1 1

83 UnlockingLtheLefficiencyLofLgenomicsLlaboratoriesLwithLroboticLliquidYhandlingZLBMCeGenomicsXL2020
XLcbXLhcj 4.5 6

82 ReducedLefficacyLofLyzVYbLintegraseLinhibitorsLinLpatientsLwithLdrugLresistanceLmutationsLinLreverseL
transcriptaseZLNatureeCommunicationsXL2020XLbbXLfjcc 17.4 22

81 TheLongoingLtOVzuYbjLepidemicLinLMinasLxeraisXLsrazilkLinsightsLfromLepidemiologicalLdataLandL
SrRSYtoVYcLwholeLgenomeLsequencingZLEmergingeMicrobeseandeInfectionsXL2020XLjXLbiceYbide 18.9 26

80 zmpactLofLpretreatmentLlowYabundanceLyzVYbLdrugYresistantLvariantsLonLvirologicalLfailureLamongL
yzVYb_TsYcoYinfectedLindividualsZLJournaleofeAntimicrobialeChemotherapyXL2020XLhfXLddbjYddcg 5.1 2
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79 WholeLxenomeLSequencingLofLSrRSYtoVYckLrdaptingLzlluminaLProtocolsLforLQuickLandLrccurateL
OutbreakLznvestigationLduringLaLPandemicZLGenesXL2020XLbbXL 4.2 39

78 tirculationLofLchikungunyaLvirusLvast_tentral_SouthLrfricanLlineageLinLRioLdeL–aneiroXLsrazilZLPLoSe
ONEXL2019XLbeXLeacbhihb 3.7 16

77 rLcomputationalLmethodLforLtheLidentificationLofLuengueXLZikaLandLthikungunyaLvirusLspeciesLandL
genotypesZLPLoSeNeglectedeTropicaleDiseasesXL2019XLbdXLeaaahcdb 4.8 17

76 TrendsLinLPretreatmentLyzVYbLurugLResistanceLinLrntiretroviralLTherapyYnaiveLrdultsLinLSouthL
rfricaXLcaaaYcabgkLrLPooledLSequenceLrnalysisZLEClinicalMedicineXL2019XLjXLcgYde 11.3 29

75 varlyLxenomicLuetectionLofLtosmopolitanLxenotypeLofLuengueLVirusLSerotypeLcXLrngolaXLcabiZL
EmergingeInfectiouseDiseasesXL2019XLcfXLhieYhih 10.2 17

74 znferringLyzVYbLtransmissionLnetworksLandLsourcesLofLepidemicLspreadLinLrfricaLwithL
deepYsequenceLphylogeneticLanalysisZLNatureeCommunicationsXL2019XLbaXLbebb 17.4 26

73 TheLeffectLofLinterventionsLonLtheLtransmissionLandLspreadLofLyzVLinLSouthLrfricakLaLphylodynamicL
analysisZLScientificeReportsXL2019XLjXLcgea 4.9 5

72 turrentLrffairsLofLMicrobialLxenomeYWideLrssociationLStudieskLrpproachesXLsottlenecksLandL
rnalyticalLPitfallsZLFrontierseineMicrobiologyXL2019XLbaXLdbbj 5.7 20

71 xenomeLuetectivekLanLautomatedLsystemLforLvirusLidentificationLfromLhighYthroughputLsequencingL
dataZLBioinformaticsXL2019XLdfXLihbYihd 7.2 109

70 vthicalLissuesLassociatedLwithLyzVLmolecularLepidemiologykLaLqualitativeLexploratoryLstudyLusingL
inductiveLanalyticLapproachesZLBMCeMedicaleEthicsXL2019XLcaXLgh 2.9 6

69 TrendsLinLyzVLPreventionXLTreatmentXLandLzncidenceLinLaLyyperendemicLrreaLofLβwaZuluYNatalXL
SouthLrfricaZLJAMAeNetworkeOpenXL2019XLcXLebjbedhi 10.4 17

68 ueclinesLinLyzVLincidenceLamongLmenLandLwomenLinLaLSouthLrfricanLpopulationYbasedLcohortZL
NatureeCommunicationsXL2019XLbaXLfeic 17.4 43

67 SociobehavioralLandLcommunityLpredictorsLofLunsuppressedLyzVLviralLloadkLmultilevelLresultsLfromLaL
hyperendemicLruralLSouthLrfricanLpopulationZLAidsXL2019XLddXLffjYfgj 3.5 6

66 ModerateYtoYyighLLevelsLofLPretreatmentLyzVLurugLResistanceLinLβwaZuluYNatalLProvinceXLSouthL
rfricaZLAIDSeResearcheandeHumaneRetrovirusesXL2019XLdfXLbcjYbdi 1.6 15

65 vxpertsSLPerspectivesLonLβeyLvthicalLzssuesLrssociatedLWithLyzVLPhylogeneticsLasLrppliedLinLyzVL
TransmissionLuynamicsLResearchZLJournaleofeEmpiricaleResearcheoneHumaneResearcheEthicsXL2019XLbeXLgbYhh1.6 6

64
PredictedLantiviralLactivityLofLtenofovirLversusLabacavirLinLcombinationLwithLaLcytosineLanalogueLandL
theLintegraseLinhibitorLdolutegravirLinLyzVYbYinfectedLSouthLrfricanLpatientsLinitiatingLorLfailingL
firstYlineLrRTZLJournaleofeAntimicrobialeChemotherapyXL2019XLheXLehdYehj

5.1 10

63
zmpactLofLNextYgenerationLSequencingLuefinedLyumanLzmmunodeficiencyLVirusLPretreatmentLurugL
ResistanceLonLVirologicalLOutcomesLinLtheLrNRSLbccejLTreatmentYasYPreventionLTrialZLClinicale
InfectiouseDiseasesXL2019XLgjXLcahYcbe

11.6 38

62 vthicalLissuesLassociatedLwithLyzVLphylogeneticsLinLyzVLtransmissionLdynamicsLresearchkLrLreviewLofL
theLliteratureLusingLtheLvmanuelLwrameworkZLDevelopingeWorldeBioethicsXL2019XLbjXLcfYdf 2.6 11
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61
yzVYbLdrugLresistanceLbeforeLinitiationLorLreYinitiationLofLfirstYlineLantiretroviralLtherapyLinL
lowYincomeLandLmiddleYincomeLcountrieskLaLsystematicLreviewLandLmetaYregressionLanalysisZLLancete
InfectiouseDiseasesreTheXL2018XLbiXLdegYdff

25.5 200

60 UniversalLtestLandLtreatLandLtheLyzVLepidemicLinLruralLSouthLrfricakLaLphaseLeXLopenYlabelXL
communityLclusterLrandomisedLtrialZLLanceteHIVrtheXL2018XLfXLebbgYebcf 7.8 140

59 LongitudinalLTrendsLinLtheLPrevalenceLofLuetectableLyzVLViremiakLPopulationYsasedLvvidenceLwromL
RuralLβwaZuluYNatalXLSouthLrfricaZLClinicaleInfectiouseDiseasesXL2018XLggXLbcfeYbcga 11.6 9

58 zncidenceLrateLestimationXLperiodicLtestingLandLtheLlimitationsLofLtheLmidYpointLimputationL
approachZLInternationaleJournaleofeEpidemiologyXL2018XLehXLcdgYcef 7.8 36

57 uolutegravirLforLfirstYlineLantiretroviralLtherapyLinLlowYincomeLandLmiddleYincomeLcountrieskL
uncertaintiesLandLopportunitiesLforLimplementationLandLresearchZLLanceteHIVrtheXL2018XLfXLeeaaYeeae 7.8 44

56 yighLpercentageLofLundiagnosedLyzVLcasesLwithinLaLhyperendemicLSouthLrfricanLcommunitykLaL
populationYbasedLstudyZLJournaleofeEpidemiologyeandeCommunityeHealthXL2018XLhcXLbgiYbhc 5.1 21

55 tommunityLengagementLwithLyzVLdrugLadherenceLinLruralLSouthLrfricakLaLtransdisciplinaryL
approachZLMedicaleHumanitiesXL2018XLeeXLcdjYceg 1.4 8

54 tombiningLPhylogeneticLandLNetworkLrpproachesLtoLzdentifyLyzVYbLTransmissionLLinksLinLSanL
MateoLtountyXLtaliforniaZLFrontierseineMicrobiologyXL2018XLjXLchjj 5.7 5

53 yTLVYbarLintroductionLintoLsrazilLandLitsLassociationLwithLtheLtransYrtlanticLslaveLtradeZLInfectionre
GeneticseandeEvolutionXL2017XLeiXLjfYbab 4.5 6

52 SensitiveLNextYxenerationLSequencingLMethodLRevealsLueepLxeneticLuiversityLofLyzVYbLinLtheL
uemocraticLRepublicLofLtheLtongoZLJournaleofeVirologyXL2017XLjbXL 6.6 26

51 TransmissionLnetworksLandLriskLofLyzVLinfectionLinLβwaZuluYNatalXLSouthLrfricakLaLcommunityYwideL
phylogeneticLstudyZLLanceteHIVrtheXL2017XLeXLeebYefa 7.8 158

50
yzVYbLfullYgenomeLphylogeneticsLofLgeneralizedLepidemicsLinLsubYSaharanLrfricakLimpactLofLmissingL
nucleotideLcharactersLinLnextYgenerationLsequencesZLAIDSeResearcheandeHumaneRetrovirusesXL2017XL
ddXLbaidYbaji

1.6 13

49 MutationalLtorrelatesLofLVirologicalLwailureLinLzndividualsLReceivingLaLWyOYRecommendedL
TenofovirYtontainingLwirstYLineLRegimenkLrnLznternationalLtollaborationZLEBioMedicineXL2017XLbiXLccfYcdf8.8 25

48
OccultLyzVYbLdrugLresistanceLtoLthymidineLanaloguesLfollowingLfailureLofLfirstYlineLtenofovirL
combinedLwithLaLcytosineLanalogueLandLnevirapineLorLefavirenzLinLsubLSaharanLrfricakLaL
retrospectiveLmultiYcentreLcohortLstudyZLLanceteInfectiouseDiseasesreTheXL2017XLbhXLcjgYdae

25.5 46

47 SpreadLofLyellowLfeverLvirusLoutbreakLinLrngolaLandLtheLuemocraticLRepublicLofLtheLtongoL
cabfYbgkLaLmodellingLstudyZLLanceteInfectiouseDiseasesreTheXL2017XLbhXLddaYddi 25.5 140

46
VirologicalLOutcomesLofLSecondYlineLProteaseLznhibitorYsasedLTreatmentLforLyumanL
zmmunodeficiencyLVirusLTypeLbLinLaLyighYPrevalenceLRuralLSouthLrfricanLSettingkLrL
tompetingYRisksLProspectiveLtohortLrnalysisZLClinicaleInfectiouseDiseasesXL2017XLgeXLbaagYbabg

11.6 26

45
RatesLofLvirologicalLsuppressionLandLdrugLresistanceLinLadultLyzVYbYpositiveLpatientsLattendingL
primaryLhealthcareLfacilitiesLinLβwaZuluYNatalXLSouthLrfricaZLJournaleofeAntimicrobialeChemotherapyXL
2017XLhcXLdbebYdbei

5.1 16

44 SocialLuisequilibriumLandLtheLRiskLofLyzVLrcquisitionkLrLMultilevelLStudyLinLRuralLβwaZuluYNatalL
ProvinceXLSouthLrfricaZLJournaleofeAcquiredeImmuneeDeficiencyeSyndromesenw999oXL2017XLhfXLbgeYbhe 3.1 15

(2017-2018)
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43 vffectLofLpopulationLviralLloadLonLprospectiveLyzVLincidenceLinLaLhyperendemicLruralLrfricanL
communityZLScienceeTranslationaleMedicineXL2017XLjXL 17.5 41

42 MicrobialLgenomeYwideLassociationLstudieskLlessonsLfromLhumanLxWrSZLNatureeReviewseGeneticsXL
2017XLbiXLebYfa 30.1 137

41
yighLRatesLofLTransmissionLofLurugYresistantLyzVLinLrrubaLResultingLinLReducedLSusceptibilityLtoL
theLWyOLRecommendedLwirstYlineLRegimenLinLNearlyLyalfLofLNewlyLuiagnosedLyzVYinfectedL
PatientsZLClinicaleInfectiouseDiseasesXL2017XLgeXLbajcYbajh

11.6 7

40 OriginXLimportsLandLexportsLofLyzVYbLsubtypeLtLinLSouthLrfricakLrLhistoricalLperspectiveZLInfectionre
GeneticseandeEvolutionXL2016XLegXLcaaYcai 4.5 22

39
xlobalLepidemiologyLofLdrugLresistanceLafterLfailureLofLWyOLrecommendedLfirstYlineLregimensLforL
adultLyzVYbLinfectionkLaLmulticentreLretrospectiveLcohortLstudyZLLanceteInfectiouseDiseasesreTheXL
2016XLbgXLfgfYfhf

25.5 175

38
UnderstandingLSpecificLtontextsLofLrntiretroviralLTherapyLrdherenceLinLRuralLSouthLrfricakLrL
ThematicLrnalysisLofLuigitalLStoriesLfromLaLtommunityLwithLyighLyzVLPrevalenceZLPLoSeONEXL2016XL
bbXLeabeiiab

3.7 14

37 xenomeYWideLrssociationLStudyLofLyzVLWholeLxenomeLSequencesLValidatedLusingLurugL
ResistanceZLPLoSeONEXL2016XLbbXLeabgdheg 3.7 13

36 TheLuevelopmentLofLtomputationalLsiologyLinLSouthLrfricakLSuccessesLrchievedLandLLessonsL
LearntZLPLoSeComputationaleBiologyXL2016XLbcXLebaaedjf 5 9

35
zncreasingLyzVYbLurugLResistanceLsetweenLcabaLandLcabcLinLrdultsLParticipatingLinL
PopulationYsasedLyzVLSurveillanceLinLRuralLβwaZuluYNatalXLSouthLrfricaZLAIDSeResearcheandeHumane
RetrovirusesXL2016XLdcXLhgdYj

1.6 28

34 UsingLnearlyLfullYgenomeLyzVLsequenceLdataLimprovesLphylogenyLreconstructionLinLaLsimulatedL
epidemicZLScientificeReportsXL2016XLgXLdjeij 4.9 20

33 PrNxvrYyzVkLphylogeneticsLforLgeneralisedLepidemicsLinLrfricaZLLanceteInfectiouseDiseasesreTheXL
2015XLbfXLcfjYgb 25.5 39

32 PhylogeneticLstudiesLofLtransmissionLdynamicsLinLgeneralizedLyzVLepidemicskLanLessentialLtoolL
whereLtheLburdenLisLgreatestpZLJournaleofeAcquiredeImmuneeDeficiencyeSyndromesenw999oXL2014XLghXLbibYjf3.1 68

31 uetectionLofLtransmissionLclustersLofLyzVYbLsubtypeLtLoverLaLcbYyearLperiodLinLtapeLTownXLSouthL
rfricaZLPLoSeONEXL2014XLjXLebajcjg 3.7 8

30 zmplementingLyzVYbLgenotypicLresistanceLtestingLinLantiretroviralLtherapyLprogramsLinLrfricakL
needsXLopportunitiesXLandLchallengesZLAIDSeReviewsXL2013XLbfXLccbYj 1.5 26

29 SrRSYtoVYcLxeneticLdiversityLandLlineageLdynamicsLofLinLvgypt 3

28 PersistentLSrRSYtoVYcLznfectionLwithLrccumulationLofLMutationsLinLaLPatientLwithLPoorlyL
tontrolledLyzVLznfectionZLSSRNeElectroniceJournalX 1 5

27 RapidLepidemicLexpansionLofLtheLSrRSYtoVYcLOmicronLvariantLinLsouthernLrfricaZLNatureX 50.4 20

26 OmicronLextensivelyLbutLincompletelyLescapesLPfizerLsNTbgcbcLneutralizationZLNatureX 50.4 31
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25 RapidLepidemicLexpansionLofLtheLSrRSYtoVYcLOmicronLvariantLinLsouthernLrfrica 12

24 ReducedLamplificationLefficiencyLofLtheLRNrYdependentYRNrYpolymeraseLTRdRpULtargetLenablesL
trackingLofLtheLueltaLSrRSYtoVYcLvariantLusingLroutineLdiagnosticLtests 1

23 zmmunogenicityLofLSrRSYtoVYcLinfectionLandLrdcgZtoVcZSLvaccinationLinLpeopleLlivingLwithLyzV 1

22 TheLongoingLtOVzuYbjLepidemicLinLMinasLxeraisXLsrazilkLinsightsLfromLepidemiologicalLdataLandL
SrRSYtoVYcLwholeLgenomeLsequencing 5

21 WholeLxenomeLSequencingLofLSrRSYtoVYckLrdaptingLzlluminaLProtocolsLforLQuickLandLrccurateL
OutbreakLznvestigationLuuringLaLPandemic 4

20 MajorLnewLlineagesLofLSrRSYtoVYcLemergeLandLspreadLinLSouthLrfricaLduringLlockdown 8

19 yzVLstatusLaltersLdiseaseLseverityLandLimmuneLcellLresponsesLinL˛†LvariantLSrRSYtoVYcLinfectionLwave 15

18 vmergenceLandLrapidLspreadLofLaLnewLsevereLacuteLrespiratoryLsyndromeYrelatedLcoronavirusLcL
TSrRSYtoVYcULlineageLwithLmultipleLspikeLmutationsLinLSouthLrfrica 446

17 TheLtNSLinLtheLfaceLofLrRTLcontainsLTLcellLoriginLyzVLwhichLcanLleadLtoLdrugLresistance 2

16 vxternalLintroductionsLhelpedLdriveLandLsustainLtheLhighLincidenceLofLyzVYbLinLruralLβwaZuluYNatalXL
SouthLrfrica 1

15 TwoLdosesLofLSrRSYtoVYcLvaccinationLinduceLmoreLrobustLimmuneLresponsesLtoLemergingL
SrRSYtoVYcLvariantsLofLconcernLthanLdoesLnaturalLinfectionZ 7

14 PreliminaryLvfficacyLofLtheLNVXYtoVcdhdLtovidYbjLVaccineLrgainstLtheLsZbZdfbLVariant 18

13 rLnovelLvariantLofLinterestLofLSrRSYtoVYcLwithLmultipleLspikeLmutationsLdetectedLthroughLtravelL
surveillanceLinLrfrica 17

12 rLyearLofLgenomicLsurveillanceLrevealsLhowLtheLSrRSYtoVYcLpandemicLunfoldedLinLrfrica 3

11 PersistentLSrRSYtoVYcLinfectionLandLintraYhostLevolutionLinLassociationLwithLadvancedLyzVLinfection 32

10 LossLofLrecognitionLofLSrRSYtoVYcLsZbZdfbLvariantLspikeLepitopesLbutLoverallLpreservationLofLTLcellLimmunity 4

9 xenomicLepidemiologyLofLSrRSYtoVYcLinLMauritiusLrevealsLaLnewLwaveLofLinfectionsLdominatedLbyL
theLsZbZbZdbiXLaLvariantLunderLinvestigation 5

8 SrRSYtoVYcLcellYtoYcellLspreadLoccursLrapidlyLandLisLinsensitiveLtoLantibodyLneutralization 7

(-)

9



7 vscapeLofLSrRSYtoVYcLfabYZVcLfromLneutralizationLbyLconvalescentLplasma 71

6 SafetyLandLefficacyLofLtheLthrdOxbLntoVYbjLTrZubcccULtovidYbjLvaccineLagainstLtheLsZbZdfbL
variantLinLSouthLrfrica 25

5 vmergenceLandLphenotypicLcharacterizationLofLtZbZcXLaLgloballyLdetectedLlineageLthatLrapidlyL
accumulatedLmutationsLofLconcern 23

4 RapidLreplacementLofLtheLsetaLvariantLbyLtheLueltaLvariantLinLSouthLrfrica 17

3 tontinuedLvmergenceLandLvvolutionLofLOmicronLinLSouthLrfricakLNewLsrZeLandLsrZfLlineages 7

2 OmicronLsubYlineagesLsrZe_srZfLescapeLsrZbLinfectionLelicitedLneutralizingLimmunity 7

1 rnLearlyLwarningLsystemLforLemergingLSrRSYtoVYcLvariantsZLNatureeMedicineX 50.5 2
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