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Transcriptional Profiling Reveals Coordinated Up-Regulation of Oxidative Metabolism Genes in

Thyroid Oncocytic Tumors. Journal of Clinical Endocrinology and Metabolism, 2004, 89, 994-1005. 3.6 80

CD8 + T Cells from Human Neonates Are Biased toward an Innate Immune Response. Cell Reports, 2016,
17,2151-2160.

Gene expression profiling of 1p353€“36 genes in neuroblastoma. Oncogene, 2004, 23, 5912-5922. 5.9 60
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Gene profiling reveals specific oncogenic mechanisms and signaling pathways in oncocytic and
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