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ARTICLE IF CITATIONS

Bacterial vaginosis-associated vaFinaI microbiota is an age-independent risk factor for Chlamydia
trachomatis, Mycoplasma genitalium and Trichomonas vaginalis infections in low-risk women, St.

Petersburg, Russia. European Journal of Clinical Microbiology and Infectious Diseases, 2020, 39,

Significant shifts in the distribution of vaccine capsular polysaccharide types and rates of
antimicrobial resistance of perinatal groug B streptococci within the last decade in St. Petersburg, 2.9 4
Russia. European Journal of Clinical Microbiology and Infectious Diseases, 2020, 39, 1487-1493.

Quantitation of all Four Gardnerella vaginalis Clades Detects Abnormal Vaginal Microbiota

Characteristic of Bacterial Vaginosis More Accurately than Putative G.Avaginalis SialidaseAA Gene
Count. Molecular Diagnosis and Therapy, 2019, 23, 139-147.

Performance of the first commercial dual resistance assay, AmpliSens <i>Mycoplasma
genitalium«/i>-ML/FQ-Resist-FL, for detection of potential macrolide and quinolone
resistance-associated mutations and prevalence of <i>M. genitalium</i> resistance mutations in St.
Petersburg, Russia. Sexually Transmitted Infections, 0, , sextrans-2021-055249.
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