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A genetic and physical study of the interdomain linker of<i>E. Coli</i>AraC
protein-a<i>trans</i>-subunit communication pathway. Proteins: Structure, Function and
Bioinformatics, 2016, 84, 448-460.

Single-Molecule Chemo-Mechanical Spectroscopy Provides Structural Identity of Folding

Intermediates. Biophysical Journal, 2016, 110, 1280-1290. 0.5 19

Phosphorylation Increases Persistence Length and End-to-End Distance of a Segment of Tau Protein.
Biophysical Journal, 2016, 110, 362-371.

Time-Dependent Spectral Shifts in Tryptophan Fluorescence: Bridging Experiments with Molecular
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