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MendelianMrandomizationMstudydMInternationalfJournalfoffEpidemiologybM2020bMkpbMggmicggnh 7.8 32
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BiologyfandfMedicinebM2009bMknbMoficgi 7.8 31

66 PhenoSp–qManMintegratedMtoolkitMforMphenotypicMcorrelationMestimationMandMmultipleMtestingM
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62 αxploitingMhorizontalMpleiotropyMtoMsearchMforMcausalMpathwaysMwithinMaMMendelianMrandomizationM
frameworkdMNaturefCommunicationsbM2020bMggbMgfgf 17.4 23
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60 LipidsbMobesityMandMgallbladderMdiseaseMinMwomenqMinsightsMfromMgeneticMstudiesMusingMtheM
cardiovascularMgeneccentricMlfKMSNPMarraydMEuropeanfJournalfoffHumanfGeneticsbM2016bMhkbMgfmcgh 5.3 20

59
PituitaryMadenylateccyclasecactivatingMpolypeptideMstimulatesMprotoconcogeneMexpressionMandM
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20

58 GeneticMpredictorsMofMparticipationMinMoptionalMcomponentsMofMUKMyiobankdMNaturefCommunicationsbM
2021bMghbMoom 17.4 20

57 TheMαffectMofMPlasmaMLipidsMandMLipidcLoweringMInterventionsMonMyoneMMineralM–ensityqMxMMendelianM
RandomizationMStudydMJournalfoffBonefandfMineralfResearchbM2020bMilbMghhkcghil 6.3 19

56 UsingMtheMMRcyaseMplatformMtoMinvestigateMriskMfactorsMandMdrugMtargetsMforMthousandsMofM
phenotypesdMWellcomefOpenfResearchbM2019bMkbMggi 4.8 18

55 xMPhenomecWideMMendelianMRandomizationMStudyMofMPancreaticMzancerMUsingMSummaryMGeneticM
–atadMCancerfEpidemiologyfBiomarkersfandfPreventionbM2019bMhobMhfnfchfno 4 17

54 xuthorMresponseqMTheMMRcyaseMplatformMsupportsMsystematicMcausalMinferenceMacrossMtheMhumanM
phenomeM2018bM 17

53 StructuralMmotifsMofMpituitaryMadenylateMcyclasecactivatingMpolypeptideMVPxzxPWMdefiningM
PxzgcreceptorMselectivitydMRegulatoryfPeptidesbM1999bMnpbMoicph 15

52 MendelianMrandomizationMforMstudyingMtheMeffectsMofMperturbingMdrugMtargetsdMWellcomefOpenf
ResearchbM2021bMmbMgm 4.8 15

51 TheMOntologyMofMyiologicalMandMzlinicalMStatisticsMVOyzSWMforMstandardizedMandMreproducibleM
statisticalManalysisdMJournalfoffBiomedicalfSemanticsbM2016bMnbMli 2.2 14

50 zirculatingMLipoproteinMLipidsbMxpolipoproteinsMandMIschemicMStrokedMAnnalsfoffNeurologybM2020bMoobMghhpcghim9.4 14

49 OyIycaMnovelMontologyMforMbiobankingdMJournalfoffBiomedicalfSemanticsbM2016bMnbMhi 2.2 13

48 zlinαpi–yqManMopencaccessMclinicalMepidemiologyMdatabaseMresourceMencouragingMonlineMexplorationM
ofMcomplexMstudiesdMGatesfOpenfResearchbM2019bMibMgmmg 2.4 12

47 UseMofMMendelianMandomizationMforMdentifyingMiskMactorsMforMrainMumorsdMFrontiersfinfGeneticsbM2018bM
pbMlhl 4.5 12

46 MendelianMRandomizationMxnalysisMRevealsMaMzausalMInfluenceMofMzirculatingMSclerostinMLevelsMonM
yoneMMineralM–ensityMandMFracturesdMJournalfoffBonefandfMineralfResearchbM2019bMikbMgohkcgoim 6.3 11

45 OntodogqMaMwebcbasedMontologyMcommunityMviewMgenerationMtooldMBioinformaticsbM2014bMifbMgikfch 7.2 11

44 UseMofMMendelianMRandomizationMtoMαxamineMzausalMInferenceMinMOsteoporosisdMFrontiersfinf
EndocrinologybM2019bMgfbMofn 5.7 10

43 RegulatingMtheMUxSeGxLkMsystemMinMadultMwithMTetcoffMGxLofMtransgenesdMPeerJbM2017bMlbMekgmn 3.1 10
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42 IdentifyingMdrugMtargetsMforMneurologicalMandMpsychiatricMdiseaseMviaMgeneticsMandMtheMbrainM
transcriptomedMPLoSfGeneticsbM2021bMgnbMegffphhk 6 10

41 xMFrameworkMforMGlobalMzollaborativeM–ataMManagementMforMMalariaMResearchdMAmericanfJournalfoff
TropicalfMedicinefandfHygienebM2015bMpibMghkcgih 3.2 9

40 piNαTqMaMversatileMwebMplatformMforMdownstreamManalysisMandMvisualizationMofMproteomicsMdatadM
NucleicfAcidsfResearchbM2020bMkobMWolcWpi 20.1 9

39 LongctermMuseMofMantibioticsMandMriskMofMtypeMhMdiabetesMinMwomenqMaMprospectiveMcohortMstudydM
InternationalfJournalfoffEpidemiologybM2020bMkpbMglnhcglog 7.8 8

38 VIzOqMOntologycbasedMrepresentationMandMintegrativeManalysisMofMVaccinationMInformedMzonsentM
formsdMJournalfoffBiomedicalfSemanticsbM2016bMnbMhf 2.2 7

37 zlinαpi–yqManMopencaccessMclinicalMepidemiologyMdatabaseMresourceMencouragingMonlineMexplorationM
ofMcomplexMstudiesdMGatesfOpenfResearchbM2019bMibMgmmg 2.4 7

36 OyOMFoundryMinMhfhgqMoperationalizingMopenMdataMprinciplesMtoMevaluateMontologiesdMDatabase:fthef
JournalfoffBiologicalfDatabasesfandfCurationbM2021bMhfhgbM 5 7

35 zollapsedMmethylationMquantitativeMtraitMlociManalysisMforMlowMfrequencyMandMrareMvariantsdMHumanf
MolecularfGeneticsbM2016bMhlbMkiipckikp 5.6 7

34 VIOqMontologyMclassificationMandMstudyMofMvaccineMresponsesMgivenMvariousMexperimentalMandM
analyticalMconditionsdMBMCfBioinformaticsbM2019bMhfbMnfk 3.6 7

33 MicrobiomeMMetadataMStandardsqMReportMofMtheMNationalMMicrobiomeM–ataMzollaborativeUsM
WorkshopMandMFollowcOnMxctivitiesdMMSystemsbM2021bMmbM 7.6 7

32
ModelingMaMmicrobialMcommunityMandMbiodiversityMassayMwithMOyOMFoundryMontologiesqMtheM
interoperabilityMgainsMofMaMmodularMapproachdMDatabase:fthefJournalfoffBiologicalfDatabasesfandf
CurationbM2015bMhfglbM

5 5

31
SequentialMsentinelMSNPMRegionalMxssociationMPlotsMVSSScRxPWqManMapproachMforMtestingM
independenceMofMSNPMassociationMsignalsMusingMmetacanalysisMdatadMAnnalsfoffHumanfGeneticsbM2013bM
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2.2 5

30 IntroducingMMcGzTxMaMSoftwareMPackageMtoMαstimateMMaternalMVorMPaternalWMGeneticMαffectsMonM
OffspringMPhenotypesdMBehaviorfGeneticsbM2020bMlfbMlgcmm 3.2 5

29 αpiGraph–yqMaMdatabaseMandMdataMminingMplatformMforMhealthMdataMsciencedMBioinformaticsbM2021bMinbMgifkcgigg7.2 5

28 OSzIqMstandardizedMstemMcellMontologyMrepresentationMandMuseMcasesMforMstemMcellMinvestigationdM
BMCfBioinformaticsbM2019bMhfbMgof 3.6 4

27 HxPRxPqMaMhaplotypecbasedMiterativeMmethodMforMstatisticalMfineMmappingMusingMGWxSMsummaryM
statisticsdMBioinformaticsbM2017bMiibMnpcom 7.2 4

26 TheMOntologyMforMParasiteMLifecycleMVOPLWqMtowardsMaMconsistentMvocabularyMofMlifecycleMstagesMinM
parasiticMorganismsdMJournalfoffBiomedicalfSemanticsbM2012bMibMl 2.2 4

25 xnnotzomputeqMannotationcbasedMexplorationMandMmetacanalysisMofMgenomicsMexperimentsdM
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24 TheMcausalMeffectsMofMserumMlipidsMandMapolipoproteinsMonMkidneyMfunctionqMmultivariableMandM
bidirectionalMMendeliancrandomizationManalysesdMInternationalfJournalfoffEpidemiologybM2021bMlfbMglmpcglnp7.8 4

23 OHMIqMtheMontologyMofMhostcmicrobiomeMinteractionsdMJournalfoffBiomedicalfSemanticsbM2019bMgfbMhl 2.2 4

22 MendelianMrandomisationMforMnutritionalMpsychiatrydMLancetfPsychiatrytthebM2020bMnbMhfochgm 23.3 3

21 ValidationMofMSusceptibilityMLociMforMVitiligoMIdentifiedMbyMGWxSMinMtheMzhineseMHanMPopulationdM
FrontiersfinfGeneticsbM2020bMggbMlkhhnl 4.5 3

20
VariationMinMSerumMPzSKpMVProproteinMzonvertaseMSubtilisineKexinMTypeMpWbMzardiovascularM–iseaseM
RiskbMandManMInvestigationMofMPotentialMUnanticipatedMαffectsMofMPzSKpMInhibitiondMCirculationf
GenomicfandfPrecisionfMedicinebM2019bMghbMeffhiil
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19 TheMOntologyMofMyiologicalMandMzlinicalMStatisticsMVOyzSWcbasedMstatisticalMmethodMstandardizationM
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18
xMzombinedMProteomicsMandMMendelianMRandomizationMxpproachMtoMInvestigateMtheMαffectsMofM
xspirincTargetedMProteinsMonMzolorectalMzancerdMCancerfEpidemiologyfBiomarkersfandfPreventionbM
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17 TheMOntologyMofMyiologicalMandMzlinicalMStatisticsMVOyzSWcbasedMstatisticalMmethodMstandardizationM
andMmetacanalysisMofMhostMresponsesMtoMyellowMfeverMvaccinesdMQuantitativefBiologybM2017bMlbMhpgcifg 3.9 2

16 αxpressionMofMHeatMShockMProteinMnfMIsMInsufficientMToMαxtendMLongevitydMG3:fGenestfGenomestf
GeneticsbM2019bMpbMkgpnckhfn 3.2 2

15 zomputationalMToolsMforMzausalMInferenceMinMGeneticsdMColdfSpringfHarborfPerspectivesfinfMedicinebM
2021bMggbM 5.4 2

14 zI–OMontologyMupdatesMandMsecondaryManalysisMofMhostMresponsesMtoMzOVI–cgpMinfectionMbasedMonM
ImmPortMreportsMandMliteraturedMJournalfoffBiomedicalfSemanticsbM2021bMghbMgo 2.2 2

13 xMproteomecwideMgeneticMinvestigationMidentifiesMseveralMSxRSczoVchcexploitedMhostMtargetsMofM
clinicalMrelevancedMELifebM2021bMgfbM 8.9 2

12 RegulatingMtheMUxSeGxLkMsystemMinMadultM–rosophilaMwithMTetcoffMGxLofMtransgenes 1

11 αxpressionMofMheatMshockMproteinMnfMisMinsufficientMtoMextend–rosophilaMmelanogasterlongevity 1

10 Microbiome–yqMaMsystemsMbiologyMplatformMforMintegratingbMminingMandManalyzingMmicrobiomeMexperiments 1

9 GWxSMMαTxcanalysisMfollowedMbyMMαN–αLIxNMrandomisationMrevealedMpotentialMcontrolM
mechanismsMforMcirculatingM˛–cklothoMlevelsdMHumanfMolecularfGeneticsbM2021bM 5.6 1

8 TranscethnicMMendeliancrandomizationMstudyMrevealsMcausalMrelationshipsMbetweenMcardiometabolicM
factorsMandMchronicMkidneyMdiseasedMInternationalfJournalfoffEpidemiologybM2021bM 7.8 1

7 MendelianMRandomizationMxnalysisMRevealsMaMzausalMαffectMofMUrinaryMSodiumeUrinaryMzreatinineM
RatioMonMKidneyMFunctionMinMαuropeansdMFrontiersfinfBioengineeringfandfBiotechnologybM2020bMobMmmh 5.8 0
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6 RhoMGTPaseMgeneMexpressionMandMbreastMcancerMriskqMaMMendelianMrandomizationManalysisddMScientificf
ReportsbM2022bMghbMgkmi 4.9 0

5 Vaximmutor–yqMxMWebcyasedMVaccineMImmuneMFactorM–atabaseMandMItsMxpplicationMforM
UnderstandingMVaccinecInducedMImmuneMMechanismsdMFrontiersfinfImmunologybM2021bMghbMmipkpg 8.4 0
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