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Discovery of the first genome-wide significant risk loci for attention deficit/hyperactivity disorder.
Nature Genetics, 2019, 51, 63-75.
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Shared molecular neuropathology across major psychiatric disorders parallels polygenic overlap.
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2018, 362, . :
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Genome-wide association study of more than 40,000 bipolar disorder cases provides new insights into
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2018, 362, .

Genome-wide changes in IncRNA, splicing, and regional gene expression patterns in autism. Nature, 13.7 603
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Integrative functional genomic analysis of human brain development and neuropsychiatric risks.
Science, 2018, 362, .
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Systems biology and gene networks in neurodevelopmental and neurodegenerative disorders. Nature
Reviews Genetics, 2015, 16, 441-458.
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Deletion of vanilloid receptor 1_expressing primary afferent neurons for pain control. Journal of
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Validating 13 Oscillations and Delayed Auditory Responses as Translational Biomarkers of Autism. 07 975
Biological Psychiatry, 2010, 68, 1100-1106. :

Gamma synchrony: Towards a translational biomarker for the treatment-resistant symptoms of
schizophrenia. Neuropharmacology, 2012, 62, 1504-1518.

MEG detection of delayed auditory evoked responses in autism spectrum disorders: towards an

imaging biomarker for autism. Autism Research, 2010, 3, 8-18. 2.1 230

Transcriptome and epigenome landscape of human cortical development modeled in organoids.

Science, 2018, 362, .

The contribution of rare variants to risk of schizophrenia in individuals with and without o4 200
intellectual disability. Nature Genetics, 2017, 49, 1167-1173. :
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The road to precision psychiatry: translating genetics into disease mechanisms. Nature Neuroscience, 71 189
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Genetic Control of Expression and Splicing in Developing Human Brain Informs Disease Mechanisms.
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A genome-wide association study of shared risk across psychiatric disorders implicates gene

regulation during fetal neurodevelopment. Nature Neuroscience, 2019, 22, 353-361. 71 173

GABAB-mediated rescue of altered excitatorya€“inhibitory balance, gamma synchrony and behavioral
deficits following constitutive NMDAR-hypofunction. Translational Psychiatry, 2012, 2, e142-e142.

N-methyl-d-aspartic acid receptor antagonista€“induced frequency oscillations in mice recreate pattern

of electrophysiological deficits in schizophrenia. Neuroscience, 2009, 158, 705-712. 11 161

Mouse behavioral endophenotypes for schizophrenia. Brain Research Bulletin, 2010, 83, 147-161.

mGluR5-Antagonist Mediated Reversal of Elevated Stereotyped, Repetitive Behaviors in the VPA Model

of Autism. PLoS ONE, 2011, 6, e26077. 11 146

Dissecting the Shared Genetic Architecture of Suicide Attempt, Psychiatric Disorders, and Known Risk
Factors. Biological Psychiatry, 2022, 91, 313-327.
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Neuroscience, 2021, 24, 1488-1500. 71 12

Mice with reduced NMDA receptor expression: more consistent with autism than schizophrenia?.
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Dysbindin-1 mutant mice implicate reduced fast-phasic inhibition as a final common disease mechanism
in schizophrenia. Proceedings of the National Academy of Sciences of the United States of America, 3.3 98
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Parvalbumin Cell Ablation of NMDA-R1 Causes Increased Resting Network Excitability with Associated
Social and Self-Care Deficits. Neuropsychopharmacology, 2014, 39, 1603-1613.

Pyramidal Cell Selective Ablation of N-Methyl-D-Aspartate Receptor 1 Causes Increase in Cellular and

Network Excitability. Biological Psychiatry, 2015, 77, 556-568. 0.7 89

In Vitroa€“In Vivo Correlations of Scalable PLGA-Risperidone Implants for the Treatment of
Schizophrenia. Pharmaceutical Research, 2010, 27, 1730-1737.

Fulllength transcript sequencing of human and mouse cerebral cortex identifies widespread isoform

diversity and alternative splicing. Cell Reports, 2021, 37, 110022. 2.9 79

NMDA antagonists recreate signal-to-noise ratio and timing perturbations present in schizophrenia.

Neurobiology of Disease, 2012, 46, 93-100.

A novel electrophysiological model of chemotherapy-induced cognitive impairments in mice.

Neuroscience, 2008, 157, 95-104. 11 67



38

40

42

44

46

48

50

52

54

MICHAEL ] GANDAL

ARTICLE IF CITATIONS

Cannabis-induced psychosis associated with high potency d€cewax dabsa€: Schizophrenia Research, 2016,
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Measuring the Maturity of the Fast-Spiking Interneuron Transcriptional Program in Autism,
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Integrative genomics identifies a convergent molecular subtype that links epigenomic with
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MeCP2+/a” mouse model of RTT reproduces auditory phenotypes associated with Rett syndrome and
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A Robust Method Uncovers Significant Context-Specific Heritability in Diverse Complex Traits.

American Journal of Human Genetics, 2020, 106, 71-91. 2.6 54

Strong correlation of downregulated genes related to synaptic transmission and mitochondria in
post-mortem autism cerebral cortex. Journal of Neurodevelopmental Disorders, 2018, 10, 18.

Neuronal and glial 3D chromatin architecture informs the cellular etiology of brain disorders.
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Synaptic and Gene Regulatory Mechanisms in Schizophrenia, Autism, and 22q11.2 Copy Number
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NMDA antagonist MK801 recreates auditory electrophysiology disruption present in autism and other
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Convergence of circuit dysfunction in ASD: a common bridge between diverse genetic and
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Maternal Immune Activation during Pregnancy Alters Postnatal Brain Growth and Cognitive
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Alterations in Retrotransposition, Synaptic Connectivity, and Myelination Implicated by

Transcriptomic Changes Following Maternal Immune Activation in Nonhuman Primates. Biological
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Shared Molecular Neuropatholo%y Across Major Psychiatric Disorders Parallels Polygenic Overlap. 0.4 20
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Spatial fine-mapping for gene-by-environment effects identifies risk hot spots for schizophrenia.
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Association between resting-state functional brain connectivity and gene expression is altered in
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