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l Paper IF Citations

112 ziologicaldOclinicalOandOpopulationOrelevanceOofOqmOlociOforObloodOlipidsfONaturedO2010dOlnndOohoeik 50.4 2742

111 GeneticOstudiesOofObodyOmassOindexOyieldOnewOinsightsOforOobesityObiologyfONaturedO2015dOmipdOiqoejhn 50.4 2687

110 yssociationOanalysesOofOjlqdoqnOindividualsOrevealOipOnewOlociOassociatedOwithObodyOmassOindexfO
NaturemGeneticsdO2010dOljdOqkoelp 36.3 2267

109 ×iscoveryOandOrefinementOofOlociOassociatedOwithOlipidOlevelsfONaturemGeneticsdO2013dOlmdOijoleijpk 36.3 1904

108 GeneticOvariantsOinOnovelOpathwaysOinfluenceObloodOpressureOandOcardiovascularOdiseaseOriskfONature
dO2011dOlopdOihkeq 50.4 1564

107 LargeescaleOassociationOanalysisOprovidesOinsightsOintoOtheOgeneticOarchitectureOandOpathophysiologyO
ofOtypeOjOdiabetesfONaturemGeneticsdO2012dOlldOqpieqh 36.3 1482

106 TwelveOtypeOjOdiabetesOsusceptibilityOlociOidentifiedOthroughOlargeescaleOassociationOanalysisfONaturem
GeneticsdO2010dOljdOmoqepq 36.3 1449

105 ×efiningOtheOroleOofOcommonOvariationOinOtheOgenomicOandObiologicalOarchitectureOofOadultOhumanO
heightfONaturemGeneticsdO2014dOlndOiiokepn 36.3 1339

104 ×ominantOnegativeOmutationsOinOhumanOPPyRgammaOassociatedOwithOsevereOinsulinOresistancedO
diabetesOmellitusOandOhypertensionfONaturedO1999dOlhjdOpphek 50.4 1129

103 NewOgeneticOlociOlinkOadiposeOandOinsulinObiologyOtoObodyOfatOdistributionfONaturedO2015dOmipdOipoeiqn 50.4 920

102 GenomeewideOtranseancestryOmetaeanalysisOprovidesOinsightOintoOtheOgeneticOarchitectureOofOtypeOjO
diabetesOsusceptibilityfONaturemGeneticsdO2014dOlndOjklell 36.3 784

101 TheOUKihKOprojectOidentifiesOrareOvariantsOinOhealthOandOdiseasefONaturedO2015dOmjndOpjeqh 50.4 776

100 MetaeanalysisOidentifiesOikOnewOlociOassociatedOwithOwaistehipOratioOandOrevealsOsexualOdimorphismO
inOtheOgeneticObasisOofOfatOdistributionfONaturemGeneticsdO2010dOljdOqlqenh 36.3 724

99 TheOgeneticOarchitectureOofOtypeOjOdiabetesfONaturedO2016dOmkndOlielo 50.4 704

98 LargeescaleOassociationOanalysesOidentifyOnewOlociOinfluencingOglycemicOtraitsOandOprovideOinsightO
intoOtheOunderlyingObiologicalOpathwaysfONaturemGeneticsdO2012dOlldOqqieihhm 36.3 621

97 yOgenomeewideOapproachOaccountingOforObodyOmassOindexOidentifiesOgeneticOvariantsOinfluencingO
fastingOglycemicOtraitsOandOinsulinOresistancefONaturemGeneticsdO2012dOlldOnmqenq 36.3 615

96 CommonOvariantsOassociatedOwithOplasmaOtriglyceridesOandOriskOforOcoronaryOarteryOdiseasefONaturem
GeneticsdO2013dOlmdOiklmemj 36.3 597
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95 VariantsOinOMTNRizOinfluenceOfastingOglucoseOlevelsfONaturemGeneticsdO2009dOlidOooepi 36.3 584

94 GeneticOvariationOinOGIPROinfluencesOtheOglucoseOandOinsulinOresponsesOtoOanOoralOglucoseOchallengefO
NaturemGeneticsdO2010dOljdOiljep 36.3 527

93 GenomeewideOmetaeanalysisOidentifiesOiiOnewOlociOforOanthropometricOtraitsOandOprovidesOinsightsO
intoOgeneticOarchitecturefONaturemGeneticsdO2013dOlmdOmhieij 36.3 437

92 ynO₁xpandedOGenomeeWideOyssociationOStudyOofOTypeOjO×iabetesOinO₁uropeansfODiabetesdO2017dOnndOjpppejqhj0.9 414

91 TheOmetabochipdOaOcustomOgenotypingOarrayOforOgeneticOstudiesOofOmetabolicdOcardiovasculardOandO
anthropometricOtraitsfOPLoSmGeneticsdO2012dOpdOeihhjoqk 6 395

90 GenomeewideOassociationOscanOmetaeanalysisOidentifiesOthreeOLociOinfluencingOadiposityOandOfatO
distributionfOPLoSmGeneticsdO2009dOmdOeihhhmhp 6 393

89 TheOarchitectureOofOgeneOregulatoryOvariationOacrossOmultipleOhumanOtissuesrOtheOMuTH₁ROstudyfO
PLoSmGeneticsdO2011dOodOeihhjhhk 6 336

88 NovelOlociOforOadiponectinOlevelsOandOtheirOinfluenceOonOtypeOjOdiabetesOandOmetabolicOtraitsrOaO
multieethnicOmetaeanalysisOofOlmdpqiOindividualsfOPLoSmGeneticsdO2012dOpdOeihhjnho 6 326

87 CommonOvariantsOatOihOgenomicOlociOinfluenceOhemoglobinOyâ��YCaOlevelsOviaOglycemicOandO
nonglycemicOpathwaysfODiabetesdO2010dOmqdOkjjqekq 0.9 314

86 IntegrativeOgenomicOanalysisOimplicatesOlimitedOperipheralOadiposeOstorageOcapacityOinOtheO
pathogenesisOofOhumanOinsulinOresistancefONaturemGeneticsdO2017dOlqdOioejn 36.3 312

85 GeneticOfineOmappingOandOgenomicOannotationOdefinesOcausalOmechanismsOatOtypeOjOdiabetesO
susceptibilityOlocifONaturemGeneticsdO2015dOlodOilimejm 36.3 292

84 GenomeewideOassociationOidentifiesOnineOcommonOvariantsOassociatedOwithOfastingOproinsulinOlevelsO
andOprovidesOnewOinsightsOintoOtheOpathophysiologyOofOtypeOjOdiabetesfODiabetesdO2011dOnhdOjnjlekl 0.9 285

83 SexestratifiedOgenomeewideOassociationOstudiesOincludingOjohdhhhOindividualsOshowOsexualO
dimorphismOinOgeneticOlociOforOanthropometricOtraitsfOPLoSmGeneticsdO2013dOqdOeihhkmhh 6 277

82 GeneticOvariationOnearOIRSiOassociatesOwithOreducedOadiposityOandOanOimpairedOmetabolicOprofilefO
NaturemGeneticsdO2011dOlkdOomkenh 36.3 237

81 ImpactOofOtypeOjOdiabetesOsusceptibilityOvariantsOonOquantitativeOglycemicOtraitsOrevealsOmechanisticO
heterogeneityfODiabetesdO2014dOnkdOjimpeoi 0.9 235

80 GenomeewideOSNPOandOCNVOanalysisOidentifiesOcommonOandOlowefrequencyOvariantsOassociatedOwithO
severeOearlyeonsetOobesityfONaturemGeneticsdO2013dOlmdOmikeo 36.3 231

79 CandidateOgeneOassociationOstudyOinOtypeOjOdiabetesOindicatesOaOroleOforOgenesOinvolvedOinObetaecellO
functionOasOwellOasOinsulinOactionfOPLoSmBiologydO2003dOidO₁jh 9.7 225

78 yssociationOzetweenOLowe×ensityOLipoproteinOCholesteroleLoweringOGeneticOVariantsOandORiskOofO
TypeOjO×iabetesrOyOMetaeanalysisfOJAMAm-mJournalmofmthemAmericanmMedicalmAssociationdO2016dOkindOikpkeikqi27.4 225
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77
ImpactOofOcommonOgeneticOdeterminantsOofOHemoglobinOyicOonOtypeOjOdiabetesOriskOandOdiagnosisO
inOancestrallyOdiverseOpopulationsrOyOtransethnicOgenomeewideOmetaeanalysisfOPLoSmMedicinedO2017dO
ildOeihhjkpk

11.6 223

76 RefiningOtheOaccuracyOofOvalidatedOtargetOidentificationOthroughOcodingOvariantOfineemappingOinOtypeO
jOdiabetesfONaturemGeneticsdO2018dOmhdOmmqemoi 36.3 221

75 TheOInfluenceOofOygeOandOSexOonOGeneticOyssociationsOwithOydultOzodyOSizeOandOShaperOyO
LargeeScaleOGenomeeWideOInteractionOStudyfOPLoSmGeneticsdO2015dOiidOeihhmkop 6 220

74 GeneticOPredispositionOtoOanOImpairedOMetabolismOofOtheOzranchedeChainOyminoOycidsOandORiskOofO
TypeOjO×iabetesrOyOMendelianORandomisationOynalysisfOPLoSmMedicinedO2016dOikdOeihhjioq 11.6 214

73 ×etailedOphysiologicOcharacterizationOrevealsOdiverseOmechanismsOforOnovelOgeneticOLociOregulatingO
glucoseOandOinsulinOmetabolismOinOhumansfODiabetesdO2010dOmqdOijnneom 0.9 211

72 ProteinealteringOvariantsOassociatedOwithObodyOmassOindexOimplicateOpathwaysOthatOcontrolOenergyO
intakeOandOexpenditureOinOobesityfONaturemGeneticsdO2018dOmhdOjneli 36.3 186

71 ×esignOandOcohortOdescriptionOofOtheOInteryctOProjectrOanOexaminationOofOtheOinteractionOofOgeneticO
andOlifestyleOfactorsOonOtheOincidenceOofOtypeOjOdiabetesOinOtheO₁PICOStudyfODiabetologiadO2011dOmldOjjojepj10.3 155

70 GeneticsOofOTypeOjOdiabetesfODiabeticmMedicinedO2005dOjjdOmioekm 3.5 151

69 ProspectiveOfunctionalOclassificationOofOallOpossibleOmissenseOvariantsOinOPPyRGfONaturemGeneticsdO
2016dOlpdOimoheimom 36.3 149

68 GeneelifestyleOinteractionOandOtypeOjOdiabetesrOtheO₁PICOinteractOcaseecohortOstudyfOPLoSmMedicinedO
2014dOiidOeihhinlo 11.6 149

67 None×NyObindingdOdominantenegativedOhumanOPPyRgammaOmutationsOcauseOlipodystrophicOinsulinO
resistancefOCellmMetabolismdO2006dOldOkhkeii 24.6 143

66 CommonOgeneticOvariantsOhighlightOtheOroleOofOinsulinOresistanceOandObodyOfatOdistributionOinOtypeOjO
diabetesdOindependentOofOobesityfODiabetesdO2014dOnkdOlkopelkpo 0.9 127

65 GenomicsOofOdiseaseOriskOinOgloballyOdiverseOpopulationsfONaturemReviewsmGeneticsdO2019dOjhdOmjhemkm 30.1 105

64 GenomeewideOphysicalOactivityOinteractionsOinOadiposityOeOyOmetaeanalysisOofOjhhdlmjOadultsfOPLoSm
GeneticsdO2017dOikdOeihhnmjp 6 103

63 LeveragingOcrossespeciesOtranscriptionOfactorObindingOsiteOpatternsrOfromOdiabetesOriskOlociOtoO
diseaseOmechanismsfOCelldO2014dOimndOklkemp 56.2 96

62
MutationsOdisruptingOtheOKennedyOphosphatidylcholineOpathwayOinOhumansOwithOcongenitalO
lipodystrophyOandOfattyOliverOdiseasefOProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedm
StatesmofmAmericadO2014dOiiidOpqhien

11.5 88

61 LargeOmetaeanalysisOofOgenomeewideOassociationOstudiesOidentifiesOfiveOlociOforOleanObodyOmassfO
NaturemCommunicationsdO2017dOpdOph 17.4 88

60 MetaeanalysisOofOtheOGlylpjSerOvariantOinOPPyRGCiyOinOtypeOjOdiabetesOandOrelatedOphenotypesfO
DiabetologiadO2006dOlqdOmhiem 10.3 88
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59 yOgenomicOapproachOtoOtherapeuticOtargetOvalidationOidentifiesOaOglucoseeloweringOGLPiROvariantO
protectiveOforOcoronaryOheartOdiseasefOSciencemTranslationalmMedicinedO2016dOpdOkliraon 17.5 77

58 UgandaOGenomeOResourceO₁nablesOInsightsOintoOPopulationOHistoryOandOGenomicO×iscoveryOinO
yfricafOCelldO2019dOioqdOqpleihhjfekn 56.2 76

57 WholeeGenomeOSequencingOCoupledOtoOImputationO×iscoversOGeneticOSignalsOforOynthropometricO
TraitsfOAmericanmJournalmofmHumanmGeneticsdO2017dOihhdOpnmeppl 11 74

56 GeneOˆ�OdietaryOpatternOinteractionsOinOobesityrOanalysisOofOupOtoOnpOkioOadultsOofO₁uropeanOancestryfO
HumanmMolecularmGeneticsdO2015dOjldOlojpekp 5.6 68

55 HypomorphismOinOhumanONSMC₁jOlinkedOtoOprimordialOdwarfismOandOinsulinOresistancefOJournalmofm
ClinicalmInvestigationdO2014dOijldOlhjpekp 15.9 63

54 yOlinearOmixedemodelOapproachOtoOstudyOmultivariateOgeneeenvironmentOinteractionsfONaturem
GeneticsdO2019dOmidOipheipn 36.3 63

53 CommonOgeneticOvariationOinOtheOmelatoninOreceptorOizOgeneOYMTNRizaOisOassociatedOwithO
decreasedOearlyephaseOinsulinOresponsefODiabetologiadO2009dOmjdOimkoelj 10.3 58

52 GeneticOarchitectureOofOhumanOthinnessOcomparedOtoOsevereOobesityfOPLoSmGeneticsdO2019dOimdOeihhonhk 6 51

51 TheOGeneticOzasisOofOMetabolicO×iseasefOCelldO2019dOioodOilneini 56.2 51

50 TheOtranseancestralOgenomicOarchitectureOofOglycemicOtraitsfONaturemGeneticsdO2021dOmkdOplhepnh 36.3 44

49 HumanObiallelicOMγNjOmutationsOinduceOmitochondrialOdysfunctiondOupperObodyOadiposeO
hyperplasiadOandOsuppressionOofOleptinOexpressionfOELifedO2017dOndO 8.9 42

48 SugaresweetenedObeverageOconsumptionOandOgeneticOpredispositionOtoOobesityOinOjOSwedishO
cohortsfOAmericanmJournalmofmClinicalmNutritiondO2016dOihldOphqeim 7 42

47 HumanOSemaphorinOkOVariantsOLinkOMelanocortinOCircuitO×evelopmentOandO₁nergyOzalancefOCelldO
2019dOiondOojqeoljfeip 56.2 38

46 GenomeewideOassociationOstudyOofOtypeOjOdiabetesOinOyfricafODiabetologiadO2019dOnjdOijhleijii 10.3 36

45 PopulationespecificOriskOofOtypeOjOdiabetesOconferredObyOHNγlyOPjOpromoterOvariantsrOaOlessonOforO
replicationOstudiesfODiabetesdO2008dOmodOkiniem 0.9 33

44 GenomeewideOassociationOstudyOidentifiesOlpOcommonOgeneticOvariantsOassociatedOwithOhandednessfO
NaturemHumanmBehaviourdO2021dOmdOmqeoh 12.8 33

43 RareOVariantOynalysisOofOHumanOandORodentOObesityOGenesOinOIndividualsOwithOSevereOChildhoodO
ObesityfOScientificmReportsdO2017dOodOlkql 4.9 31

42 SexedimorphicOgeneticOeffectsOandOnovelOlociOforOfastingOglucoseOandOinsulinOvariabilityfONaturem
CommunicationsdO2021dOijdOjl 17.4 30

(2021-2016)
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41 yOLoweγrequencyOInactivatingOVariantO₁nrichedOinOtheOγinnishOPopulationOIsOyssociatedOWithOγastingO
InsulinOLevelsOandOTypeOjO×iabetesORiskfODiabetesdO2017dOnndOjhiqejhkj 0.9 29

40 ydiponectinOreceptorOgenesrOmutationOscreeningOinOsyndromesOofOinsulinOresistanceOandOassociationO
studiesOforOtypeOjOdiabetesOandOmetabolicOtraitsOinOUKOpopulationsfODiabetologiadO2007dOmhdOmmmenj 10.3 26

39 GeneticOdeterminantsOofOlongetermOchangesOinObloodOlipidOconcentrationsrOiheyearOfolloweupOofOtheO
GLyCI₁ROstudyfOPLoSmGeneticsdO2014dOihdOeihhlkpp 6 25

38 SequenceOdataOandOassociationOstatisticsOfromOijdqlhOtypeOjOdiabetesOcasesOandOcontrolsfOScientificm
DatadO2017dOldOiohioq 8.2 22

37 LossOofOγTOOantagonisesOWntOsignalingOandOleadsOtoOdevelopmentalOdefectsOassociatedOwithO
ciliopathiesfOPLoSmONEdO2014dOqdOeponnj 3.7 22

36 SteroidOreceptorOcoactivatoreiOmodulatesOtheOfunctionOofOPomcOneuronsOandOenergyOhomeostasisfO
NaturemCommunicationsdO2019dOihdOioip 17.4 20

35 PolymorphismsOinOtheOgeneOencodingOsterolOregulatoryOelementebindingOfactoreicOareOassociatedO
withOtypeOjOdiabetesfODiabetologiadO2006dOlqdOjnljep 10.3 19

34 CohortewideOdeepOwholeOgenomeOsequencingOandOtheOallelicOarchitectureOofOcomplexOtraitsfONaturem
CommunicationsdO2018dOqdOlnol 17.4 19

33 MendelianORandomizationOynalysisOofOHemoglobinOyOasOaORiskOγactorOforOCoronaryOyrteryO×iseasefO
DiabetesmCaredO2019dOljdOijhjeijhp 14.6 17

32 ₁xomeOSequencingOIdentifiesOGenesOandOGeneOSetsOContributingOtoOSevereOChildhoodOObesitydO
LinkingOPHIPOVariantsOtoORepressedOPOMCOTranscriptionfOCellmMetabolismdO2020dOkidOiihoeiiiqfeij 24.6 16

31 ₁stablishedOzMIeassociatedOgeneticOvariantsOandOtheirOprospectiveOassociationsOwithOzMIOandOotherO
cardiometabolicOtraitsrOtheOGLyCI₁ROStudyfOInternationalmJournalmofmObesitydO2016dOlhdOiklnemj 5.5 16

30 GeneeLifestyleOInteractionsOinOComplexO×iseasesrO×esignOandO×escriptionOofOtheOGLyCI₁ROandO
VIKINGOStudiesfOCurrentmNutritionmReportsdO2014dOkdOlhhelii 6 15

29 TheOmetabolicOsyndromeeOassociatedOsmallOGOproteinOyRLimOplaysOaOroleOinOadipocyteOdifferentiationO
andOadiponectinOsecretionfOScientificmReportsdO2017dOodOiomqk 4.9 14

28 PyRLOLeujnjValOisOnotOassociatedOwithOfastingOinsulinOlevelsOinOUKOpopulationsfODiabetologiadO2006dO
lqdOjnlqemj 10.3 14

27 InnateObiologyOversusOlifestyleObehaviourOinOtheOaetiologyOofOobesityOandOtypeOjOdiabetesrOtheO
GLyCI₁ROStudyfODiabetologiadO2016dOmqdOlnjeoi 10.3 13

26 Prox₁CyTrOProxyO₁xternalOControlsOyssociationOTestfOyOnewOcaseecontrolOgeneOregionOassociationO
testOusingOalleleOfrequenciesOfromOpublicOcontrolsfOPLoSmGeneticsdO2018dOildOeihhomqi 6 13

25 GenomeeWideOSequenceOynalysisOofOKaposiOSarcomaeyssociatedOHerpesvirusOShowsO×iversificationO
×rivenObyORecombinationfOJournalmofmInfectiousmDiseasesdO2018dOjipdOiohheioih 7 13

24 NovelOgeneticOlociOassociatedOwithOlongetermOdeteriorationOinObloodOlipidOconcentrationsOandO
coronaryOarteryOdiseaseOinO₁uropeanOadultsfOInternationalmJournalmofmEpidemiologydO2017dOlndOijiieijjj 7.8 12
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23 HumanOz×NγgTrkzOvariantsOimpairOhippocampalOsynaptogenesisOandOassociateOwithO
neurobehaviouralOabnormalitiesfOScientificmReportsdO2020dOihdOqhjp 4.9 11

22 ×istinctOgeneticOarchitecturesOandOenvironmentalOfactorsOassociateOwithOhostOresponseOtoOtheO
˛‡jeherpesvirusOinfectionsfONaturemCommunicationsdO2020dOiidOkplq 17.4 9

21 GeneticOaetiologyOofOglycaemicOtraitsrOapproachesOandOinsightsfOHumanmMolecularmGeneticsdO2017dOjndORiojeRipl5.6 8

20 yOlinearOmixedOmodelOapproachOtoOstudyOmultivariateOgeneeenvironmentOinteractions 8

19 WholeegenomeOassociationOstudyOofOantibodyOresponseOtoO₁psteinezarrOvirusOinOanOyfricanO
populationrOaOpilotfOGlobalmHealth,mEpidemiologymandmGenomicsdO2017dOjdOeip 2.9 7

18 GenomeewideOassociationOanalysisOofOtypeOjOdiabetesOinOtheO₁PICeInteryctOstudyfOScientificmDatadO
2020dOodOkqk 8.2 7

17 IRSjOvariantsOandOsyndromesOofOsevereOinsulinOresistancefODiabetologiadO2009dOmjdOijhpeii 10.3 6

16 CrucialORoleOofOtheOSHjziOPHO×omainOforOtheOControlOofO₁nergyOzalancefODiabetesdO2019dOnpdOjhlqejhnj 0.9 6

15 isOdispensableOforOnormalOfatOdepositionOinOmicefODMMmDiseasemModelsmandmMechanismsdO2017dOihdOilpieilpp4.1 5

14 y×CYkdOneuronalOprimaryOciliaOandOobesityfONaturemGeneticsdO2018dOmhdOinneino 36.3 4

13 RefiningOtheOaccuracyOofOvalidatedOtargetOidentificationOthroughOcodingOvariantOfineemappingOinOtypeO
jOdiabetes 4

12 TheOinfluenceOofOrareOvariantsOinOcirculatingOmetabolicObiomarkersfOPLoSmGeneticsdO2020dOindOeihhpnhm 6 3

11 GenomeewideOyssociationOStudyOofOChangeOinOγastingOGlucoseOoverOtimeOinOikdphoOnonediabeticO
₁uropeanOyncestryOIndividualsfOScientificmReportsdO2019dOqdOqlkq 4.9 3

10 yssociationsOzetweenOGlycemicOTraitsOandOColorectalOCancerrOyOMendelianORandomizationOynalysisffO
JournalmofmthemNationalmCancermInstitutedO2022dO 9.7 3

9 ObesityeyssociatedOMutationsOandOtheOMelanocortinOPathwayfONewmEnglandmJournalmofmMedicinedO
2021dOkpmdOimpieimqj 59.2 2

8 GenomeewideOscaleOanalysesOidentifyOnovelOzMIOgenotypeeenvironmentOinteractionsOusingOaO
conditionalOfalseOdiscoveryOrate 2

7 GenomeewideOscanOandOfineemappingOofOrareOnonsynonymousOassociationsOimplicatesOintracellularO
lipolysisOgenesOinOfatOdistributionOandOcardioemetabolicOrisk 2

6 CohortewideOdeepOwholeOgenomeOsequencingOandOtheOallelicOarchitectureOofOcomplexOtraits 1

(-2020)
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5 IdentificationOofOrareOlossOofOfunctionOgeneticOvariationOregulatingObodyOfatOdistributionfOJournalmofm
ClinicalmEndocrinologymandmMetabolismdO2021dO 5.6 1

4
InsightsOintoOtheOgeneticOarchitectureOofOhaematologicalOtraitsOfromOdeepOphenotypingOandO
wholeegenomeOsequencingOforOtwoOMediterraneanOisolatedOpopulationsffOScientificmReportsdO2022dO
ijdOiiki

4.9 0

3 PredictingOnovelOcandidateOhumanOobesityOgenesOandOtheirOsiteOofOactionObyOsystematicOfunctionalO
screeningOinO×rosophilafOPLoSmBiologydO2021dOiqdOekhhijmm 9.7 0

2 TheOflashfmOapproachOforOfineemappingOmultipleOquantitativeOtraitsfONaturemCommunicationsdO2021dO
ijdOnilo 17.4 0

1 TheOimportanceOofOincreasingOpopulationOdiversityOinOgeneticOstudiesOofOtypeOjOdiabetesOandOrelatedO
glycaemicOtraitsfODiabetologiadO2021dOnldOjnmkejnnl 10.3 0
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