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i Paper IF Citations

287 ymprovedKproductionKofKgammaXcyclodextrinKfromKhighXconcentratedKstarchKusingKenzymeK
pretreatmentKunderKswellingKconditionYYKCarbohydrateWPolymersWK2022WKbhdWKaaiabd 10.3 1

286 xowKmanyK˛–XamylaseKwxKfamiliesKareKthereKinKtheKsqZyKdatabaseoYKAmylaseWK2022WKfWKaXa_ 0.8 3

285 tistinctKeffectsKofKdifferentK˛–XamylasesKonKcrossXlinkedKtapiocaKstarchKandKgelXimprovingK
mechanismYKFoodWHydrocolloidsWK2022WKabhWKa_geh_ 10.6 2

284 –altogenicK˛–XamylaseKhydrolysisKofKwheatKstarchKgranulesjK–echanismKandKrelationKtoKstarchK
retrogradationYKFoodWHydrocolloidsWK2022WKabdWKa_gbef 10.6 5

283 αtructureWKfunctionKandKenzymaticKsynthesisKofKglucosaccharidesKassembledKmainlyKbyK˛–a´ Xn´ fK
linkagesKXKqKreviewYKCarbohydrateWPolymersWK2022WKbgeWKaahg_e 10.3 2

282
–etabolicKProfilingKofKynterspeciesKynteractionsKturingKαessileKracterialKsultivationKRevealsKwrowthK
andKαporulationKynductionKinKinKResponseKtoKYYKFrontiersWinWCellularWandWInfectionWMicrobiologyWK2022WK
abWKh_edgc

5.9

281 αtructureWKvunctionKandKProteinKungineeringKofKserealXβypeKynhibitorsKqctingKonKqmylolyticK
unzymesYYKFrontiersWinWMolecularWBiosciencesWK2022WKiWKhfhefh 5.6

280 –echanisticKbasisKforKunderstandingKtheKdualKactivitiesKofKtheKbifunctionalKmannuronanKsXeK
epimeraseKandKalginateKlyaseKqlgugYKAppliedWandWEnvironmentalWMicrobiologyWK2021WKqu–_ahcfba 4.8 2

279 qKhealthyKrYKdentiumKcaramelKcocktailYKJournalWofWBiologicalWChemistryWK2021WKa_adeb 5.4 3

278 uxceptionallyKrichKkeratinolyticKenzymeKprofileKfoundKinKtheKrareKactinomycetesKqmycolatopsisK
keratiniphilaKtbYKAppliedWMicrobiologyWandWBiotechnologyWK2021WKa_eWKhabiXhach 5.7 1

277 rindingKαitesKforK ligosaccharideKRepeatsKfromK’acticKqcidKracteriaKuxopolysaccharidesKonKrovineK
˛†X’actoglobulinKydentifiedKbyK—–RKαpectroscopyYKACSWOmegaWK2021WKfWKi_ciXi_eb 3.9 2

276 äuantitativeK’abelXvreeKsomparisonKofKtheK–etabolicKProteinKvractionKinK ldKandK–odernKytalianK
WheatKwenotypesKbyKaKαhotgunKqpproachYKMoleculesWK2021WKbfWK 4.8 5

275 qKputativeKnovelKstarchXbindingKdomainKrevealedKbyKinKsilicoKanalysisKofKtheK—XterminalKdomainKinK
bacterialKamylomaltasesKfromKtheKfamilyKwxggYKuWBiotechWK2021WKaaWKbbi 2.8 2

274 WheatKqβysjKsharacteristicsKandKRoleKinKxumanKtiseaseYKFrontiersWinWNutritionWK2021WKhWKffgcg_ 6.2 12

273 RationalKunzymeKtesignKwithoutKαtructuralK‘nowledgejKqKαequenceXrasedKqpproachKforKufficientK
wenerationKofKβransglycosylasesYKChemistryWnWAWEuropeanWJournalWK2021WKbgWKa_cbcXa_ccd 4.8 8

272 βunableKmixedKmicellizationKofK˛†XcaseinKinKtheKpresenceKofK˛”XcaseinYKFoodWHydrocolloidsWK2021WKaacWKa_fdei 10.6 2

271 unzymesKinKgrainKprocessingYKCurrentWOpinionWinWFoodWScienceWK2021WKcgWKaecXaei 9.8 1
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270  XZ—XZαXαpecificityKinKwlycosyltransferaseKsatalysisjKvromK–echanisticKκnderstandingKtoK
ungineeringYKACSWCatalysisWK2021WKaaWKaha_Xahae 13.1 10

269 ympactKofKqlginateK–annuronicXwuluronicKqcidKsontentsKandKpxKonKProteinKrindingKsapacityKandK
somplexKαizeYKBiomacromoleculesWK2021WKbbWKfdiXff_ 6.9 2

268 vunctionalKdiversityKofKthreeKtandemKsXterminalKcarbohydrateXbindingKmodulesKofKaK˛†XmannanaseYK
JournalWofWBiologicalWChemistryWK2021WKbifWKa__fch 5.4 3

267 teamidationKandKglycationKofKaKracillusKlicheniformisK˛–XamylaseKduringKindustrialKfermentationKcanK
improveKdetergentKwashKperformanceYKAmylaseWK2021WKeWKchXdi 0.8

266 qzoKdyingKofK˛–XkeratinKmaterialKimprovesKmicrobialKkeratinaseKscreeningKandKstandardizationYK
MicrobialWBiotechnologyWK2020WKacWKihdXiif 6.3 5

265 βwoKnovelKαaKpeptidasesKfromKqmycolatopsisKkeratinophilaKsubspYKkeratinophilaKtbKdegradingK
keratinousKslaughterhouseKbyXproductsYKAppliedWMicrobiologyWandWBiotechnologyWK2020WKa_dWKbeacXbebb 5.7 4

264 ydentificationKandKsharacterizationKofKaK˛†XXqcetylhexosaminidaseKwithKaKriosyntheticKqctivityKfromK
theK–arineKracteriumKαffYKInternationalWJournalWofWMolecularWSciencesWK2020WKbaWK 6.3 6

263
βhermophilicKdX˛–XwlucanotransferaseKfromKRetardsKtheK’ongXβermKRetrogradationKbutK–aintainsK
theKαhortXβermKwelationKαtrengthKofKβapiocaKαtarchYKJournalWofWAgriculturalWandWFoodWChemistryWK
2020WKfhWKefehXeffg

5.7 6

262 qnKaWdX˛–XwlucosyltransferaseKtefinesKaK—ewK–altodextrinKsatabolismKαchemeKinK’actobacillusK
acidophilusYKAppliedWandWEnvironmentalWMicrobiologyWK2020WKhfWK 4.8 5

261 sommunityXintrinsicKpropertiesKenhanceKkeratinKdegradationKfromKbacterialKconsortiaYKPLoSWONEWK
2020WKaeWKe_bbha_h 3.7 11

260
RolesKofKtheK—XterminalKdomainKandKremoteKsubstrateKbindingKsubsitesKinKactivityKofKtheK
debranchingKbarleyKlimitKdextrinaseYKBiochimicaWEtWBiophysicaWActaWnWProteinsWandWProteomicsWK2020WK
ahfhWKad_bid

4 3

259 äualitativeKproteomicKcomparisonKofKmetabolicKandKs–XlikeKproteinKfractionsKinKoldKandKmodernK
wheatKytalianKgenotypesKbyKaKshotgunKapproachYKJournalWofWProteomicsWK2020WKbaaWKa_cec_ 3.9 8

258 qKαingleKPointK–utationKsonvertsKwxhdKXwlc—qcKxydrolasesKintoKPhosphorylasesjKuxperimentalKandK
βheoreticalKuvidenceYKJournalWofWtheWAmericanWChemicalWSocietyWK2020WKadbWKbab_Xbabd 16.4 16

257 sommunityXintrinsicKpropertiesKenhanceKkeratinKdegradationKfromKbacterialKconsortiaK2020WKaeWKe_bbha_h

256 sommunityXintrinsicKpropertiesKenhanceKkeratinKdegradationKfromKbacterialKconsortiaK2020WKaeWKe_bbha_h

255 sommunityXintrinsicKpropertiesKenhanceKkeratinKdegradationKfromKbacterialKconsortiaK2020WKaeWKe_bbha_h

254 sommunityXintrinsicKpropertiesKenhanceKkeratinKdegradationKfromKbacterialKconsortiaK2020WKaeWKe_bbha_h

253 qKcarbohydrateXbindingKfamilyKdhKmoduleKenablesKferuloylKesteraseKactionKonKpolymericK
arabinoxylanYKJournalWofWBiologicalWChemistryWK2019WKbidWKagcciXagcec 5.4 12

(2019-2021)

3



252 αtarchXbindingKdomainsKasKsr–KfamiliesXhistoryWKoccurrenceWKstructureWKfunctionKandKevolutionYK
BiotechnologyWAdvancesWK2019WKcgWKa_gdea 17.8 51

251 αubstrateKpreferenceKofKanKqrsKimporterKcorrespondsKtoKselectiveKgrowthKonK˛†XSaWfTXgalactosidesK
inKsubspYYKJournalWofWBiologicalWChemistryWK2019WKbidWKaag_aXaagaa 5.4 13

250
äuantitativeKProteomicsKqnalysisKofKrarleyXrasedK’iquidKveedKandKtheKuffectKofKProteaseKynhibitorsK
andK—qtPxXtependentKβhioredoxinKReductaseZβhioredoxinKS—βRZβrxTKαystemYKJournalWofW
AgriculturalWandWFoodWChemistryWK2019WKfgWKfdcbXfddd

5.7 1

249 qnKintegratedKstrategyKforKtheKeffectiveKproductionKofKbristleKproteinKhydrolysateKbyKtheK
keratinolyticKfilamentousKbacteriumKqmycolatopsisKkeratiniphilaKtbYKWasteWManagementWK2019WKhiWKidXa_b8.6 15

248 qlginateKβrisaccharideKrindingKαitesKonKtheKαurfaceKofK˛†X’actoglobulinKydentifiedKbyK—–RK
αpectroscopyjKymplicationsKforK–olecularK—etworkKvormationYKACSWOmegaWK2019WKdWKfafeXfagd 3.9 5

247 uxpandingKtheKcitrullinomeKofKsynovialKfibrinogenKfromKrheumatoidKarthritisKpatientsYKJournalWofW
ProteomicsWK2019WKb_hWKa_cdhd 3.9 11

246 αtructuralKandKfunctionalKaspectsKofKmannuronicKacidXspecificKP’fKalginateKlyaseKfromKtheKhumanK
gutKmicrobeYKJournalWofWBiologicalWChemistryWK2019WKbidWKagiaeXagic_ 5.4 21

245 tatasetKofKtheKmetabolicKandKs–XlikeKproteinKfractionsKinKoldKandKmodernKwheatKytalianKgenotypesYK
DataWinWBriefWK2019WKbgWKa_dgc_ 1.2 1

244 βheKexopolysaccharideKpropertiesKandKstructuresKdatabasejKuPαXtrYKqpplicationKtoKbacterialK
exopolysaccharidesYKCarbohydrateWPolymersWK2019WKb_eWKefeXeg_ 10.3 24

243 qspbgaKisKcriticalKforKsubstrateKinteractionKwithKtheKsurfaceKbindingKsiteKinK˛†XagaraseKaKfromKZobelliaK
galactanivoransYKProteins:WStructuremWFunctionWandWBioinformaticsWK2019WKhgWKcdXd_ 4.2

242
–assXαpectrometryXrasedKydentificationKofKsrossX’inksKinKProteinsKuxposedKtoKPhotoX xidationKandK
PeroxylKRadicalsKκsingK K’abelingKandK ptimizedKβandemK–assKαpectrometryKvragmentationYK
JournalWofWProteomeWResearchWK2018WKagWKb_agXb_bg

5.6 24

241
ynteractionKbetweenKstructurallyKdifferentKheteroexopolysaccharidesKandK˛†XlactoglobulinKstudiedK
byKsolutionKscatteringKandKanalyticalKultracentrifugationYKInternationalWJournalWofWBiologicalW
MacromoleculesWK2018WKaaaWKgdfXged

7.9 4

240 ysoenergicKmodificationKofKwheyKproteinKstructureKbyKdenaturationKandKcrosslinkingKusingK
transglutaminaseYKFoodWandWFunctionWK2018WKiWKgigXh_e 6.1 15

239 uffectKofKalginateKsizeWKmannuronicZguluronicKacidKcontentKandKpxKonKparticleKsizeWKthermodynamicsK
andKcompositionKofKcomplexesKwithK˛†XlactoglobulinYKFoodWHydrocolloidsWK2018WKgeWKaegXafc 10.6 11

238 rarleyKProteomicsYKCompendiumWofWPlantWGenomesWK2018WKcdeXcfa 0.8 3

237 tietaryK—utrientsWKProteomesWKandKqdhesionKofKProbioticK’actobacilliKtoK–ucinKandKxostKupithelialK
sellsYKMicroorganismsWK2018WKfWK 4.9 20

236 qnK—qtXtependentKαirtuinKtepropionylaseKandKteacetylaseKSαirb’aTKfromKtheKProbioticKracteriumK
’actobacillusKacidophilusK—sv–YKBiochemistryWK2018WKegWKci_cXciae 3.2 8

235 PlantKPolyphenolsKαtimulateKqdhesionKtoKyntestinalK–ucosaKandKynduceKProteomeKshangesKinKtheK
ProbioticK’actobacillusKacidophilusK—sv–YKMolecularWNutritionWandWFoodWResearchWK2018WKfbWKag__fch 5.9 18
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234 ProteomicsKofKtisulphideKandKsysteineK xidoreductionK2018WKgaXig

233 —ewKynsightsKintoKtheKPotentialKofKundogenousKRedoxKαystemsKinKWheatKrreadKtoughYKAntioxidantsWK
2018WKgWK 7.1 2

232 vunctionalKRolesKofKαtarchKrindingKtomainsKandKαurfaceKrindingKαitesKinKunzymesKynvolvedKinKαtarchK
riosynthesisYKFrontiersWinWPlantWScienceWK2018WKiWKafeb 6.2 14

231 xighXβhroughputKynKVitroKαcreeningKforKynhibitorsKofKserealK˛–XwlucosidaseYKMethodsWinWMolecularW
BiologyWK2018WKagieWKa_aXaae 1.4 1

230 RevealingKtheKtimericKsrystalKandKαolutionKαtructureKofK˛†X’actoglobulinKatKpxKdKandKytsKpxKandKαaltK
tependentK–onomerXtimerKuquilibriumYKBiomacromoleculesWK2018WKaiWKbi_eXbiab 6.9 10

229 uxoXKandKsurfaceKproteomesKofKtheKprobioticKbacteriumK’actobacillusKacidophilusK—sv–YKProteomicsWK
2017WKagWKag___ai 4.8 8

228 βheKstarchXbindingKdomainKfamilyKsr–daXqnKinKsilicoKanalysisKofKevolutionaryKrelationshipsYK
Proteins:WStructuremWFunctionWandWBioinformaticsWK2017WKheWKadh_Xadib 4.2 13

227 qffinityKulectrophoresisKforKqnalysisKofKsatalyticK–oduleXsarbohydrateKynteractionsYKMethodsWinW
MolecularWBiologyWK2017WKaehhWKaaiXabg 1.4 4

226 qnKuxtracellularKsellXqttachedKPullulanaseKsonfersKrranchedK˛–XwlucanKκtilizationKinKxumanKwutK
’actobacillusKacidophilusYKAppliedWandWEnvironmentalWMicrobiologyWK2017WKhcWK 4.8 19

225 βheKstructureKofK’actococcusKlactisKthioredoxinKreductaseKrevealsKmolecularKfeaturesKofK
photoXoxidativeKdamageYKScientificWReportsWK2017WKgWKdfbhb 4.9 7

224 –ucinXKandKcarbohydrateXstimulatedKadhesionKandKsubproteomeKchangesKofKtheKprobioticK
bacteriumK’actobacillusKacidophilusK—sv–YKJournalWofWProteomicsWK2017WKafcWKa_bXaa_ 3.9 44

223 ynvestigationKofKtheKindigenousKfungalKcommunityKpopulatingKbarleyKgrainsjKαecretomesKandK
xylanolyticKpotentialYKJournalWofWProteomicsWK2017WKafiWKaecXafd 3.9 8

222 RevealingKtheKsompactKαtructureKofK’acticKqcidKracterialKxeteroexopolysaccharidesKbyKαqXαKandK
t’αYKBiomacromoleculesWK2017WKahWKgdgXgef 6.9 9

221 somparativeKproteomicsKofKoxidativeKstressKresponseKofK’actobacillusKacidophilusK—sv–KrevealsK
effectsKonKt—qKrepairKandKcysteineKdeKnovoKsynthesisYKProteomicsWK2017WKagWKaf__agh 4.8 19

220 tiscoveryKofK˛–XlXarabinopyranosidasesKfromKhumanKgutKmicrobiomeKexpandsKtheKdiversityKwithinK
glycosideKhydrolaseKfamilyKdbYKJournalWofWBiologicalWChemistryWK2017WKbibWKba_ibXbaa_a 5.4 6

219 βheKReducingKsapacityKofKβhioredoxinKonK xidizedKβhiolsKinKroiledKWortYKJournalWofWAgriculturalWandW
FoodWChemistryWK2017WKfeWKa_a_aXa_a_f 5.7 0

218 vunctionalKandKstructuralKcharacterizationKofKplastidicKstarchKphosphorylaseKduringKbarleyK
endospermKdevelopmentYKPLoSWONEWK2017WKabWKe_agedhh 3.7 26

217 tevelopmentKofKnovelKmonoclonalKantibodiesKagainstKstarchKandKulvanKXKimplicationsKforKantibodyK
productionKagainstKpolysaccharidesKwithKlimitedKimmunogenicityYKScientificWReportsWK2017WKgWKicbf 4.9 15

(2017-2018)
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216 uffectKofKrepeatKunitKstructureKandKmolecularKmassKofKlacticKacidKbacteriaK
heteroXexopolysaccharidesKonKbindingKtoKmilkKproteinsYKCarbohydrateWPolymersWK2017WKaggWKd_fXdad 10.3 12

215 κnrestrictedK–assKαpectrometricKtataKqnalysisKforKydentificationWK’ocalizationWKandKäuantificationK
ofK xidativeKProteinK–odificationsYKJournalWofWProteomeWResearchWK2017WKafWKcighXcihh 5.6 15

214 tataKregardingKtheKgrowthKofK—sv–KonKdifferentKcarbohydratesKandKrecombinantKproductionKofK
elongationKfactorKwKandKpyruvateKkinaseYKDataWinWBriefWK2017WKadWKaahXabb 1.2 2

213 qKmetaXproteomicsKapproachKtoKstudyKtheKinterspeciesKinteractionsKaffectingKmicrobialKbiofilmK
developmentKinKaKmodelKcommunityYKScientificWReportsWK2017WKgWKafdhc 4.9 35

212 wxfbKarabinofuranosidasesjKαtructureWKfunctionKandKapplicationsYKBiotechnologyWAdvancesWK2017WKceWKgibXh_d17.8 36

211
qnKqβPKrindingKsassetteKβransporterK–ediatesKtheKκptakeKofK˛–XSaWfTX’inkedKtietaryK
 ligosaccharidesKinKrifidobacteriumKandKsorrelatesKwithKsompetitiveKwrowthKonKβheseKαubstratesYK
JournalWofWBiologicalWChemistryWK2016WKbiaWKb_bb_Xca

5.4 32

210 αtructuralKandK–echanicalKPropertiesKofKβhinKvilmsKofKrovineKαubmaxillaryK–ucinKversusKPorcineK
wastricK–ucinKonKaKxydrophobicKαurfaceKinKqqueousKαolutionsYKLangmuirWK2016WKcbWKifhgXif 4 25

209
qnKefficientKarabinoxylanXdebranchingK˛–X’XarabinofuranosidaseKofKfamilyKwxfbKfromKqspergillusK
nidulansKcontainsKaKsecondaryKcarbohydrateKbindingKsiteYKAppliedWMicrobiologyWandWBiotechnologyWK
2016WKa__WKfbfeXfbgg

5.7 18

208 αeedKthioredoxinKhYKBiochimicaWEtWBiophysicaWActaWnWProteinsWandWProteomicsWK2016WKahfdWKigdXhb 4 13

207 ’yticKpolysaccharideKmonooxygenasesKandKotherKoxidativeKenzymesKareKabundantlyKsecretedKbyK
qspergillusKnidulansKgrownKonKdifferentKstarchesYKBiotechnologyWforWBiofuelsWK2016WKiWKahg 7.8 33

206 κsingKsarbohydrateKynteractionKqssaysKtoKRevealK—ovelKrindingKαitesKinKsarbohydrateKqctiveK
unzymesYKPLoSWONEWK2016WKaaWKe_af_aab 3.7 15

205 tifferentialKproteomeKandKcellularKadhesionKanalysesKofKtheKprobioticKbacteriumK’actobacillusK
acidophilusK—sv–KgrownKonKraffinoseKXKanKemergingKprebioticYKProteomicsWK2016WKafWKacfaXge 4.8 22

204 PlantK˛–XglucanKphosphatasesKαuXdKandK’αvbKdisplayKdifferentKaffinityKforKamylopectinKandKamyloseYK
FEBSWLettersWK2016WKei_WKaahXbh 3.8 17

203 uxploringKtheKPlantX–icrobeKynterfaceKbyKProfilingKtheKαurfaceXqssociatedKProteinsKofKrarleyKwrainsYK
JournalWofWProteomeWResearchWK2016WKaeWKaaeaXfg 5.6 11

202 rarleyKgerminationjKαpatioXtemporalKconsiderationsKforKdesigningKandKinterpretingKâ��omicsâ��K
experimentsYKJournalWofWCerealWScienceWK2016WKg_WKbiXcg 3.8 17

201 αtructureKandKfunctionKofK˛–XglucanKdebranchingKenzymesYKCellularWandWMolecularWLifeWSciencesWK2016WK
gcWKbfaiXda 10.3 51

200 yminosugarKinhibitorsKofKcarbohydrateXactiveKenzymesKthatKunderpinKcerealKgrainKgerminationKandK
endospermKmetabolismYKBiochemicalWSocietyWTransactionsWK2016WKddWKaeiXfe 5.1 6

199 αtructuralKbiologyKofKstarchXdegradingKenzymesKandKtheirKregulationYKCurrentWOpinionWinWStructuralW
BiologyWK2016WKd_WKccXdb 8.1 25
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198  ligosaccharideKandKsubstrateKbindingKinKtheKstarchKdebranchingKenzymeKbarleyKlimitKdextrinaseYK
JournalWofWMolecularWBiologyWK2015WKdbgWKabfcXabgg 6.5 25

197 qKredoxXdependentKdimerizationKswitchKregulatesKactivityKandKtoleranceKforKreactiveKoxygenK
speciesKofKbarleyKseedKglutathioneKperoxidaseYKPlantWPhysiologyWandWBiochemistryWK2015WKi_WKehXfc 5.4 3

196 somplementingKtywuKproteomicsKandKt—qKsubarrayKanalysesKtoKshedKlightKonK enococcusKoeniK
adaptationKtoKethanolKinKwineXsimulatedKconditionsYKJournalWofWProteomicsWK2015WKabcWKaadXbg 3.9 25

195 βwoK’actococcusKlactisKthioredoxinKparaloguesKplayKdifferentKrolesKinKresponsesKtoKarsenateKandK
oxidativeKstressYKMicrobiologyWhUnitedWKingdomiWK2015WKafaWKebhXch 2.9 6

194
srystalKstructureKofKbarleyKlimitKdextrinaseXlimitKdextrinaseKinhibitorKS’tX’tyTKcomplexKrevealsK
insightsKintoKmechanismKandKdiversityKofKcerealKtypeKinhibitorsYKJournalWofWBiologicalWChemistryWK2015
WKbi_WKabfadXbi

5.4 16

193 ProteolyticKtegradationKofKrovineKαubmaxillaryK–ucinKSrα–TKandKytsKympactKonKqdsorptionKandK
’ubricationKatKaKxydrophobicKαurfaceYKLangmuirWK2015WKcaWKhc_cXi 4 17

192
βheKwxeKaWdX˛†XmannanaseKfromKrifidobacteriumKanimalisKsubspYKlactisKrlX_dKpossessesKaK
lowXaffinityKmannanXbindingKmoduleKandKhighlightsKtheKdiversityKofKmannanolyticKenzymesYKBMCW
BiochemistryWK2015WKafWKbf

4.8 29

191
βheKtifferentialKProteomeKofKtheKProbioticK’actobacillusKacidophilusK—sv–KwrownKonKtheKPotentialK
PrebioticKsellobioseKαhowsKκpregulationKofKβwoK˛†KXwlycosideKxydrolasesYKBioMedWResearchW
InternationalWK2015WKb_aeWKcdgbaf

3 8

190 qnalysisKofKαurfaceKrindingKαitesKSαrαTKwithinKwxfbWKwxacWKandKwxggYKJournalWofWAppliedW
GlycoscienceWhs999iWK2015WKfbWKhgXic 1 5

189 αerologicalKassessmentKofKneutrophilKelastaseKactivityKonKelastinKduringKlungKus–KremodelingYKBMCW
PulmonaryWMedicineWK2015WKaeWKec 3.5 31

188 qKsimplifiedKchromatographicKapproachKtoKpurifyKcommerciallyKavailableKbovineKsubmaxillaryK
mucinsKSrα–TYKPreparativeWBiochemistryWandWBiotechnologyWK2015WKdeWKhdXii 2.4 14

187 ’actococcusKlactisKthioredoxinKreductaseKisKsensitiveKtoKlightKinactivationYKBiochemistryWK2015WKedWKafbhXcg3.2 4

186 αurfaceKbindingKsitesKinKamylaseKhaveKdistinctKrolesKinKrecognitionKofKstarchKstructureKmotifsKandK
degradationYKInternationalWJournalWofWBiologicalWMacromoleculesWK2015WKgeWKcchXde 7.9 45

185
qKnovelKtwistKonKmolecularKinteractionsKbetweenKthioredoxinKandKnicotinamideKadenineK
dinucleotideKphosphateXdependentKthioredoxinKreductaseYKProteins:WStructuremWFunctionWandW
BioinformaticsWK2014WKhbWKf_gXai

4.2 7

184
qK˛†aXfZ˛†aXcKgalactosidaseKfromKrifidobacteriumKanimalisKsubspYKlactisKrlX_dKgivesKinsightKintoK
subXspecificitiesKofK˛†XgalactosideKcatabolismKwithinKrifidobacteriumYKMolecularWMicrobiologyWK2014WK
idWKa_bd

4.1 26

183 ’actococcusKlactisKβrxtKrepresentsKaKsubgroupKofKthioredoxinsKprevalentKinKwramXpositiveKbacteriaK
containingKWsXtsKactiveKsiteKmotifsYKArchivesWofWBiochemistryWandWBiophysicsWK2014WKefdWKafdXgb 4.1 7

182 RecentKinsightKinK˛–XglucanKmetabolismKinKprobioticKbacteriaYKBiologiaWhPolandiWK2014WKfiWKgacXgba 1.5 9

181 qnalysisKofKsurfaceKbindingKsitesKSαrαsTKinKcarbohydrateKactiveKenzymesKwithKfocusKonKglycosideK
hydrolaseKfamiliesKacKandKggKâ��KaKminiXreviewYKBiologiaWhPolandiWK2014WKfiWKg_eXgab 1.5 43

(2014-2015)
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180 tistinctKsubstrateKspecificitiesKofKthreeKglycosideKhydrolaseKfamilyKdbK˛†XgalactosidasesKfromK
rifidobacteriumKlongumKsubspYKinfantisKqβssKaefigYKGlycobiologyWK2014WKbdWKb_hXaf 5.8 31

179
αynbioticK’actobacillusKacidophilusK—sv–KandKcellobioseKdoesKnotKaffectKhumanKgutKbacterialK
diversityKbutKincreasesKabundanceKofKlactobacilliWKbifidobacteriaKandKbranchedXchainKfattyKacidsjKaK
randomizedWKdoubleXblindedKcrossXoverKtrialYKFEMSWMicrobiologyWEcologyWK2014WKi_WKbbeXcf

4.3 26

178 rarleyKwrainKProteinsK2014WKabcXafh 1

177 βheKroleKofKextracellularKmatrixKqualityKinKpulmonaryKfibrosisYKRespirationWK2014WKhhWKdhgXii 3.7 28

176 αelectivityKofKtheKsurfaceKbindingKsiteKSαrαTKonKbarleyKstarchKsynthaseKyYKBiologiaWhPolandiWK2014WKfiWKaaahXaaba1.5 10

175 ˛–XqmylasejKanKenzymeKspecificityKfoundKinKvariousKfamiliesKofKglycosideKhydrolasesYKCellularWandW
MolecularWLifeWSciencesWK2014WKgaWKaadiXg_ 10.3 206

174 βranscriptionalKanalysisKofKoligosaccharideKutilizationKbyKrifidobacteriumKlactisKrlX_dYKBMCWGenomics
WK2013WKadWKcab 4.5 54

173 RecentKinsightKintoKoligosaccharideKuptakeKandKmetabolismKinKprobioticKbacteriaYKBiocatalysisWandW
BiotransformationWK2013WKcaWKbbfXbce 2.5 19

172 αtructuralKbasisKforKarabinoxyloXoligosaccharideKcaptureKbyKtheKprobioticKrifidobacteriumKanimalisK
subspYKlactisKrlX_dYKMolecularWMicrobiologyWK2013WKi_WKaa__Xab 4.1 48

171
riochemicalKandKkineticKcharacterisationKofKaKnovelKxylooligosaccharideXupregulatedKwxdcK
˛†XdXxylosidaseZ˛–XlXarabinofuranosidaseKSrXqdcTKfromKtheKprobioticKrifidobacteriumKanimalisKsubspYK
lactisKrrXabYKAMBWExpressWK2013WKcWKef

4.1 23

170 qnKexoproteomeKapproachKtoKmonitorKsafetyKofKaKcheeseXisolatedK’actococcusKlactisYKFoodWResearchW
InternationalWK2013WKedWKa_gbXa_gi 7 17

169 ‘ineticKanalysisKofKinhibitionKofKglucoamylaseKandKactiveKsiteKmutantsKviaKchemoselectiveKoximeK
immobilizationKofKacarboseKonKαPRKchipKsurfacesYKCarbohydrateWResearchWK2013WKcgeWKbaXh 2.9 11

168 qrabidopsisKthalianaKq–YcKisKaKuniqueKredoxXregulatedKchloroplasticK˛–XamylaseYKJournalWofW
BiologicalWChemistryWK2013WKbhhWKccfb_Xccfcc 5.4 67

167 RecentKdevelopmentKofKphosphorylasesKpossessingKlargeKpotentialKforKoligosaccharideKsynthesisYK
CurrentWOpinionWinWChemicalWBiologyWK2013WKagWKc_aXi 9.7 102

166 βheKbarleyKgrainKthioredoxinKsystemKXKanKupdateYKFrontiersWinWPlantWScienceWK2013WKdWKaea 6.2 7

165 ynKvitroKgrowthKofKfourKindividualKhumanKgutKbacteriaKonKoligosaccharidesKproducedKbyK
chemoenzymaticKsynthesisYKFoodWandWFunctionWK2013WKdWKghdXic 6.1 13

164 qpplicationKofKproteomicsKforKimprovingKcropKprotectionZartificialKregulationYKFrontiersWinWPlantW
ScienceWK2013WKdWKebb 6.2 18

163 qKbacterialKglucanotransferaseKcanKreplaceKtheKcomplexKmaltoseKmetabolismKrequiredKforKstarchKtoK
sucroseKconversionKinKleavesKatKnightYKJournalWofWBiologicalWChemistryWK2013WKbhhWKbhehaXih 5.4 28
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162 somparativeKfermentationKofKinsolubleKcarbohydratesKinKanKinKvitroKhumanKfecesKmodelKspikedKwithK
’actobacillusKacidophilusK—sv–YKStarchpStaerkeWK2013WKfeWKcdfXcec 2.3 5

161 qKαnapshotKintoKtheK–etabolismKofKysomaltoXoligosaccharidesKinKProbioticKracteriaYKJournalWofW
AppliedWGlycoscienceWhs999iWK2013WKf_WKieXa__ 1 4

160 αurfaceKrindingKαitesKSαrαsTWK–echanismKandKRegulationKofKunzymesKtegradingKqmylopectinKandK
˛–X’imitKtextrinsYKJournalWofWAppliedWGlycoscienceWhs999iWK2013WKf_WKa_aXa_i 1 1

159 αurfaceKbindingKsitesKinKcarbohydrateKactiveKenzymesjKanKemergingKpictureKofKstructuralKandK
functionalKdiversityYKCarbohydrateWChemistryWK2013WKb_dXbba 3 20

158 ynsightsKintoKphysiologicalKtraitsKofKrifidobacteriumKanimalisKsubspYKlactisKrrXabKthroughKmembraneK
proteomeKanalysisYKJournalWofWProteomicsWK2012WKgeWKaai_Xb__ 3.9 12

157
αtructureKofKtheKstarchXdebranchingKenzymeKbarleyKlimitKdextrinaseKrevealsKhomologyKofKtheK
—XterminalKdomainKtoKsr–baYKActaWCrystallographicaWSectionWF:WStructuralWBiologyWCommunicationsWK
2012WKfhWKa__hXab

14

156
RaffinoseKfamilyKoligosaccharideKutilisationKbyKprobioticKbacteriajKinsightKintoKsubstrateKrecognitionWK
molecularKarchitectureKandKdiversityKofKwxcfK˛–XgalactosidasesYKBiocatalysisWandWBiotransformationWK
2012WKc_WKcafXcbe

2.5 11

155 tissectingKmolecularKinteractionsKinvolvedKinKrecognitionKofKtargetKdisulfidesKbyKtheKbarleyK
thioredoxinKsystemYKBiochemistryWK2012WKeaWKiic_Xi 3.2 9

154 ynactivationKofKbarleyKlimitKdextrinaseKinhibitorKbyKthioredoxinXcatalysedKdisulfideKreductionYKFEBSW
LettersWK2012WKehfWKbdgiXhb 3.8 12

153 tegradationKofKtheKstarchKcomponentsKamylopectinKandKamyloseKbyKbarleyK˛–XamylaseKajKroleKofK
surfaceKbindingKsiteKbYKArchivesWofWBiochemistryWandWBiophysicsWK2012WKebhWKaXf 4.1 19

152 rindingKynteractionsKretweenK˛–XglucansKfromK’actobacillusKreuteriKandK–ilkKProteinsKsharacterisedK
byKαurfaceKPlasmonKResonanceYKFoodWBiophysicsWK2012WKgWKbb_Xbbf 3.2 10

151 βranscriptionalKanalysisKofKprebioticKuptakeKandKcatabolismKbyK’actobacillusKacidophilusK—sv–YKPLoSW
ONEWK2012WKgWKeddd_i 3.7 50

150 βwoXdimensionalKgelXbasedKalkalineKproteomeKofKtheKprobioticKbacteriumK’actobacillusKacidophilusK
—sv–YKProteomicsWK2012WKabWKa__fXad 4.8 4

149 αtructuralKandKphysicalKeffectsKofKaromaKcompoundKbindingKtoKnativeKstarchKgranulesYK
StarchpStaerkeWK2012WKfdWKdfaXdfi 2.3 8

148 ysothermalKtitrationKcalorimetryKandKsurfaceKplasmonKresonanceKallowKquantifyingKsubstrateK
bindingKtoKdifferentKbindingKsitesKofKracillusKsubtilisKxylanaseYKAnalyticalWBiochemistryWK2012WKdb_WKi_Xb 3.1 8

147
unzymologyKandKstructureKofKtheKwxac_caKglucanKaWfX˛–XglucosidaseKthatKconfersK
isomaltooligosaccharideKutilizationKinKtheKprobioticK’actobacillusKacidophilusK—sv–YKJournalWofW
BacteriologyWK2012WKaidWKdbdiXei

3.5 47

146 βheKeffectKofKselectedKsynbioticsKonKmicrobialKcompositionKandKshortXchainKfattyKacidKproductionKinK
aKmodelKsystemKofKtheKhumanKcolonYKPLoSWONEWK2012WKgWKedgbab 3.7 67

145
RecombinantKproductionKandKcharacterisationKofKtwoKrelatedKwxeKendoX˛†XaWdXmannanasesKfromK
qspergillusKnidulansKvwαsKqdKshowingKdistinctlyKdifferentKtransglycosylationKcapacityYKBiochimicaWEtW
BiophysicaWActaWnWProteinsWandWProteomicsWK2011WKahadWKagb_Xi

4 39

(2011-2013)
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144 srystalKstructureKofK˛–XgalactosidaseKfromK’actobacillusKacidophilusK—sv–jKinsightKintoKtetramerK
formationKandKsubstrateKbindingYKJournalWofWMolecularWBiologyWK2011WKdabWKdffXh_ 6.5 51

143 ufficientKsecretoryKexpressionKofKfunctionalKbarleyKlimitKdextrinaseKinhibitorKbyKhighKcellXdensityK
fermentationKofKPichiaKpastorisYKProteinWExpressionWandWPurificationWK2011WKgiWKbagXbb 2 9

142 αtarchXbindingKdomainsKinKtheKsr–deKfamilyXXlowXaffinityKdomainsKfromKglucanWKwaterKdikinaseKandK
˛–XamylaseKinvolvedKinKplastidialKstarchKmetabolismYKFEBSWJournalWK2011WKbghWKaageXhe 5.7 37

141 βransglycosylationKbyKbarleyK˛–XamylaseKaYKJournalWofWMolecularWCatalysisWB:WEnzymaticWK2011WKgbWKbbiXbcg 7

140
αtructuralKandKevolutionaryKaspectsKofKtwoKfamiliesKofKnonXcatalyticKdomainsKpresentKinKstarchKandK
glycogenKbindingKproteinsKfromKmicrobesWKplantsKandKanimalsYKEnzymeWandWMicrobialWTechnologyWK
2011WKdiWKdbiXd_

3.8 101

139 κsingKαurfaceKPlasmonKResonanceKβechnologyKtoKαcreenKynteractionsKretweenKuxopolysaccharidesK
andK–ilkKProteinsYKFoodWBiophysicsWK2011WKfWKdfhXdgc 3.2 9

138 ProteomesKofKtheKbarleyKaleuroneKlayerjKqKmodelKsystemKforKplantKsignallingKandKproteinKsecretionYK
ProteomicsWK2011WKaaWKaeieXf_e 4.8 39

137 βheKextracellularKproteomeKofKrifidobacteriumKanimalisKsubspYKlactisKrrXabKrevealsKproteinsKwithK
putativeKrolesKinKprobioticKeffectsYKProteomicsWK2011WKaaWKbe_cXad 4.8 56

136 ProteomeKreferenceKmapKofK’actobacillusKacidophilusK—sv–KandKquantitativeKproteomicsKtowardsK
understandingKtheKprebioticKactionKofKlactitolYKProteomicsWK2011WKaaWKcdg_Xha 4.8 40

135 unzymaticKsynthesisKofK˛†XxylosylXoligosaccharidesKbyKtransxylosylationKusingKtwoK˛†XxylosidasesKofK
glycosideKhydrolaseKfamilyKcKfromKqspergillusKnidulansKvwαsKqdYKCarbohydrateWResearchWK2011WKcdfWKdbaXi2.9 17

134 PlantKredoxKproteomicsYKJournalWofWProteomicsWK2011WKgdWKade_Xfb 3.9 38

133
βranscriptionalKandKfunctionalKanalysisKofKgalactooligosaccharideKuptakeKbyKlacαKinK’actobacillusK
acidophilusYKProceedingsWofWtheWNationalWAcademyWofWSciencesWofWtheWUnitedWStatesWofWAmericaWK2011WK
a_hWKaggheXi_

11.5 82

132 qspergillusKnidulansKalphaXgalactosidaseKofKglycosideKhydrolaseKfamilyKcfKcatalysesKtheKformationK
ofKalphaXgalactoXoligosaccharidesKbyKtransglycosylationYKFEBSWJournalWK2010WKbggWKcechXea 5.7 37

131
sombinedKtranscriptomeKandKproteomeKanalysisKofKrifidobacteriumKanimalisKsubspYKlactisKrrXabK
grownKonKxyloXoligosaccharidesKandKaKmodelKofKtheirKutilizationYKAppliedWandWEnvironmentalW
MicrobiologyWK2010WKgfWKgbheXia

4.8 54

130
RationalKengineeringKofK’actobacillusKacidophilusK—sv–KmaltoseKphosphorylaseKintoKeitherK
trehaloseKorKkojibioseKdualKspecificityKphosphorylaseYKProteinWEngineeringmWDesignWandWSelectionWK
2010WKbcWKghaXg

1.9 21

129 tynamicsKofKstarchKgranuleKbiogenesisKâ��KtheKroleKofKredoxXregulatedKenzymesKandKlowXaffinityK
carbohydrateXbindingKmodulesYKBiocatalysisWandWBiotransformationWK2010WKbhWKcXi 2.5 11

128 srystalKstructureKofKanKessentialKenzymeKinKseedKstarchKdegradationjKbarleyKlimitKdextrinaseKinK
complexKwithKcyclodextrinsYKJournalWofWMolecularWBiologyWK2010WKd_cWKgciXe_ 6.5 46

127 ufficientKchemoenzymaticKoligosaccharideKsynthesisKbyKreverseKphosphorolysisKusingKcellobioseK
phosphorylaseKandKcellodextrinKphosphorylaseKfromKslostridiumKthermocellumYKBiochimieWK2010WKibWKahahXbf4.6 47
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126 αecretoryKexpressionKofKfunctionalKbarleyKlimitKdextrinaseKbyKPichiaKpastorisKusingKhighKcellXdensityK
fermentationYKProteinWExpressionWandWPurificationWK2010WKfiWKaabXi 2 21

125 ‘ineticKandKthermodynamicKpropertiesKofKtwoKbarleyKthioredoxinKhKisozymesWKxvβrxhaKandKxvβrxhbYK
FEBSWLettersWK2010WKehdWKccgfXh_ 3.8 15

124 ydentificationKofKthioredoxinKtargetKdisulfidesKinKproteinsKreleasedKfromKbarleyKaleuroneKlayersYK
JournalWofWProteomicsWK2010WKgcWKaaccXf 3.9 20

123 ProteomicKandKactivityKprofilesKofKascorbateXglutathioneKcycleKenzymesKinKgerminatingKbarleyK
embryoYKPhytochemistryWK2010WKgaWKafe_Xf 4 19

122
ufficientKoneXpotKenzymaticKsynthesisKofKalphaXSaXXndTXglucosidicKdisaccharidesKthroughKaKcoupledK
reactionKcatalysedKbyK’actobacillusKacidophilusK—sv–KmaltoseKphosphorylaseYKCarbohydrateW
ResearchWK2010WKcdeWKa_faXd

2.9 18

121 —ewKynsightKintoKαtructureZvunctionKRelationshipsKinKPlantKYq’PxqYXqmylaseKvamilyKwxacK–embersYK
JournalWofWAppliedWGlycoscienceWhs999iWK2010WKegWKaegXafb 1 3

120
shapterKaeK–olecularKRecognitionKinK—qtPxXtependentKPlantKβhioredoxinKαystemsâ��satalyticK
–echanismsWKαtructuralKαnapshotsKandKβargetKydentificationsYKAdvancesWinWBotanicalWResearchWK2009WK
ebWKdfaXdie

2.2 4

119 vromKproteomicsKtoKstructuralKstudiesKofKcytosolicZmitochondrialXtypeKthioredoxinKsystemsKinK
barleyKseedsYKMolecularWPlantWK2009WKbWKcghXhi 14.4 23

118 qKsr–b_KlowXaffinityKstarchXbindingKdomainKfromKglucanWKwaterKdikinaseYKFEBSWLettersWK2009WKehcWKaaeiXfc3.8 37

117 yntegrationKofKtheKbarleyKgeneticKandKseedKproteomeKmapsKforKchromosomeKaxWKbxWKcxWKexKandKgxYK
FunctionalWandWIntegrativeWGenomicsWK2009WKiWKaceXdc 3.8 16

116 αtructureKofKxordeumKvulgareK—qtPxXdependentKthioredoxinKreductaseKbYKκnwindingKtheKreactionK
mechanismYKActaWCrystallographicaWSectionWD:WBiologicalWCrystallographyWK2009WKfeWKicbXda 16

115 βheKcarbohydrateXbindingKmoduleKfamilyKb_XXdiversityWKstructureWKandKfunctionYKFEBSWJournalWK2009WK
bgfWKe__fXbi 5.7 144

114
βheKmaltodextrinKtransportKsystemKandKmetabolismKinK’actobacillusKacidophilusK—sv–KandK
productionKofKnovelKalphaXglucosidesKthroughKreverseKphosphorolysisKbyKmaltoseKphosphorylaseYK
FEBSWJournalWK2009WKbgfWKgcecXfe

5.7 41

113 rarleyKseedKproteomicsKfromKspotsKtoKstructuresYKJournalWofWProteomicsWK2009WKgbWKcaeXbd 3.9 85

112 βwoKsecondaryKcarbohydrateKbindingKsitesKonKtheKsurfaceKofKbarleyKalphaXamylaseKaKhaveKdistinctK
functionsKandKdisplayKsynergyKinKhydrolysisKofKstarchKgranulesYKBiochemistryWK2009WKdhWKgfhfXig 3.2 65

111 –ultiXsiteKsubstrateKbindingKandKinterplayKinKbarleyKalphaXamylaseKaYKFEBSWLettersWK2008WKehbWKbefgXga 3.8 16

110 ydentificationKofKthioredoxinKdisulfideKtargetsKusingKaKquantitativeKproteomicsKapproachKbasedKonK
isotopeXcodedKaffinityKtagsYKJournalWofWProteomeWResearchWK2008WKgWKebg_Xf 5.6 97

109
βheK—qtPxXdependentKthioredoxinKreductaseZthioredoxinKsystemKinKgerminatingKbarleyKseedsjK
geneKexpressionWKproteinKprofilesWKandKinteractionsKbetweenKisoformsKofKthioredoxinKhKandK
thioredoxinKreductaseYKPlantWPhysiologyWK2008WKadfWKghiXii

6.6 60

(2008-2010)
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108 αmallKangleKXXrayKstudiesKrevealKthatKqspergillusKnigerKglucoamylaseKhasKaKdefinedKextendedK
conformationKandKcanKformKdimersKinKsolutionYKJournalWofWBiologicalWChemistryWK2008WKbhcWKadggbXh_ 5.4 16

107 srystalKstructuresKofKbarleyKthioredoxinKhKisoformsKxvβrxhaKandKxvβrxhbKrevealKfeaturesKinvolvedKinK
proteinKrecognitionKandKpossiblyKinKdiscriminatingKtheKisoformKspecificityYKProteinWScienceWK2008WKagWKa_aeXbd6.3 26

106 qnKenzymeKfamilyKreunionKâ��KsimilaritiesWKdifferencesKandKeccentricitiesKinKactionsKonK˛–XglucansYK
BiologiaWhPolandiWK2008WKfcWKifgXigi 1.5 6

105
αpatioXtemporalKchangesKinKgerminationKandKradicalKelongationKofKbarleyKseedsKtrackedKbyK
proteomeKanalysisKofKdissectedKembryoWKaleuroneKlayerWKandKendospermKtissuesYKProteomicsWK2007WK
gWKdebhXd_

4.8 65

104 αpatioXtemporalKprofilingKandKdegradationKofKalphaXamylaseKisozymesKduringKbarleyKseedK
germinationYKFEBSWJournalWK2007WKbgdWKbeebXfe 5.7 38

103 βheKRpairKofKsugarKtongsRKsiteKonKtheKnonXcatalyticKdomainKsKofKbarleyKalphaXamylaseKparticipatesKinK
substrateKbindingKandKactivityYKFEBSWJournalWK2007WKbgdWKe_eeXfg 5.7 56

102 rarleyKperoxidaseKisozymesYKInternationalWJournalWofWMassWSpectrometryWK2007WKbfhWKbddXbec 1.9 33

101 qKremoteKbutKsignificantKsequenceKhomologyKbetweenKglycosideKhydrolaseKclanKwxXxKandKfamilyK
wxcaYKFEBSWLettersWK2007WKehaWKabfaXh 3.8 38

100 αtructuralKbasisKforKtargetKproteinKrecognitionKbyKtheKproteinKdisulfideKreductaseKthioredoxinYK
StructureWK2006WKadWKag_aXa_ 5.2 87

99 ProteinaceousKinhibitorsKofKcarbohydrateXactiveKenzymesKinKcerealsjKimplicationKinKagricultureWK
cerealKprocessingKandKnutritionYKJournalWofWtheWScienceWofWFoodWandWAgricultureWK2006WKhfWKaegcXaehf 4.3 33

98
ProductionKofKenzymaticallyKactiveKrecombinantKfullXlengthKbarleyKhighKpyKalphaXglucosidaseKofK
glycosideKfamilyKcaKbyKhighKcellXdensityKfermentationKofKPichiaKpastorisKandKaffinityKpurificationYK
ProteinWExpressionWandWPurificationWK2006WKdfWKefXfc

2 20

97 –appingKofKbarleyKalphaXamylasesKandKouterKsubsiteKmutantsKrevealsKdynamicKhighXaffinityKsubsitesK
andKbarriersKinKtheKlongKsubstrateKbindingKcleftYKFEBSWLettersWK2006WKeh_WKe_diXec 3.8 22

96 tifferentialKappearanceKofKisoformsKandKcultivarKvariationKinKproteinKtemporalKprofilesKrevealedKinK
theKmaturingKbarleyKgrainKproteomeYKPlantWScienceWK2006WKag_WKh_hXhba 5.3 53

95
βheKactivityKofKbarleyKalphaXamylaseKonKstarchKgranulesKisKenhancedKbyKfusionKofKaKstarchKbindingK
domainKfromKqspergillusKnigerKglucoamylaseYKBiochimicaWEtWBiophysicaWActaWnWProteinsWandW
ProteomicsWK2006WKagfdWKbgeXhd

4 37

94 ynteractionsKbetweenKrarleyKYq’PxqYXqmylasesWKαubstratesWKynhibitorsKandKRegulatoryKProteinsYK
JournalWofWAppliedWGlycoscienceWhs999iWK2006WKecWKafcXafi 1

93 ynvolvementKofKindividualKsubsitesKandKsecondaryKsubstrateKbindingKsitesKinKmultipleKattackKonK
amyloseKbyKbarleyKalphaXamylaseYKBiochemistryWK2005WKddWKahbdXcb 3.2 37

92 qKnewKclanKofKsr–KfamiliesKbasedKonKbioinformaticsKofKstarchXbindingKdomainsKfromKfamiliesK
sr–b_KandKsr–baYKFEBSWJournalWK2005WKbgbWKedigXeac 5.7 59

91
qv–KymagesKofKsomplexesKbetweenKqmyloseKandKqspergillusKnigerKwlucoamylaseK–utantsWK—ativeK
andK–utantKαtarchKrindingKtomainsjKqK–odelKforKtheKqctionKofKwlucoamylaseYKStarchpStaerkeWK2005WK
egWKaXg

2.3 43
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90
ydentificationKofKthioredoxinKhXreducibleKdisulphidesKinKproteomesKbyKdifferentialKlabellingKofK
cysteinesjKinsightKintoKrecognitionKandKregulationKofKproteinsKinKbarleyKseedsKbyKthioredoxinKhYK
ProteomicsWK2005WKeWKafcdXdd

4.8 56

89
riasedKmutagenesisKinKtheK—XterminalKregionKbyKdegenerateKoligonucleotideKgeneKshufflingK
enhancesKsecretoryKexpressionKofKbarleyKalphaXamylaseKbKinKyeastYKProteinWEngineeringmWDesignWandW
SelectionWK2005WKahWKeaeXbf

1.9 11

88 –utationalKanalysisKofKtargetKenzymeKrecognitionKofKtheKbetaXtrefoilKfoldKbarleyK
alphaXamylaseZsubtilisinKinhibitorYKJournalWofWBiologicalWChemistryWK2005WKbh_WKadheeXfd 5.4 19

87  ligosaccharideKbindingKtoKbarleyKalphaXamylaseKaYKJournalWofWBiologicalWChemistryWK2005WKbh_WKcbifhXgh 5.4 63

86
βyrosineKa_eKandKthreonineKbabKatKoutermostKsubstrateKbindingKsubsitesKXfKandKVdKcontrolK
substrateKspecificityWKoligosaccharideKcleavageKpatternsWKandKmultipleKbindingKmodesKofKbarleyK
alphaXamylaseKaYKJournalWofWBiologicalWChemistryWK2004WKbgiWKa__icXa_b

5.4 32

85 βwoXdimensionalKgelKelectrophoresisKpatternKSpxKfXaaTKandKidentificationKofKwaterXsolubleKbarleyK
seedKandKmaltKproteinsKbyKmassKspectrometryYKProteomicsWK2004WKdWKgbhXdb 4.8 71

84 unvironmentalKandKtransgeneKexpressionKeffectsKonKtheKbarleyKseedKproteomeYKPhytochemistryWK
2004WKfeWKafaiXbg 4 31

83 ProteinaceousKalphaXamylaseKinhibitorsYKBiochimicaWEtWBiophysicaWActaWnWProteinsWandWProteomicsWK
2004WKafifWKadeXef 4 116

82 rarleyKalphaXamylaseZsubtilisinKinhibitorjKstructureWKbiophysicsKandKproteinKengineeringYKBiochimicaW
EtWBiophysicaWActaWnWProteinsWandWProteomicsWK2004WKafifWKaegXfd 4 44

81
syeKmaleimideKlabellingKforKsensitiveKdetectionKofKfreeKthiolsKinKnativeKproteinKextractsjK
identificationKofKseedKproteinsKtargetedKbyKbarleyKthioredoxinKhKisoformsYKBiochemicalWJournalWK2004
WKcghWKdigXe_g

3.8 107

80 βheKstructureKofKbarleyKalphaXamylaseKisozymeKaKrevealsKaKnovelKroleKofKdomainKsKinKsubstrateK
recognitionKandKbindingjKaKpairKofKsugarKtongsYKStructureWK2003WKaaWKigcXhd 5.2 127

79 veasibilityKstudyKofKaKtissueXspecificKapproachKtoKbarleyKproteomeKanalysisjKaleuroneKlayerWK
endospermWKembryoKandKsingleKseedsYKJournalWofWCerealWScienceWK2003WKchWKbagXbbg 3.8 58

78 shemoenzymaticKsynthesisKofKbranchedKoligoXKandKpolysaccharidesKasKpotentialKsubstratesKforK
starchKactiveKenzymesYKChemBioChemWK2003WKdWKac_gXaa 3.8 12

77 RelationKbetweenKdomainKevolutionWKspecificityWKandKtaxonomyKofKtheKalphaXamylaseKfamilyK
membersKcontainingKaKsXterminalKstarchXbindingKdomainYKFEBSWJournalWK2003WKbg_WKfceXde 88

76 ydentificationWKcloningKandKcharacterizationKofKtwoKthioredoxinKhKisoformsWKxvβrxhaKandKxvβrxhbWK
fromKtheKbarleyKseedKproteomeYKFEBSWJournalWK2003WKbg_WKbfccXdc 46

75  nKtheKmechanismKofKalphaXamylaseYKFEBSWJournalWK2003WKbg_WKchgaXi 52

74
‘ineticsKandKenergeticsKofKtheKbindingKbetweenKbarleyKalphaXamylaseZsubtilisinKinhibitorKandKbarleyK
alphaXamylaseKbKanalyzedKbyKsurfaceKplasmonKresonanceKandKisothermalKtitrationKcalorimetryYK
BiochemistryWK2003WKdbWKadghXhg

3.2 43

73 PurificationKandKcharacterizationKofKtheKbetaXtrefoilKfoldKproteinKbarleyKalphaXamylaseZsubtilisinK
inhibitorKoverexpressedKinKuscherichiaKcoliYKProteinWExpressionWandWPurificationWK2003WKc_WKaheXic 2 17

(2003-2005)
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72 ympactKonKαubstrateKαpecificityKofK–utationalKαubsiteKysozymeK–imicryKinKrarleyKYq’PxqYXqmylaseYK
JournalWofWAppliedWGlycoscienceWhs999iWK2003WKe_WKadcXade 1

71 shemoenzymaticKsynthesesKofKlinearKandKbranchedKhemithiomaltodextrinsKasKpotentialKinhibitorsK
forKstarchXdebranchingKenzymesYKChemistryWnWAWEuropeanWJournalWK2002WKhWKeddgXee 4.8 21

70 uxpressionWKpurificationKandKpreliminaryKcrystallographicKstudiesKofKalphaXamylaseKisozymeKaKfromK
barleyKseedsYKActaWCrystallographicaWSectionWD:WBiologicalWCrystallographyWK2002WKehWKfhcXf 7

69
rarleyKalphaXamylaseK–etecKsituatedKatKtheKhighXaffinityKsubsiteKXbKbelongsKtoKaKsubstrateKbindingK
motifKinKtheKbetaXXnalphaKloopKbKofKtheKcatalyticKSbetaZalphaThXbarrelKandKisKcriticalKforKactivityKandK
substrateKspecificityYKFEBSWJournalWK2002WKbfiWKecggXi_

25

68 ynitialKproteomeKanalysisKofKmatureKbarleyKseedsKandKmaltYKProteomicsWK2002WKbWKgccXi 4.8 95

67 ProteomeKanalysisKofKgrainKfillingKandKseedKmaturationKinKbarleyYKPlantWPhysiologyWK2002WKabiWKac_hXai 6.6 210

66 –odulationKofKactivityKandKsubstrateKbindingKmodesKbyKmutationKofKsingleKandKdoubleKsubsitesK
VaZVbKandKXeZXfKofKbarleyKalphaXamylaseKaYKFEBSWJournalWK2001WKbfhWKfedeXeh 31

65 RelationshipKofKsequenceKandKstructureKtoKspecificityKinKtheKalphaXamylaseKfamilyKofKenzymesYKBBAWnW
ProteinsWandWProteomicsWK2001WKaedfWKaXb_ 470

64
–odulationKofKtheKmultisubstrateKspecificityKofKβhermusKmaltogenicKamylaseKbyKtruncationKofKtheK
—XterminalKdomainKandKbyKaKsaltXinducedKshiftKofKtheKmonomerZdimerKequilibriumYKBiochemistryWK
2001WKd_WKadahbXi_

3.2 39
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