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i Paper IF Citations

299 SingleHnucleusHmultiUomicsHidentifiesHhumanHcorticalHcellHregulatoryHgenomeHdiversityVVHCellc
GenomicsTH2022THZTH 4

298 TheHbiologyHofHtimehHdynamicHresponsesHofHcellHtypesHtoHdevelopmentalTHcircadianHandH
environmentalHcuesVHPlantcJournalTH2021TH 6.9 1

297 onHatlasHofHgeneHregulatoryHelementsHinHadultHmouseHcerebrumVHNatureTH2021THcgfTHYZgUYad 50.4 8

296 oHtranscriptomicHandHepigenomicHcellHatlasHofHtheHmouseHprimaryHmotorHcortexVHNatureTH2021THcgfTHYXaUYYX50.4 23

295 qomparativeHcellularHanalysisHofHmotorHcortexHinHhumanTHmarmosetHandHmouseVHNatureTH2021THcgfTHYYYUYYg50.4 31

294 oHmultimodalHcellHcensusHandHatlasHofHtheHmammalianHprimaryHmotorHcortexVHNatureTH2021THcgfTHfdUYXZ 50.4 44

293 rNoHmethylationHatlasHofHtheHmouseHbrainHatHsingleUcellHresolutionVHNatureTH2021THcgfTHYZXUYZf 50.4 14

292 spigenomicHdiversityHofHcorticalHprojectionHneuronsHinHtheHmouseHbrainVHNatureTH2021THcgfTHYdeUYea 50.4 9

291 wterativeHsingleUcellHmultiUomicHintegrationHusingHonlineHlearningVHNaturecBiotechnologyTH2021THagTHYXXXUYXXe44.5 12

290 SingleHnucleusHmultiUomicsHregulatoryHlandscapeHofHtheHmurineHpituitaryVHNaturecCommunicationsTH
2021THYZTHZdee 17.4 8

289 PvYTOqvROαsUwNTsRoqTwNuHtoqTORsHtriggerHenvironmentallyHresponsiveHchromatinHdynamicsHinH
plantsVHNaturecGeneticsTH2021THcaTHgccUgdY 36.3 11

288 oHplantUspecificHsyntaxinUdHproteinHcontributesHtoHtheHintracytoplasmicHrouteHforHtheHbegomovirusH
qabzqVVHPlantcPhysiologyTH2021THYfeTHYcfUYea 6.6 2

287 TheHemergenceHofHtheHbrainHnonUqpuHmethylationHsystemHinHvertebratesVHNaturecEcologycandc
EvolutionTH2021THcTHadgUaef 12.3 19

286 qomprehensiveHanalysisHofHsingleHcellHoToqUseqHdataHwithHSnapoToqVHNaturecCommunicationsTH2021TH
YZTHYaae 17.4 61

285 octivityUdependentHmodulationHofHsynapseUregulatingHgenesHinHastrocytesVHELifeTH2021THYXTH 8.9 11

284
oHmassivelyHparallelHbarcodedHsequencingHpipelineHenablesHgenerationHofHtheHfirstHORteomeHandH
interactomeHmapHforHriceVHProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedcStatescofc
AmericaTH2020THYYeTHYYfadUYYfbZ

11.5 6

283 sxtractionHofHristinctHNeuronalHqellHTypesHfromHwithinHaHueneticallyHqontinuousHPopulationVHNeuron
TH2020THYXeTHZebUZfZVed 13.9 41
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282 wntegratedHmultiUomicsHframeworkHofHtheHplantHresponseHtoHjasmonicHacidVHNaturecPlantsTH2020THdTHZgXUaXZ11.5 59

281 qhimericHoctivatorsHandHRepressorsHrefineHvYcHoctivityHandHRevealHaHzightURegulatedHteedbackH
αechanismVHPlantcCellTH2020THaZTHgdeUgfa 11.6 52

280 zosingHrnmtaaHdependentHmethylationHinHinhibitoryHneuronsHimpairsHneuralHfunctionHbyHaH
mechanismHimpactingHRettHsyndromeVHELifeTH2020THgTH 8.9 19

279 uenomeHandHtimeUofUdayHtranscriptomeHofHlinkHmorphologicalHminimizationHwithHgeneHlossHandHlessH
growthHcontrolVHGenomecResearchTH2020TH 9.7 17

278 TheHxoUpathwayHαYqHtranscriptionHfactorsHregulateHphotomorphogenicHresponsesHbyHtargetingHvYcH
geneHexpressionVHPlantcJournalTH2020THYXZTHYafUYcZ 6.9 24

277 onHatlasHofHdynamicHchromatinHlandscapesHinHmouseHfetalHdevelopmentVHNatureTH2020THcfaTHebbUecY 50.4 76

276 SpatiotemporalHrNoHmethylomeHdynamicsHofHtheHdevelopingHmouseHfetusVHNatureTH2020THcfaTHecZUecg 50.4 35

275 PerspectivesHonHsNqOrsVHNatureTH2020THcfaTHdgaUdgf 50.4 61

274 sxpandedHencyclopaediasHofHrNoHelementsHinHtheHhumanHandHmouseHgenomesVHNatureTH2020THcfaTHdggUeYX50.4 360

273 ouxinUsensitiveHouxWwooHproteinsHmediateHdroughtHtoleranceHinHorabidopsisHbyHregulatingH
glucosinolateHlevelsVHNaturecCommunicationsTH2019THYXTHbXZY 17.4 78

272 SimultaneousHprofilingHofHarHgenomeHstructureHandHrNoHmethylationHinHsingleHhumanHcellsVHNaturec
MethodsTH2019THYdTHgggUYXXd 21.6 84

271 ulobalHrNoHmethylationHremodelingHduringHdirectHreprogrammingHofHfibroblastsHtoHneuronsVHELifeTH
2019THfTH 8.9 41

270 uenomicHrecodingHofHNeuronalHrepolarizationHbyHStimulusUSpecificHNPoSbHveterodimersVHCellTH
2019THYegTHaeaUagYVeZe 56.2 31

269 TheHcomplexHarchitectureHandHepigenomicHimpactHofHplantHTUrNoHinsertionsVHPLoScGeneticsTH2019TH
YcTHeYXXefYg 6 61

268 RobustHsingleUcellHviUqHclusteringHbyHconvolutionUHandHrandomUwalkUbasedHimputationVHProceedingsc
ofcthecNationalcAcademycofcSciencescofcthecUnitedcStatescofcAmericaTH2019THYYdTHYbXYYUYbXYf 11.5 32

267 riversityHandHdynamicsHofHrNoHmethylationhHepigenomicHresourcesHandHtoolsHforHcropHbreedingVH
BreedingcScienceTH2019THdgTHYgYUZXb 2 18

266
oHαYqZWαYqaWαYqbUdependentHtranscriptionHfactorHnetworkHregulatesHwaterHsprayUresponsiveH
geneHexpressionHandHjasmonateHlevelsVHProceedingscofcthecNationalcAcademycofcSciencescofcthec
UnitedcStatescofcAmericaTH2019THYYdTHZaabcUZaacd

11.5 38

265 spigeneticHsilencingHofHaHmultifunctionalHplantHstressHregulatorVHELifeTH2019THfTH 8.9 16

(2019-2020)
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264 qommonHallelesHofHqαTZHandHNRPsYHareHmajorHdeterminantsHofHqvvHmethylationHvariationHinH
orabidopsisHthalianaVHPLoScGeneticsTH2019THYcTHeYXXfbgZ 6 19

263 qommonHallelesHofHqαTZHandHNRPsYHareHmajorHdeterminantsHofHqvvHmethylationHvariationHinH
orabidopsisHthalianaH2019THYcTHeYXXfbgZ

262 qommonHallelesHofHqαTZHandHNRPsYHareHmajorHdeterminantsHofHqvvHmethylationHvariationHinH
orabidopsisHthalianaH2019THYcTHeYXXfbgZ

261 qommonHallelesHofHqαTZHandHNRPsYHareHmajorHdeterminantsHofHqvvHmethylationHvariationHinH
orabidopsisHthalianaH2019THYcTHeYXXfbgZ

260 qommonHallelesHofHqαTZHandHNRPsYHareHmajorHdeterminantsHofHqvvHmethylationHvariationHinH
orabidopsisHthalianaH2019THYcTHeYXXfbgZ

259 oHpUoRRUmediatedHcytokininHtranscriptionalHnetworkHdirectsHhormoneHcrossUregulationHandHshootH
developmentVHNaturecCommunicationsTH2018THgTHYdXb 17.4 75

258 vighHcontiguityHorabidopsisHthalianaHgenomeHassemblyHwithHaHsingleHnanoporeHflowHcellVHNaturec
CommunicationsTH2018THgTHcbY 17.4 164

257 OuTHbindsHaHconservedHqUterminalHdomainHofHTsTYHtoHregulateHTsTYHactivityHandHfunctionHinH
developmentVHELifeTH2018THeTH 8.9 27

256 outhorHresponsehHTranscriptionalHandHepigenomicHlandscapesHofHqNSHandHnonUqNSHvascularH
endothelialHcellsH2018TH 7

255 PiecingHtogetherHcisUregulatoryHnetworkshHinsightsHfromHepigenomicsHstudiesHinHplantsVHWileyc
InterdisciplinarycReviews:cSystemscBiologycandcMedicineTH2018THYXTHeYbYY 6.6 9

254 ProfilingHwnteractomeHNetworksHwithHtheHvaloTagUNoPPoHwnHSituHProteinHorrayVHCurrentcProtocolscinc
PlantcBiologyTH2018THaTHeZXXeY 2.8 6

253 rynamicHrNoHmethylationhHwnHtheHrightHplaceHatHtheHrightHtimeVHScienceTH2018THadYTHYaadUYabX 33.3 246

252 TranscriptionalHandHepigenomicHlandscapesHofHqNSHandHnonUqNSHvascularHendothelialHcellsVHELifeTH
2018THeTH 8.9 114

251 RobustHsingleUcellHrNoHmethylomeHprofilingHwithHsnmqUseqZVHNaturecCommunicationsTH2018THgTHafZb 17.4 66

250 PlantHStressHToleranceHRequiresHouxinUSensitiveHouxWwooHTranscriptionalHRepressorsVHCurrentc
BiologyTH2017THZeTHbaeUbbb 6.3 80

249 rivergentHcytosineHrNoHmethylationHpatternsHinHsingleUcellTHsoybeanHrootHhairsVHNewcPhytologistTH
2017THZYbTHfXfUfYg 9.8 49

248 wmprovedHregulatoryHelementHpredictionHbasedHonHtissueUspecificHlocalHepigenomicHsignaturesVH
ProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedcStatescofcAmericaTH2017THYYbTHsYdaaUsYdbX11.5 60

247 SequencingHandHfunctionalHvalidationHofHtheHxuwHprachypodiumHdistachyonHTUrNoHcollectionVHPlantc
JournalTH2017THgYTHadYUaeX 6.9 29
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246 olleleUspecificHnonUquHrNoHmethylationHmarksHdomainsHofHactiveHchromatinHinHfemaleHmouseHbrainVH
ProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedcStatescofcAmericaTH2017THYYbTHsZffZUsZfgX11.5 35

245 xoZZHcontrolsHstomataHdynamicsHduringHbacterialHinvasionVHNewcPhytologistTH2017THZYaTHYaefUYagZ 9.8 80

244 TheHpRowNHwnitiativeHqellHqensusHqonsortiumhHzessonsHzearnedHtowardHueneratingHaHqomprehensiveH
prainHqellHotlasVHNeuronTH2017THgdTHcbZUcce 13.9 159

243 rynamicHrNoHmethylationHreconfigurationHduringHseedHdevelopmentHandHgerminationVHGenomec
BiologyTH2017THYfTHYeY 18.3 132

242 αappingHgenomeUwideHtranscriptionUfactorHbindingHsitesHusingHroPUseqVHNaturecProtocolsTH2017THYZTHYdcgUYdeZ18.8 142

241 SingleUcellHmethylomesHidentifyHneuronalHsubtypesHandHregulatoryHelementsHinHmammalianHcortexVH
ScienceTH2017THaceTHdXXUdXb 33.3 279

240 qhallengesHandHrecommendationsHforHepigenomicsHinHprecisionHhealthVHNaturecBiotechnologyTH2017TH
acTHYYZfUYYaZ 44.5 16

239 qrYZvUseqhHaHmassivelyHmultiplexedHassayHforHdeepUcoverageHinteractomeHmappingVHNaturecMethods
TH2017THYbTHfYgUfZc 21.6 86

238 tunctionalHvumanHOocytesHueneratedHbyHTransferHofHPolarHpodyHuenomesVHCellcStemcCellTH2017THZXTHYYZUYYg18 57

237 rynamicHandHrapidHchangesHinHtheHtranscriptomeHandHepigenomeHduringHgerminationHandHinH
developingHriceHPOryzaHsativaQHcoleoptilesHunderHanoxiaHandHreUoxygenationVHPlantcJournalTH2017THfgTHfXcUfZb6.9 43

236 wntegrationHofHomicHnetworksHinHaHdevelopmentalHatlasHofHmaizeVHScienceTH2016THacaTHfYbUf 33.3 232

235 ProfilingHofHtranscriptionHfactorHbindingHeventsHbyHchromatinHimmunoprecipitationHsequencingH
PqhwPUseqQVHCurrentcProtocolscincPlantcBiologyTH2016THYTHZgaUaXd 2.8 16

234 spigenomicHriversityHinHaHulobalHqollectionHofHorabidopsisHthalianaHoccessionsVHCellTH2016THYddTHbgZUcXc 56.2 353

233 αolecularHqriteriaHforHrefiningHtheHNaiveHvumanHPluripotentHStateVHCellcStemcCellTH2016THYgTHcXZUcYc 18 291

232 PhasedHdiploidHgenomeHassemblyHwithHsingleUmoleculeHrealUtimeHsequencingVHNaturecMethodsTH2016TH
YaTHYXcXUYXcb 21.6 1015

231 UniqueHcellUtypeUspecificHpatternsHofHrNoHmethylationHinHtheHrootHmeristemVHNaturecPlantsTH2016THZTHYdXcf11.5 125

230 swNZUdependentHregulationHofHacetylationHofHhistoneHvayYbHandHnonUcanonicalHhistoneHvayZaHinH
ethyleneHsignallingVHNaturecCommunicationsTH2016THeTHYaXYf 17.4 58

229 oHtranscriptionHfactorHhierarchyHdefinesHanHenvironmentalHstressHresponseHnetworkVHScienceTH2016TH
acbTH 33.3 241

(2016-2017)
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228 TheHorabidopsisHouxinHReceptorHtUpoxHProteinsHotpbHandHotpcHoreHRequiredHforHResponseHtoHtheH
SyntheticHouxinHPicloramVHGy:cGenesrcGenomesrcGeneticsTH2016THdTHYafaUgX 3.2 54

227 YTYacHuenomesHRevealHtheHulobalHPatternHofHPolymorphismHinHorabidopsisHthalianaVHCellTH2016THYddTHbfYUbgY56.2 620

226 αappingHtranscriptionHfactorHinteractomeHnetworksHusingHvaloTagHproteinHarraysVHProceedingscofc
thecNationalcAcademycofcSciencescofcthecUnitedcStatescofcAmericaTH2016THYYaTHsbZafUbe 11.5 52

225 αobileHsmallHRNosHregulateHgenomeUwideHrNoHmethylationVHProceedingscofcthecNationalcAcademyc
ofcSciencescofcthecUnitedcStatescofcAmericaTH2016THYYaTHsfXYUYX 11.5 153

224 oHProposalHRegardingHpestHPracticesHforHValidatingHtheHwdentityHofHueneticHStocksHandHtheHsffectsHofH
ueneticHVariantsVHPlantcCellTH2016THZfTHdXdUg 11.6 25

223 octiveHrNoHdemethylationHatHenhancersHduringHtheHvertebrateHphylotypicHperiodVHNaturecGeneticsTH
2016THbfTHbYeUZd 36.3 157

222 qryptochromesHwnteractHrirectlyHwithHPwtsHtoHqontrolHPlantHurowthHinHzimitingHplueHzightVHCellTH2016TH
YdbTHZaaUZbc 56.2 295

221 spigenomicHlandscapesHofHretinalHrodsHandHconesVHELifeTH2016THcTHeYYdYa 8.9 83

220 onHopoUincreasedHinteractionHofHtheHPYzdHopoHreceptorHwithHαYqZHTranscriptionHtactorhHoHputativeH
linkHofHopoHandHxoHsignalingVHScientificcReportsTH2016THdTHZfgbY 4.9 103

219 qerebralHOrganoidsHRecapitulateHspigenomicHSignaturesHofHtheHvumanHtetalHprainVHCellcReportsTH
2016THYeTHaadgUaafb 10.6 207

218 qistromeHandHspicistromeHteaturesHShapeHtheHRegulatoryHrNoHzandscapeVHCellTH2016THYdcTHYZfXUYZgZ 56.2 528

217 qhromatinHarchitectureHreorganizationHduringHstemHcellHdifferentiationVHNatureTH2015THcYfTHaaYUd 50.4 988

216 spigenomicHSignaturesHofHNeuronalHriversityHinHtheHαammalianHprainVHNeuronTH2015THfdTHYadgUfb 13.9 430

215 NonUquHαethylationHinHtheHvumanHuenomeVHAnnualcReviewcofcGenomicscandcHumancGeneticsTH2015TH
YdTHccUee 9.7 154

214 onHalternativeHpluripotentHstateHconfersHinterspeciesHchimaericHcompetencyVHNatureTH2015THcZYTHaYdUZY 50.4 167

213 sRRsHαediateHaHαetabolicHSwitchHRequiredHforHSomaticHqellHReprogrammingHtoHPluripotencyVHCellc
StemcCellTH2015THYdTHcbeUcc 18 87

212 uenomeUwideHidentificationHofHqqoYHtargetsHuncoversHanHexpandedHclockHnetworkHinHorabidopsisVH
ProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedcStatescofcAmericaTH2015THYYZTHsbfXZUYX 11.5 156

211 methylPipeHandHcompspiToolshHaHsuiteHofHRHpackagesHforHtheHintegrativeHanalysisHofHepigenomicsH
dataVHBMCcBioinformaticsTH2015THYdTHaYa 3.6 48
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210 StressHinducedHgeneHexpressionHdrivesHtransientHrNoHmethylationHchangesHatHadjacentHrepetitiveH
elementsVHELifeTH2015THbTH 8.9 208

209 spigeneticsVHsxceptionalHepigeneticsHinHtheHbrainVHScienceTH2015THabfTHYXgbUc 33.3 9

208 vumanHbodyHepigenomeHmapsHrevealHnoncanonicalHrNoHmethylationHvariationVHNatureTH2015THcZaTHZYZUd50.4 442

207 αethylqUseqHlibraryHpreparationHforHbaseUresolutionHwholeUgenomeHbisulfiteHsequencingVHNaturec
ProtocolsTH2015THYXTHbecUfa 18.8 190

206 wntegrativeHanalysisHofHhaplotypeUresolvedHepigenomesHacrossHhumanHtissuesVHNatureTH2015THcYfTHacXUacb50.4 155

205 wntegrativeHanalysisHofHYYYHreferenceHhumanHepigenomesVHNatureTH2015THcYfTHaYeUaX 50.4 3849

204 outhorHresponsehHStressHinducedHgeneHexpressionHdrivesHtransientHrNoHmethylationHchangesHatH
adjacentHrepetitiveHelementsH2015TH 5

203 oHuserOsHguideHtoHtheHorabidopsisHTUrNoHinsertionHmutantHcollectionsVHMethodscincMolecularcBiologyTH
2015THYZfbTHaZaUbZ 1.4 52

202 TheHdevelopmentalHpotentialHofHiPSqsHisHgreatlyHinfluencedHbyHreprogrammingHfactorHselectionVHCellc
StemcCellTH2014THYcTHZgcUaXg 18 112

201 oHgenomeUscaleHresourceHforHtheHfunctionalHcharacterizationHofHorabidopsisHtranscriptionHfactorsVH
CellcReportsTH2014THfTHdZZUaZ 10.6 116

200 TheHorabidopsisHYbUaUaHproteinHRoRsHqOzrHwNrUqwpzsHYoHlinksHlowUtemperatureHresponseHandH
ethyleneHbiosynthesisHtoHregulateHfreezingHtoleranceHandHcoldHacclimationVHPlantcCellTH2014THZdTHaaZdUbZ 11.6 122

199 qonvergentHtargetingHofHaHcommonHhostHproteinUnetworkHbyHpathogenHeffectorsHfromHthreeH
kingdomsHofHlifeVHCellcHostcandcMicrobeTH2014THYdTHadbUec 23.4 242

198 reterminationHandHinferenceHofHeukaryoticHtranscriptionHfactorHsequenceHspecificityVHCellTH2014TH
YcfTHYbaYUYbba 56.2 866

197 obnormalitiesHinHhumanHpluripotentHcellsHdueHtoHreprogrammingHmechanismsVHNatureTH2014THcYYTHYeeUfa50.4 255

196 uenomeUwideHrNoHmethylationHpatternsHinHzSvHmutantHrevealsHdeUrepressionHofHrepeatHelementsH
andHredundantHepigeneticHsilencingHpathwaysVHGenomecResearchTH2014THZbTHYdYaUZa 9.7 67

195 SystematicHmappingHofHoccludedHgenesHbyHcellHfusionHrevealsHprevalenceHandHstabilityHofH
cisUmediatedHsilencingHinHsomaticHcellsVHGenomecResearchTH2014THZbTHZdeUfX 9.7 5

194 rNoHtopoisomeraseHY˛–HpromotesHtranscriptionalHsilencingHofHtransposableHelementsHthroughHrNoH
methylationHandHhistoneHlysineHgHdimethylationHinHorabidopsisVHPLoScGeneticsTH2014THYXTHeYXXbbbd 6 16

193
quHhypomethylationHinHzshUWUHmouseHembryonicHfibroblastsHisHassociatedHwithHdeHnovoHvaybmeYH
formationHandHalteredHcellularHplasticityVHProceedingscofcthecNationalcAcademycofcSciencescofcthec
UnitedcStatescofcAmericaTH2014THYYYTHcfgXUc

11.5 37

(2014-2015)
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192 qomparisonHofHtheHtranscriptionalHlandscapesHbetweenHhumanHandHmouseHtissuesVHProceedingscofc
thecNationalcAcademycofcSciencescofcthecUnitedcStatescofcAmericaTH2014THYYYTHYeZZbUg 11.5 239

191 uenotypicHvariationHofHgeneHexpressionHduringHtheHsoybeanHinnateHimmunityHresponseVHPlantc
GeneticcResources:cCharacterisationcandcUtilisationTH2014THYZTHSZeUSaX 1 6

190 ulobalHepigenomicHreconfigurationHduringHmammalianHbrainHdevelopmentVHScienceTH2013THabYTHYZaegXc 33.3 1283

189 SigmaHfactorUmediatedHplastidHretrogradeHsignalsHcontrolHnuclearHgeneHexpressionVHPlantcJournalTH
2013THeaTHYUYa 6.9 117

188 PatternsHofHpopulationHepigenomicHdiversityVHNatureTH2013THbgcTHYgaUf 50.4 406

187 spigenomicHanalysisHofHmultilineageHdifferentiationHofHhumanHembryonicHstemHcellsVHCellTH2013THYcaTHYYabUbf56.2 550

186 SToRhHanHintegratedHsolutionHtoHmanagementHandHvisualizationHofHsequencingHdataVHBioinformaticsTH
2013THZgTHaZXbUYX 7.2 9

185 tunctionalHcharacterizationHofHtypeUpHresponseHregulatorsHinHtheHorabidopsisHcytokininHresponseVH
PlantcPhysiologyTH2013THYdZTHZYZUZb 6.6 63

184 ResponseHtoHperspectivehHJseparationHanxietyhHanHanalysisHofHethyleneUinducedHcleavageHofHswNZJVH
PlantcSignalingcandcBehaviorTH2013THfTH 2.5 4

183 orabidopsisHbasicHhelixUloopUhelixHtranscriptionHfactorsHαYqZTHαYqaTHandHαYqbHregulateH
glucosinolateHbiosynthesisTHinsectHperformanceTHandHfeedingHbehaviorVHPlantcCellTH2013THZcTHaYYeUaZ 11.6 313

182
spigenomicHprogrammingHcontributesHtoHtheHgenomicHdriftHevolutionHofHtheHtUpoxHproteinH
superfamilyHinHorabidopsisVHProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedcStatescofc
AmericaTH2013THYYXTHYdgZeUaZ

11.5 20

181 spigenomeUwideHinheritanceHofHcytosineHmethylationHvariantsHinHaHrecombinantHinbredHpopulationVH
GenomecResearchTH2013THZaTHYddaUeb 9.7 189

180 TemporalHtranscriptionalHresponseHtoHethyleneHgasHdrivesHgrowthHhormoneHcrossUregulationHinH
orabidopsisVHELifeTH2013THZTHeXXdec 8.9 265

179 SpatialHandHfunctionalHrelationshipsHamongHPolHVUassociatedHlociTHPolHwVUdependentHsiRNosTHandH
cytosineHmethylationHinHtheHorabidopsisHepigenomeVHGenescandcDevelopmentTH2012THZdTHYfZcUad 12.6 115

178 qircadianHoscillationsHofHproteinUcodingHandHregulatoryHRNosHinHaHhighlyHdynamicHmammalianHliverH
epigenomeVHCellcMetabolismTH2012THYdTHfaaUbc 24.6 199

177 zinkingHphotoreceptorHexcitationHtoHchangesHinHplantHarchitectureVHGenescandcDevelopmentTH2012TH
ZdTHefcUgX 12.6 334

176 ReleaseHfactorHoneHisHnonessentialHinHsscherichiaHcoliVHACScChemicalcBiologyTH2012THeTHYaaeUbb 4.9 85

175 spigeneticHandHepigenomicHvariationHinHorabidopsisHthalianaVHTrendscincPlantcScienceTH2012THYeTHYbgUcb 13.1 76
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174 ProcessingHandHsubcellularHtraffickingHofHsRUtetheredHswNZHcontrolHresponseHtoHethyleneHgasVH
ScienceTH2012THaafTHagXUa 33.3 333

173 uenomicshHsNqOrsHexplainedVHNatureTH2012THbfgTHcZUc 50.4 191

172 OzevelingOHtheHplayingHfieldHforHanalysesHofHsingleUbaseHresolutionHrNoHmethylomesVHTrendscinc
GeneticsTH2012THZfTHcfaUc 8.5 182

171 ulobalHrNoHhypomethylationHcoupledHtoHrepressiveHchromatinHdomainHformationHandHgeneH
silencingHinHbreastHcancerVHGenomecResearchTH2012THZZTHZbdUcf 9.7 385

170 WidespreadHdynamicHrNoHmethylationHinHresponseHtoHbioticHstressVHProceedingscofcthecNationalc
AcademycofcSciencescofcthecUnitedcStatescofcAmericaTH2012THYXgTHsZYfaUgY 11.5 640

169 retectionHofHalleleUspecificHmethylationHthroughHaHgeneralizedHheterogeneousHepigenomeHmodelVH
BioinformaticsTH2012THZfTHiYdaUeY 7.2 19

168 SurveillanceHofHaOHNoncodingHTranscriptsHRequiresHtwsRYYHandHXRNaHinHorabidopsisVHGy:cGenesrc
GenomesrcGeneticsTH2012THZTHbfeUgf 3.2 33

167 oHblueprintHforHanHinternationalHcancerHepigenomeHconsortiumVHoHreportHfromHtheHooqRHqancerH
spigenomeHTaskHtorceVHCancercResearchTH2012THeZTHdaYgUZb 10.1 21

166 RtYHknockoutHallowsHribosomalHincorporationHofHunnaturalHaminoHacidsHatHmultipleHsitesVHNaturec
ChemicalcBiologyTH2011THeTHeegUfd 11.7 255

165 TransgenerationalHepigeneticHinstabilityHisHaHsourceHofHnovelHmethylationHvariantsVHScienceTH2011TH
aabTHadgUea 33.3 485

164 torwardHandHreverseHgeneticsHthroughHderivationHofHhaploidHmouseHembryonicHstemHcellsVHCellcStemc
CellTH2011THgTHcdaUeb 18 180

163 wndependentlyHevolvedHvirulenceHeffectorsHconvergeHontoHhubsHinHaHplantHimmuneHsystemHnetworkVH
ScienceTH2011THaaaTHcgdUdXY 33.3 601

162 votspotsHofHaberrantHepigenomicHreprogrammingHinHhumanHinducedHpluripotentHstemHcellsVHNatureTH
2011THbeYTHdfUea 50.4 1241

161 uenomeUwideHmappingHofHcUhydroxymethylcytosineHinHembryonicHstemHcellsVHNatureTH2011THbeaTHagbUe 50.4 653

160 TheHrNoHmethylomeVHFEBScLettersTH2011THcfcTHYggbUZXXX 3.8 63

159 svidenceHforHnetworkHevolutionHinHanHorabidopsisHinteractomeHmapVHScienceTH2011THaaaTHdXYUe 33.3 689

158 UnexpectedHriversityHofHqhloroplastHNoncodingHRNosHasHRevealedHbyHreepHSequencingHofHtheH
orabidopsisHTranscriptomeVHGy:cGenesrcGenomesrcGeneticsTH2011THYTHccgUeX 3.2 58

157 zinkingHgenotypeHtoHphenotypeHusingHtheHorabidopsisHunimutantHcollectionVHPlantcJournalTH2010THdYTHgZfUbX6.9 141

(2010-2012)
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156 uenomeUwideHassociationHstudyHofHYXeHphenotypesHinHorabidopsisHthalianaHinbredHlinesVHNatureTH
2010THbdcTHdZeUaY 50.4 1257

155 qomparisonHofHsequencingUbasedHmethodsHtoHprofileHrNoHmethylationHandHidentificationHofH
monoallelicHepigeneticHmodificationsVHNaturecBiotechnologyTH2010THZfTHYXgeUYXc 44.5 570

154 TheHNwvHRoadmapHspigenomicsHαappingHqonsortiumVHNaturecBiotechnologyTH2010THZfTHYXbcUf 44.5 1284

153
rirectHtranscriptionalHcontrolHofHtheHorabidopsisHimmuneHreceptorHtzSZHbyHtheHethyleneUdependentH
transcriptionHfactorsHswNaHandHswzYVHProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedc
StatescofcAmericaTH2010THYXeTHYbcXZUe

11.5 177

152 TwoHplantHviralHsuppressorsHofHsilencingHrequireHtheHethyleneUinducibleHhostHtranscriptionHfactorH
RoVZHtoHblockHRNoHsilencingVHPLoScPathogensTH2010THdTHeYXXXeZg 7.6 107

151 sthyleneHResponsesHinHSeedlingHurowthHandHrevelopmentH2010THacfUaed 2

150 ristinctHepigenomicHlandscapesHofHpluripotentHandHlineageUcommittedHhumanHcellsVHCellcStemcCellTH
2010THdTHbegUgY 18 630

149
sthyleneUinducedHstabilizationHofHsTvYzsNsHwNSsNSwTwVsaHandHswNaUzwysYHisHmediatedHbyH
proteasomalHdegradationHofHswNaHbindingHtUboxHYHandHZHthatHrequiresHswNZHinHorabidopsisVHPlantcCell
TH2010THZZTHZafbUbXY

11.6 328

148 tindingHtheHfifthHbasehHgenomeUwideHsequencingHofHcytosineHmethylationVHGenomecResearchTH2009TH
YgTHgcgUdd 9.7 271

147
oHfamilyHofHbacterialHcysteineHproteaseHtypeHwwwHeffectorsHutilizesHacylationUdependentHandH
UindependentHstrategiesHtoHlocalizeHtoHplasmaHmembranesVHJournalcofcBiologicalcChemistryTH2009TH
ZfbTHYcfdeUeg

5.4 73

146 oHcombinatorialHinterplayHamongHtheHYUaminocyclopropaneUYUcarboxylateHisoformsHregulatesH
ethyleneHbiosynthesisHinHorabidopsisHthalianaVHGeneticsTH2009THYfaTHgegUYXXa 4 208

145 wnterplayHbetweenHethyleneTHsTPYWsTPZHtUboxHproteinsTHandHdegradationHofHswNZHtriggersHethyleneH
responsesHinHorabidopsisVHGenescandcDevelopmentTH2009THZaTHcYZUZY 12.6 238

144 RegulationHofHmembraneHtraffickingHandHorganHseparationHbyHtheHNsVsRSvsrHoRtUuoPHproteinVH
DevelopmentcmCambridgenTH2009THYadTHYgXgUYf 6.6 89

143 NextHisHnowhHnewHtechnologiesHforHsequencingHofHgenomesTHtranscriptomesTHandHbeyondVHCurrentc
OpinioncincPlantcBiologyTH2009THYZTHYXeUYf 9.9 238

142 vumanHrNoHmethylomesHatHbaseHresolutionHshowHwidespreadHepigenomicHdifferencesVHNatureTH
2009THbdZTHaYcUZZ 50.4 3401

141 PrepublicationHdataHsharingVHNatureTH2009THbdYTHYdfUeX 50.4 197

140 ziteratureUcuratedHproteinHinteractionHdatasetsVHNaturecMethodsTH2009THdTHagUbd 21.6 237

139 sxploringHtheHtranscriptionalHlandscapeHofHplantHcircadianHrhythmsHusingHgenomeHtilingHarraysVH
GenomecBiologyTH2009THYXTHRYe 18.3 93

Joseph R Ecker

10



138 vighlyHintegratedHsingleUbaseHresolutionHmapsHofHtheHepigenomeHinHorabidopsisVHCellTH2008THYaaTHcZaUad 56.2 1896

137 oHlinkHbetweenHRNoHmetabolismHandHsilencingHaffectingHorabidopsisHdevelopmentVHDevelopmentalc
CellTH2008THYbTHfcbUdd 10.2 328

136 TheHorabidopsisHphytochromeUinteractingHfactorHPwteTHtogetherHwithHPwtaHandHPwtbTHregulatesH
responsesHtoHprolongedHredHlightHbyHmodulatingHphypHlevelsVHPlantcCellTH2008THZXTHaaeUcZ 11.6 261

135 PotentialHsitesHofHbioactiveHgibberellinHproductionHduringHreproductiveHgrowthHinHorabidopsisVHPlantc
CellTH2008THZXTHaZXUad 11.6 175

134 UtilizingHtilingHmicroarraysHforHwholeUgenomeHanalysisHinHplantsVHPlantcJournalTH2008THcaTHdadUbb 6.9 38

133 TheHphosphataseHlaforinHcrossesHevolutionaryHboundariesHandHlinksHcarbohydrateHmetabolismHtoH
neuronalHdiseaseVHFASEBcJournalTH2008THZZTHYXZVZ 0.9

132 oHWrbXHdomainHcyclophilinHinteractsHwithHhistoneHvaHandHfunctionsHinHgeneHrepressionHandH
organogenesisHinHorabidopsisVHPlantcCellTH2007THYgTHZbXaUYd 11.6 53

131 qommonHsequenceHpolymorphismsHshapingHgeneticHdiversityHinHorabidopsisHthalianaVHScienceTH2007TH
aYeTHaafUbZ 33.3 596

130 RecombinationHandHlinkageHdisequilibriumHinHorabidopsisHthalianaVHNaturecGeneticsTH2007THagTHYYcYUc 36.3 400

129 onHadapterHligationUmediatedHPqRHmethodHforHhighUthroughputHmappingHofHTUrNoHinsertsHinHtheH
orabidopsisHgenomeVHNaturecProtocolsTH2007THZTHZgYXUe 18.8 96

128 αappingHtheHgenomeHlandscapeHusingHtilingHarrayHtechnologyVHCurrentcOpinioncincPlantcBiologyTH2007
THYXTHcabUbZ 9.9 54

127 uenomeUwideHpatternsHofHsingleUfeatureHpolymorphismHinHorabidopsisHthalianaVHProceedingscofcthec
NationalcAcademycofcSciencescofcthecUnitedcStatescofcAmericaTH2007THYXbTHYZXceUdZ 11.5 147

126 TheHphosphataseHlaforinHcrossesHevolutionaryHboundariesHandHlinksHcarbohydrateHmetabolismHtoH
neuronalHdiseaseVHJournalcofcCellcBiologyTH2007THYefTHbeeUff 7.3 127

125
SmallHRNoUmediatedHchromatinHsilencingHdirectedHtoHtheHaOHregionHofHtheHorabidopsisHgeneH
encodingHtheHdevelopmentalHregulatorTHtzqVHProceedingscofcthecNationalcAcademycofcSciencescofcthec
UnitedcStatescofcAmericaTH2007THYXbTHadaaUf

11.5 102

124 vigherHplantsHpossessHtwoHdifferentHtypesHofHoTXYUlikeHcopperHchaperonesVHBiochemicalcandc
BiophysicalcResearchcCommunicationsTH2007THacbTHafcUgX 3.4 66

123 uenomeUwideHhighUresolutionHmappingHofHexosomeHsubstratesHrevealsHhiddenHfeaturesHinHtheH
orabidopsisHtranscriptomeVHCellTH2007THYaYTHYabXUca 56.2 258

122 TheHphosphataseHlaforinHcrossesHevolutionaryHboundariesHandHlinksHcarbohydrateHmetabolismHtoH
neuronalHdiseaseVHJournalcofcExperimentalcMedicineTH2007THZXbTHiZZUiZZ 16.6

121 TheHorabidopsisHhistidineHphosphotransferHproteinsHareHredundantHpositiveHregulatorsHofHcytokininH
signalingVHPlantcCellTH2006THYfTHaXeaUfe 11.6 313

(2006-2008)
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120 TheHPOzoRwSHpeptideHofHorabidopsisHregulatesHauxinHtransportHandHrootHgrowthHviaHeffectsHonH
ethyleneHsignalingVHPlantcCellTH2006THYfTHaXcfUeZ 11.6 109

119 RetroviralHrNoHintegrationhHviralHandHcellularHdeterminantsHofHtargetUsiteHselectionVHPLoScPathogensTH
2006THZTHedX 7.6 273

118
PvYTOqvROαsHywNoSsHSUpSTRoTsHYHisHaHphototropinHYHbindingHproteinHrequiredHforH
phototropismVHProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedcStatescofcAmericaTH2006
THYXaTHYXYabUg

11.5 138

117 vwVHintegrationHsiteHselectionhHtargetingHinHmacrophagesHandHtheHeffectsHofHdifferentHroutesHofHviralH
entryVHMolecularcTherapyTH2006THYbTHZYfUZc 11.7 73

116
sTvYzsNsUwNSsNSwTwVscHencodesHaHcOUUlaOHexoribonucleaseHrequiredHforHregulationHofHtheH
swNaUtargetingHtUboxHproteinsHsptYWZVHProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedc
StatescofcAmericaTH2006THYXaTHYaZfdUga

11.5 148

115 wntegrationHsiteHselectionHbyHvwVUbasedHvectorsHinHdividingHandHgrowthUarrestedHwαRUgXHlungH
fibroblastsVHMolecularcTherapyTH2006THYaTHaddUea 11.7 53

114 RoqyYHmediatesHmultipleHhormoneHresponsivenessHandHdevelopmentalHprocessesHinHorabidopsisVH
JournalcofcExperimentalcBotanyTH2006THceTHZdgeUeXf 7 107

113 rownregulationHofHqlpRZHleadsHtoHreducedHaccumulationHofHtheHqlpPRSHproteaseHcomplexHandH
defectsHinHchloroplastHbiogenesisHinHorabidopsisVHPlantcCellTH2006THYfTHYeXbUZY 11.6 100

112 zocalizationHofHironHinHorabidopsisHseedHrequiresHtheHvacuolarHmembraneHtransporterHVwTYVHScienceTH
2006THaYbTHYZgcUf 33.3 496

111 uenomeUwideHhighUresolutionHmappingHandHfunctionalHanalysisHofHrNoHmethylationHinHarabidopsisVH
CellTH2006THYZdTHYYfgUZXY 56.2 1366

110 qrPysHqPydHandHqPyaHfunctionHinHopoHregulationHofHguardHcellHSUtypeHanionUHandHqaPZSQUpermeableH
channelsHandHstomatalHclosureVHPLoScBiologyTH2006THbTHeaZe 9.7 446

109 TheHorabidopsisHheavyHmetalHPUtypeHoTPaseHvαocHinteractsHwithHmetallochaperonesHandHfunctionsH
inHcopperHdetoxificationHofHrootsVHPlantcJournalTH2006THbcTHZZcUad 6.9 237

108 αovingHforwardHinHreversehHgeneticHtechnologiesHtoHenableHgenomeUwideHphenomicHscreensHinH
orabidopsisVHNaturecReviewscGeneticsTH2006THeTHcZbUad 30.1 197

107 TheHoqqHsynthaseHTOsHsequenceHisHrequiredHforHinteractionHwithHsTOYHfamilyHproteinsHandH
destabilizationHofHtargetHproteinsVHPlantcMolecularcBiologyTH2006THdZTHbZeUae 4.6 64

106 PhytochromeUspecificHtypeHcHphosphataseHcontrolsHlightHsignalHfluxHbyHenhancingHphytochromeH
stabilityHandHaffinityHforHaHsignalHtransducerVHCellTH2005THYZXTHagcUbXd 56.2 133

105 opplicationsHofHrNoHtilingHarraysHforHwholeUgenomeHanalysisVHGenomicsTH2005THfcTHYUYc 4.3 325

104 onHorabidopsisHNPRYUlikeHgeneTHNPRbTHisHrequiredHforHdiseaseHresistanceVHPlantcJournalTH2005THbYTHaXbUYf 6.9 112

103 orabidopsisHsTOYHspecificallyHinteractsHwithHandHnegativelyHregulatesHtypeHZH
YUaminocyclopropaneUYUcarboxylateHsynthasesVHBMCcPlantcBiologyTH2005THcTHYb 5.3 125
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102 NPvbWoRteHandHoRtYgHpromoteHleafHexpansionHandHauxinUinducedHlateralHrootHformationVHPlantc
JournalTH2005THbaTHYYfUaX 6.9 312

101 oHroleHforHzsrutWpecHinHtargetingHvwVHrNoHintegrationVHNaturecMedicineTH2005THYYTHYZfeUg 50.5 489

100 tRwuwroUindependentHvariationHinHfloweringHtimeHofHnaturalHorabidopsisHthalianaHaccessionsVH
GeneticsTH2005THYeXTHYYgeUZXe 4 128

99 qlassHwwwHhomeodomainUleucineHzipperHgeneHfamilyHmembersHhaveHoverlappingTHantagonisticTHandH
distinctHrolesHinHorabidopsisHdevelopmentVHPlantcCellTH2005THYeTHdYUed 11.6 530

98 tunctionalHgenomicHanalysisHofHtheHoUXwNWwNrOzsUaUoqsTwqHoqwrHgeneHfamilyHmembersHinH
orabidopsisHthalianaVHPlantcCellTH2005THYeTHaZfZUaXX 11.6 265

97 zUXHoRRvYTvαOHencodesHaHαybHdomainHproteinHessentialHforHcircadianHrhythmsVHProceedingscofc
thecNationalcAcademycofcSciencescofcthecUnitedcStatescofcAmericaTH2005THYXZTHYXafeUgZ 11.5 316

96 ouxinHresponseHfactorsHoRtdHandHoRtfHpromoteHjasmonicHacidHproductionHandHflowerHmaturationVH
DevelopmentcmCambridgenTH2005THYaZTHbYXeUYf 6.6 464

95 αultipleHtypeUpHresponseHregulatorsHmediateHcytokininHsignalHtransductionHinHorabidopsisVHPlantcCell
TH2005THYeTHaXXeUYf 11.6 315

94 RapidHarrayHmappingHofHcircadianHclockHandHdevelopmentalHmutationsHinHorabidopsisVHPlantc
PhysiologyTH2005THYafTHggXUe 6.6 80

93
uenomeUwideHanalysisHofHcoαPUresponseHelementHbindingHproteinHoccupancyTHphosphorylationTHandH
targetHgeneHactivationHinHhumanHtissuesVHProceedingscofcthecNationalcAcademycofcSciencescofcthec
UnitedcStatescofcAmericaTH2005THYXZTHbbcgUdb

11.5 756

92 tunctionalHgenomicHanalysisHofHtheHoUXwNHRsSPONSsHtoqTORHgeneHfamilyHmembersHinHorabidopsisH
thalianahHuniqueHandHoverlappingHfunctionsHofHoRteHandHoRtYgVHPlantcCellTH2005THYeTHbbbUda 11.6 699

91
QuantitativeHtraitHlocusHmappingHandHrNoHarrayHhybridizationHidentifyHanHtzαHdeletionHasHaHcauseH
forHnaturalHfloweringUtimeHvariationVHProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedc
StatescofcAmericaTH2005THYXZTHZbdXUc

11.5 167

90 oHhomologHofHprokaryoticHthiolHdisulfideHtransporterHqcdoHisHrequiredHforHtheHassemblyHofHtheH
cytochromeHbdfHcomplexHinHorabidopsisHchloroplastsVHJournalcofcBiologicalcChemistryTH2004THZegTHaZbebUfZ5.4 79

89
TheHphytochromeUinteractingHtranscriptionHfactorTHPwtaTHactsHearlyTHselectivelyTHandHpositivelyHinH
lightUinducedHchloroplastHdevelopmentVHProceedingscofcthecNationalcAcademycofcSciencescofcthec
UnitedcStatescofcAmericaTH2004THYXYTHYdXgYUf

11.5 244

88 RetroviralHrNoHintegrationhHoSzVTHvwVTHandHαzVHshowHdistinctHtargetHsiteHpreferencesVHPLoScBiologyTH
2004THZTHsZab 9.7 706

87 TypeUoHorabidopsisHresponseHregulatorsHareHpartiallyHredundantHnegativeHregulatorsHofHcytokininH
signalingVHPlantcCellTH2004THYdTHdcfUeY 11.6 503

86 ReentryHofHtheHsthyleneHαPydHαoduleVHPlantcCellTH2004THYdTHaYdgUaYea 11.6 54

85 uqRYHcanHactHindependentlyHofHheterotrimericHuUproteinHinHresponseHtoHbrassinosteroidsHandH
gibberellinsHinHorabidopsisHseedHgerminationVHPlantcPhysiologyTH2004THYacTHgXeUYc 6.6 148

(2004-2005)
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84 zightUresponseHquantitativeHtraitHlociHidentifiedHwithHcompositeHintervalHandHeXtremeHarrayHmappingH
inHorabidopsisHthalianaVHGeneticsTH2004THYdeTHgXeUYe 4 74

83 ShortUtermHgrowthHresponsesHtoHethyleneHinHorabidopsisHseedlingsHareHswNaWswzYHindependentVH
PlantcPhysiologyTH2004THYadTHZgZYUe 6.6 123

82 RegulationHofHfloweringHtimeHinHorabidopsisHbyHyHhomologyHdomainHproteinsVHProceedingscofcthec
NationalcAcademycofcSciencescofcthecUnitedcStatescofcAmericaTH2004THYXYTHYZecgUdb 11.5 128

81
qptZWrRspYqHisHaHnegativeHregulatorHofHqptYWrRspYpHandHqptaWrRspYoHexpressionHandHplaysHaH
centralHroleHinHstressHtoleranceHinHorabidopsisVHProceedingscofcthecNationalcAcademycofcSciencescofc
thecUnitedcStatescofcAmericaTH2004THYXYTHagfcUgX

11.5 413

80 RegulationHofHethyleneHgasHbiosynthesisHbyHtheHorabidopsisHsTOYHproteinVHNatureTH2004THbZfTHgbcUcX 50.4 341

79 TheHethyleneHsignalingHpathwayhHnewHinsightsVHCurrentcOpinioncincPlantcBiologyTH2004THeTHbXUg 9.9 729

78 TheHcentralHroleHofHPhswNZHinHethyleneHresponsesHthroughoutHplantHdevelopmentHinHpetuniaVHPlantc
PhysiologyTH2004THYadTHZgXXUYZ 6.6 109

77 rellaHproteinsHandHgibberellinUregulatedHseedHgerminationHandHfloralHdevelopmentHinHorabidopsisVH
PlantcPhysiologyTH2004THYacTHYXXfUYg 6.6 431

76 PlantHgenomicshHtheHthirdHwaveVHAnnualcReviewcofcGenomicscandcHumancGeneticsTH2004THcTHbbaUee 9.7 59

75 tlagellinHisHnotHaHmajorHdefenseHelicitorHinHRalstoniaHsolanacearumHcellsHorHextractsHappliedHtoH
orabidopsisHthalianaVHMolecularcPlantsMicrobecInteractionsTH2004THYeTHdgdUeXd 3.6 90

74 qonvergenceHofHsignalingHpathwaysHinHtheHcontrolHofHdifferentialHcellHgrowthHinHorabidopsisVH
DevelopmentalcCellTH2004THeTHYgaUZXb 10.2 253

73 snhancedHfitnessHconferredHbyHnaturallyHoccurringHvariationHinHtheHcircadianHclockVHScienceTH2003TH
aXZTHYXbgUca 33.3 347

72
tiveHcomponentsHofHtheHethyleneUresponseHpathwayHidentifiedHinHaHscreenHforHweakH
ethyleneUinsensitiveHmutantsHinHorabidopsisVHProceedingscofcthecNationalcAcademycofcSciencescofcthec
UnitedcStatescofcAmericaTH2003THYXXTHZggZUe

11.5 312

71 wsolationHandHcharacterizationHofHphyqHmutantsHinHorabidopsisHrevealsHcomplexHcrosstalkHbetweenH
phytochromeHsignalingHpathwaysVHPlantcCellTH2003THYcTHYgdZUfX 11.6 159

70 qhloroplastHtoHnucleusHcommunicationHtriggeredHbyHaccumulationHofHαgUprotoporphyrinwXVHNatureTH
2003THbZYTHegUfa 50.4 484

69 uUNbTHaHregulatorHofHchlorophyllHsynthesisHandHintracellularHsignalingVHScienceTH2003THZggTHgXZUd 33.3 411

68 smpiricalHanalysisHofHtranscriptionalHactivityHinHtheHorabidopsisHgenomeVHScienceTH2003THaXZTHfbZUd 33.3 782

67 orabidopsisHRwNbHisHaHtargetHofHtheHtypeHwwwHvirulenceHeffectorHovrRptZHandHmodulatesH
RPSZUmediatedHresistanceVHCellTH2003THYYZTHaegUfg 56.2 731
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66 PlantHresponsesHtoHethyleneHgasHareHmediatedHbyHSqtPsptYWsptZQUdependentHproteolysisHofHswNaH
transcriptionHfactorVHCellTH2003THYYcTHddeUee 56.2 689

65 uenomeUwideHinsertionalHmutagenesisHofHorabidopsisHthalianaVHScienceTH2003THaXYTHdcaUe 33.3 4165

64 oHgrowthHregulatoryHloopHthatHprovidesHhomeostasisHtoHphytochromeHaHsignalingVHPlantcCellTH2003TH
YcTHZgddUef 11.6 60

63 TheHbetaUsubunitHofHtheHorabidopsisHuHproteinHnegativelyHregulatesHauxinUinducedHcellHdivisionHandH
affectsHmultipleHdevelopmentalHprocessesVHPlantcCellTH2003THYcTHagaUbXg 11.6 269

62 oHreevaluationHofHtheHroleHofHtheHheterotrimericHuHproteinHinHcouplingHlightHresponsesHinH
orabidopsisVHPlantcPhysiologyTH2003THYaYTHYdZaUe 6.6 112

61 αutationsHinHtheHqaZSWvSHtransporterHqoXYHincreaseHqptWrRspYHexpressionHandHtheH
coldUacclimationHresponseHinHorabidopsisVHPlantcCellTH2003THYcTHZgbXUcY 11.6 148

60 reUetiolatedHYHandHdamagedHrNoHbindingHproteinHYHinteractHtoHregulateHorabidopsisH
photomorphogenesisVHCurrentcBiologyTH2002THYZTHYbdZUeZ 6.3 188

59 rivergentHperspectivesHonHuαHfoodVHNaturecBiotechnologyTH2002THZXTHYYgcUdiHauthorHreplyHYYge 44.5 9

58 opoUactivatedHSnRyZHproteinHkinaseHisHrequiredHforHdehydrationHstressHsignalingHinHorabidopsisVH
PlantcandcCellcPhysiologyTH2002THbaTHYbeaUfa 4.9 441

57 sthyleneHbiosynthesisHandHsignalingHnetworksVHPlantcCellTH2002THYbHSupplTHSYaYUcY 11.6 1237

56 NPSNYYHisHaHcellHplateUassociatedHSNoRsHproteinHthatHinteractsHwithHtheHsyntaxinHyNOzzsVHPlantc
PhysiologyTH2002THYZgTHcaXUg 6.6 73

55 TrpUdependentHauxinHbiosynthesisHinHorabidopsishHinvolvementHofHcytochromeHPbcXsHqYPegpZHandH
qYPegpaVHGenescandcDevelopmentTH2002THYdTHaYXXUYZ 12.6 467

54 vwVUYHintegrationHinHtheHhumanHgenomeHfavorsHactiveHgenesHandHlocalHhotspotsVHCellTH2002THYYXTHcZYUg 56.2 1376

53 αitogenUactivatedHproteinHkinaseHcascadesHinHplantshHaHnewHnomenclatureVHTrendscincPlantcScienceTH
2002THeTHaXYUf 13.1 891

52 ThreeHredundantHbrassinosteroidHearlyHresponseHgenesHencodeHputativeHbvzvHtranscriptionHfactorsH
requiredHforHnormalHgrowthVHGeneticsTH2002THYdZTHYbbcUcd 4 202

51 onHorabidopsisHcircadianHclockHcomponentHinteractsHwithHbothHqRYYHandHphypVHNatureTH2001THbYXTHbfeUgX50.4 183

50 PhototropinUrelatedHNPzYHcontrolsHchloroplastHrelocationHinducedHbyHblueHlightVHNatureTH2001THbYXTHgcZUb50.4 405

49 TheHethyleneHpathwayhHaHparadigmHforHplantHhormoneHsignalingHandHinteractionVHSciencecSignalingTH
2001THZXXYTHreY 8.8 31

(2001-2003)
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48 wnvolvementHofHNRoαPYHfromHorabidopsisHthalianaHinHironHtransportVHBiochemicalcJournalTH2000TH
abeTHebg 3.8 121

47 wnvolvementHofHNRoαPYHfromHorabidopsisHthalianaHinHironHtransportVHBiochemicalcJournalTH2000TH
abeTHebgUecc 3.8 405

46 SequenceHandHanalysisHofHchromosomeHYHofHtheHplantHorabidopsisHthalianaVHNatureTH2000THbXfTHfYdUZX 50.4 183

45 sthyleneHsignalinghHfromHmutantsHtoHmoleculesVHCurrentcOpinioncincPlantcBiologyTH2000THaTHacaUdX 9.9 149

44 oHcompleteHpoqUbasedHphysicalHmapHofHtheHorabidopsisHthalianaHgenomeVHNaturecGeneticsTH1999THZZTHZeYUc36.3 140

43 swNZTHaHbifunctionalHtransducerHofHethyleneHandHstressHresponsesHinHorabidopsisVHScienceTH1999THZfbTHZYbfUcZ33.3 1010

42 RsSPONSwVsUTOUoNTouONwSTYTHaHαenkesWWilsonHdiseaseUrelatedHcopperHtransporterTHisHrequiredH
forHethyleneHsignalingHinHorabidopsisVHCellTH1999THgeTHafaUga 56.2 351

41 sthyleneHgashHperceptionTHsignalingHandHresponseVHCurrentcOpinioncincPlantcBiologyTH1998THYTHagaUf 9.9 72

40 sthyleneHsignalingHinHorabidopsishHsventsHfromHtheHmembraneHtoHtheHnucleusVHPlantcPhysiologycandc
BiochemistryTH1998THadTHYXaUYYa 5.4 30

39 TheHethyleneHgasHsignalHtransductionHpathwayhHaHmolecularHperspectiveVHAnnualcReviewcofcGeneticsTH
1998THaZTHZZeUcb 14.5 423

38 swNbHandHsRSZHareHmembersHofHtheHputativeHethyleneHreceptorHgeneHfamilyHinHorabidopsisVHPlantc
CellTH1998THYXTHYaZYUaZ 11.6 476

37
orabidopsisHhomologsHofHaHcUxunHcoactivatorHareHpresentHbothHinHmonomericHformHandHinHtheHqOPgH
complexTHandHtheirHabundanceHisHdifferentiallyHaffectedHbyHtheHpleiotropicHcopWdetWfusHmutationsVH
PlantcCellTH1998THYXTHYeegUgX

11.6 144

36 swNbHandHsRSZHoreHαembersHofHtheHPutativeHsthyleneHReceptorHueneHtamilyHinHorabidopsisVHPlantc
CellTH1998THYXTHYaZY 11.6 4

35 octivationHofHtheHethyleneHgasHresponseHpathwayHinHorabidopsisHbyHtheHnuclearHproteinH
sTvYzsNsUwNSsNSwTwVsaHandHrelatedHproteinsVHCellTH1997THfgTHYYaaUbb 56.2 776

34 pRwUghteningHtheHpathwayHtoHsteroidHhormoneHsignalingHeventsHinHplantsVHCellTH1997THgXTHfZcUe 56.2 18

33 vOOyzsSSYTHanHethyleneHresponseHgeneTHisHrequiredHforHdifferentialHcellHelongationHinHtheH
orabidopsisHhypocotylVHCellTH1996THfcTHYfaUgb 56.2 391

32 ossignmentHofHaXHmicrosatelliteHlociHtoHtheHlinkageHmapHofHorabidopsisVHGenomicsTH1994THYgTHYaeUbb 4.3 1011

31 αolecularHandHueneticHonalysisHofHtheHqonstitutiveHsthyleneHResponseHαutationHqtrYH1994THYgaUZXY 7

Joseph R Ecker

16



30 αutantHanalysisHasHanHexperimentalHapproachHtowardsHunderstandingHplantHhormoneHactionVH
SeminarscincDevelopmentalcBiologyTH1993THbTHaUYa 10

29 qTRYTHaHnegativeHregulatorHofHtheHethyleneHresponseHpathwayHinHorabidopsisTHencodesHaHmemberHofH
theHrafHfamilyHofHproteinHkinasesVHCellTH1993THeZTHbZeUbY 56.2 1640

28 sthyleneHgashHitOsHnotHjustHforHripeningHanyHmoreIVHTrendscincGeneticsTH1993THgTHacdUdZ 8.5 71

27 ueneticHandHphysicalHlinkageHofHtheHorabidopsisHgenomehHαethodsHforHanchoringHYeastHortificialH
qhromosomesH1992THYbbUYdg 19

26 sxploitingHtheHTripleHResponseHofHorabidopsisHtoHwdentifyHsthyleneURelatedHαutantsVHPlantcCellTH
1990THZTHcYa 11.6 10

25 PtusHandHYoqHanalysisHofHtheHorabidopsisHgenomeVHMethodsTH1990THYTHYfdUYgb 4.6 51

24 qhromosomalHmappingHofHtheHubiquitinHgeneHfamilyHinHSaccharomycesHcerevisiaeHbyHpulsedHfieldHgelH
electrophoresisVHNucleiccAcidscResearchTH1989THYeTHadYYUZ 20.1 7

23 revelopmentHofHlargeHrNoHmethodsHforHplantshHmolecularHcloningHofHlargeHsegmentsHofHorabidopsisH
andHcarrotHrNoHintoHyeastVHNucleiccAcidscResearchTH1988THYdTHYYXgYUYXc 20.1 89

22 VariationHinHtheHstructureHofHvaricellaUzosterHvirusHrNoVHIntervirologyTH1984THZYTHZcUae 2.5 13

21 onalysisHofHinterruptionsHinHtheHphosphodiesterHbackboneHofHherpesHsimplexHvirusHrNoVHVirologyTH
1981THYYXTHZYaUd 3.6 9

20 spigenomicHriversityHofHqorticalHProjectionHNeuronsHinHtheHαouseHprain 4

19 TheHcomplexHarchitectureHofHplantHtransgeneHinsertions 1

18 zossHofHrnmtaaHdependentHmethylationHinHinhibitoryHneuronsHimpairsHneuralHfunctionHthroughHaH
mechanismHthatHimpactsHRettHsyndrome 1

17 rnmtaaHknockoutHinHexcitatoryHneuronsHimpairsHpostnatalHsynapseHmaturationHandHisHpartlyH
compensatedHbyHrepressiveHhistoneHmodificationHvayZemea 2

16 vighHcontiguityHorabidopsisHthalianaHgenomeHassemblyHwithHaHsingleHnanoporeHflowHcell 7

15 SystematicHmappingHofHchromatinHstateHlandscapesHduringHmouseHdevelopment 15

14 SpatiotemporalHrNoHαethylomeHrynamicsHofHtheHrevelopingHαammalianHtetus 11

13 SingleHnucleusHmultiUomicsHlinksHhumanHcorticalHcellHregulatoryHgenomeHdiversityHtoHdiseaseHriskHvariants 23

(-1993)
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12 wterativeHRefinementHofHqellularHwdentityHfromHSingleUqellHrataHUsingHOnlineHzearning 4

11 onHintegratedHtranscriptomicHandHepigenomicHatlasHofHmouseHprimaryHmotorHcortexHcellHtypes 23

10 svolutionHofHcellularHdiversityHinHprimaryHmotorHcortexHofHhumanTHmarmosetHmonkeyTHandHmouse 33

9 uenomeHandHtimeUofUdayHtranscriptomeHofHWolffiaHaustralianaHlinkHmorphologicalHextremeH
minimizationHwithHunUgatedHplantHgrowth 1

8 rNoHαethylationHotlasHofHtheHαouseHprainHatHSingleUqellHResolution 6

7 SingleHnucleusHmultiUomicsHregulatoryHatlasHofHtheHmurineHpituitary 1

6 oHmultimodalHcellHcensusHandHatlasHofHtheHmammalianHprimaryHmotorHcortex 12

5 ulobalHrNoHmethylationHremodelingHduringHdirectHreprogrammingHofHfibroblastsHtoHneurons 1

4 αultiUomicHprofilingHofHtranscriptomeHandHrNoHmethylomeHinHsingleHnucleiHwithHmolecularHpartitioning 3

3 SingleUcellHmultiUomicHprofilingHofHchromatinHconformationHandHrNoHmethylome 1

2 SnapoToqhHoHqomprehensiveHonalysisHPackageHforHSingleHqellHoToqUseq 48

1 PvYTOqvROαsHwNTsRoqTwNuHtoqTORsHTriggerHsnvironmentallyHResponsiveHqhromatinHrynamics 1
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