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m Paper IF Citations

115 wnMintegratedMencyclopediaMofMzNwMelementsMinMtheMhumanMgenomedMNaturebM2012bMjnobMkmcmj 50.4 11449

114 IdentificationMandManalysisMofMfunctionalMelementsMinMgRMofMtheMhumanMgenomeMbyMtheMENyOzEMpilotM
projectdMNaturebM2007bMjjmbMmoocngl 50.4 4121

113 GalaxypMaMcomprehensiveMapproachMforMsupportingMaccessiblebMreproduciblebMandMtransparentM
computationalMresearchMinMtheMlifeMsciencesdMGenomegBiologybM2010bMggbMRnl 18.3 2579

112 InitialMsequenceMofMtheMchimpanzeeMgenomeMandMcomparisonMwithMtheMhumanMgenomedMNaturebM2005bM
jimbMlocnm 50.4 1828

111 GenomeMsequenceMofMtheMxrownMNorwayMratMyieldsMinsightsMintoMmammalianMevolutiondMNaturebM2004
bMjhnbMjoickhg 50.4 1689

110 GalaxypMaMplatformMforMinteractiveMlargecscaleMgenomeManalysisdMGenomegResearchbM2005bMgkbMgjkgck 9.7 1509

109 TheMGalaxyMplatformMforMaccessiblebMreproducibleMandMcollaborativeMbiomedicalManalysespMhfgnM
updatedMNucleicgAcidsgResearchbM2018bMjlbMWkimcWkjj 20.1 1509

108 TheMGalaxyMplatformMforMaccessiblebMreproducibleMandMcollaborativeMbiomedicalManalysespMhfglM
updatedMNucleicgAcidsgResearchbM2016bMjjbMWicWgf 20.1 1220

107 wMcomparativeMencyclopediaMofMzNwMelementsMinMtheMmouseMgenomedMNaturebM2014bMkgkbMikkclj 50.4 1026

106 GalaxypMaMwebcbasedMgenomeManalysisMtoolMforMexperimentalistsdMCurrentgProtocolsgingMolecularg
BiologybM2010bMyhapterMgobMUnitMgodgfdgchg 2.9 961

105 wrchitecturalMproteinMsubclassesMshapeMizMorganizationMofMgenomesMduringMlineageMcommitmentdM
CellbM2013bMgkibMghngcok 56.2 848

104 TopologicallyMassociatingMdomainsMareMstableMunitsMofMreplicationctimingMregulationdMNaturebM2014bM
kgkbMjfhck 50.4 563

103 GenomeManalysisMofMtheMplatypusMrevealsMuniqueMsignaturesMofMevolutiondMNaturebM2008bMjkibMgmkcni 50.4 545

102 ManipulationMofMFwSTQMdataMwithMGalaxydMBioinformaticsbM2010bMhlbMgmnick 7.2 450

101 MetaWRwPcaMflexibleMpipelineMforMgenomecresolvedMmetagenomicMdataManalysisdMMicrobiomebM2018bM
lbMgkn 16.6 370

100 TenMsimpleMrulesMforMreproducibleMcomputationalMresearchdMPLoSgComputationalgBiologybM2013bMobMegffihnk5 343

99 wnMencyclopediaMofMmouseMzNwMelementsMUMouseMENyOzEWdMGenomegBiologybM2012bMgibMjgn 18.3 340
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98 NextcgenerationMsequencingMdataMinterpretationpMenhancingMreproducibilityMandMaccessibilitydMNatureg
ReviewsgGeneticsbM2012bMgibMllmcmh 30.1 215

97 hncwayMvertebrateMalignmentMandMconservationMtrackMinMtheMUySyMGenomeMxrowserdMGenomeg
ResearchbM2007bMgmbMgmomcnfn 9.7 204

96 TheMgenomeMsequenceMofMtheMleafccutterMantMwttaMcephalotesMrevealsMinsightsMintoMitsMobligateM
symbioticMlifestyledMPLoSgGeneticsbM2011bMmbMegffhffm 6 191

95 EvaluationMofMregulatoryMpotentialMandMconservationMscoresMforMdetectingMciscregulatoryMmodulesMinM
alignedMmammalianMgenomeMsequencesdMGenomegResearchbM2005bMgkbMgfkgclf 9.7 164

94 wnalysesMofMdeepMmammalianMsequenceMalignmentsMandMconstraintMpredictionsMforMgRMofMtheMhumanM
genomedMGenomegResearchbM2007bMgmbMmlfcmj 9.7 163

93 GenomicMapproachesMtowardsMfindingMciscregulatoryMmodulesMinManimalsdMNaturegReviewsgGeneticsbM
2012bMgibMjlocni 30.1 156

92 yhromatinMStatesMinMMouseMSpermMyorrelateMwithMEmbryonicMandMwdultMRegulatoryMLandscapesdMCellg
ReportsbM2017bMgnbMgillcginh 10.6 147

91 zisseminationMofMscientificMsoftwareMwithMGalaxyMToolSheddMGenomegBiologybM2014bMgkbMjfi 18.3 136

90 GalaxyMyloudManpMdeliveringMcloudMcomputeMclustersdMBMCgBioinformaticsbM2010bMggMSupplMghbMSj 3.6 111

89 TheMGalaxyMplatformMforMaccessiblebMreproducibleMandMcollaborativeMbiomedicalManalysespMhfhfM
updatedMNucleicgAcidsgResearchbM2020bMjnbMWiokcWjfh 20.1 106

88 wMframeworkMforMcollaborativeManalysisMofMENyOzEMdatapMmakingMlargecscaleManalysesM
biologistcfriendlydMGenomegResearchbM2007bMgmbMolfcj 9.7 105

87 ThyroidMhormoneMsignalingMspecifiesMconeMsubtypesMinMhumanMretinalMorganoidsdMSciencebM2018bMilhbM 33.3 101

86 zynamicsMofMtheMepigeneticMlandscapeMduringMerythroidMdifferentiationMafterMGwTwgMrestorationdM
GenomegResearchbM2011bMhgbMglkocmg 9.7 100

85 LaminsMOrganizeMtheMGlobalMThreeczimensionalMGenomeMfromMtheMNuclearMPeripherydMMoleculargCellbM
2018bMmgbMnfhcngkdem 17.6 98

84 ESPERRpMlearningMstrongMandMweakMsignalsMinMgenomicMsequenceMalignmentsMtoMidentifyMfunctionalM
elementsdMGenomegResearchbM2006bMglbMgkolclfj 9.7 97

83 HarnessingMcloudMcomputingMwithMGalaxyMylouddMNaturegBiotechnologybM2011bMhobMomhcj 44.5 85

82 UsingMgalaxyMtoMperformMlargecscaleMinteractiveMdataManalysesdMCurrentgProtocolsgingBioinformaticsbM
2007bMyhapterMgfbMUnitMgfdk 24.2 84

81 RegulatoryMpotentialMscoresMfromMgenomecwideMthreecwayMalignmentsMofMhumanbMmousebMandMratdM
GenomegResearchbM2004bMgjbMmffcm 9.7 84
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80 zynamicsMofMmitochondrialMheteroplasmyMinMthreeMfamiliesMinvestigatedMviaMaMrepeatableM
recsequencingMstudydMGenomegBiologybM2011bMghbMRko 18.3 83

79 StrongMandMweakMmaleMmutationMbiasMatMdifferentMsitesMinMtheMprimateMgenomespMinsightsMfromMtheM
humancchimpanzeeMcomparisondMMoleculargBiologygandgEvolutionbM2006bMhibMklkcmi 8.3 73

78 JetstreamM2015bM 68

77 PracticalMyomputationalMReproducibilityMinMtheMLifeMSciencesdMCellgSystemsbM2018bMlbMligclik 10.6 66

76 IntegrativeMapproachMrevealsMcompositionMofMendoparasitoidMwaspMvenomsdMPLoSgONEbM2013bMnbMeljghk 3.7 64

75 MeasuringMtheMreproducibilityMandMqualityMofMHicyMdatadMGenomegBiologybM2019bMhfbMkm 18.3 62

74 yommunityczrivenMzataMwnalysisMTrainingMforMxiologydMCellgSystemsbM2018bMlbMmkhcmkndeg 10.6 62

73 WindshieldMsplatterManalysisMwithMtheMGalaxyMmetagenomicMpipelinedMGenomegResearchbM2009bMgobMhgjjcki9.7 61

72 FindingMciscregulatoryMelementsMusingMcomparativeMgenomicspMsomeMlessonsMfromMENyOzEMdatadM
GenomegResearchbM2007bMgmbMmmkcnl 9.7 61

71 GenerationMandMannotationMofMtheMzNwMsequencesMofMhumanMchromosomesMhMandMjdMNaturebM2005bM
jijbMmhjcig 50.4 61

70 HiFivepMaMtoolMsuiteMforMeasyMandMefficientMHiyMandMkyMdataManalysisdMGenomegBiologybM2015bMglbMhim 18.3 52

69 ExperimentalMvalidationMofMpredictedMmammalianMerythroidMciscregulatoryMmodulesdMGenomeg
ResearchbM2006bMglbMgjnfcoh 9.7 49

68 GenomecwideMcomparativeManalysisMrevealsMhumancmouseMregulatoryMlandscapeMandMevolutiondMBMCg
GenomicsbM2015bMglbMnm 4.5 46

67 ParasitoidMwaspMvenomMSERywMregulatesMzrosophilaMcalciumMlevelsMandMinhibitsMcellularMimmunitydM
ProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericabM2013bMggfbMojhmcih 11.5 43

66 JupyterMandMGalaxypMEasingMentryMbarriersMintoMcomplexMdataManalysesMforMbiomedicalMresearchersdM
PLoSgComputationalgBiologybM2017bMgibMegffkjhk 5 39

65 yloudManMasMaMplatformMforMtoolbMdatabMandManalysisMdistributiondMBMCgBioinformaticsbM2012bMgibMigk 3.6 36

64 WebcbasedMvisualManalysisMforMhighcthroughputMgenomicsdMBMCgGenomicsbM2013bMgjbMiom 4.5 35

63 MakingMwholeMgenomeMmultipleMalignmentsMusableMforMbiologistsdMBioinformaticsbM2011bMhmbMhjhlcn 7.2 35
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62 IntegratingMdiverseMdatabasesMintoManMunifiedManalysisMframeworkpMaMGalaxyMapproachdMDatabase:gtheg
JournalgofgBiologicalgDatabasesgandgCurationbM2011bMhfggbMbarfgg 5 34

61 HalophilicMmicrobialMcommunityMcompositionalMshiftMafterMaMrareMrainfallMinMtheMwtacamaMzesertdMISMEg
JournalbM2019bMgibMhmimchmjo 11.9 33

60 TheMfullclengthMtranscriptomeMofMusingMdirectMRNwMsequencingdMGenomegResearchbM2020bMifbMhoocigh 9.7 32

59 RibosomeMwMandMPMsitesMrevealedMbyMlengthManalysisMofMribosomeMprofilingMdatadMNucleicgAcidsg
ResearchbM2015bMjibMilnfcm 20.1 32

58 UsingMGalaxyMtoMperformMlargecscaleMinteractiveMdataManalysesdMCurrentgProtocolsgingBioinformaticsbM
2012bMyhapterMgfbMUnitgfdk 24.2 31

57 PrimaryMsequenceMandMepigeneticMdeterminantsMofMinMvivoMoccupancyMofMgenomicMzNwMbyMGwTwgdM
NucleicgAcidsgResearchbM2009bMimbMmfhjcin 20.1 27

56 yomparativeManalysesMofMbidirectionalMpromotersMinMvertebratesdMBMCgBioinformaticsbM2008bMoMSupplM
lbMSo 3.6 27

55 TheMirdMzxyLSMxioHackathonpMimprovingMlifeMscienceMdataMintegrationMwithMSemanticMWebM
technologiesdMJournalgofgBiomedicalgSemanticsbM2013bMjbMl 2.2 22

54 WranglingMGalaxyTsMreferenceMdatadMBioinformaticsbM2014bMifbMgogmco 7.2 22

53 NGSManalysesMbyMvisualizationMwithMTracksterdMNaturegBiotechnologybM2012bMifbMgfilco 44.5 22

52 UsingMcloudMcomputingMinfrastructureMwithMyloudxioLinuxbMyloudManbMandMGalaxydMCurrentgProtocolsg
ingBioinformaticsbM2012bMyhapterMggbMUnitggdo 24.2 21

51 TheManatomyMofMsuccessfulMcomputationalMbiologyMsoftwaredMNaturegBiotechnologybM2013bMigbMnojcm 44.5 18

50 NoMmoreMbusinessMasMusualpMwgileMandMeffectiveMresponsesMtoMemergingMpathogenMthreatsMrequireM
openMdataMandMopenManalyticsdMPLoSgPathogensbM2020bMglbMegffnlji 7.6 18

49 GalaxypMwMGatewayMtoMToolsMinMecSciencedMComputergCommunicationsgandgNetworksbM2011bMgjkcgmm 0.5 17

48 yharacterizationMofMxuttonMLociMthatMPromoteMHomologousMyhromosomeMPairingMandM
yellcTypecSpecificMInterchromosomalMGeneMRegulationdMDevelopmentalgCellbM2019bMkgbMijgcikldem 10.2 16

47 yhromosomeMyonformationMPaintsMRevealMtheMRoleMofMLaminaMwssociationMinMGenomeMOrganizationM
andMRegulation 16

46 wMNovelMLongMNoncyodingMRNwMinMtheMhTERTMPromoterMRegionMRegulatesMhTERTMExpressiondM
NonvcodinggRNAbM2017bMjbM 7.1 15

45 TheMhndMzxyLSMxioHackathonpMinteroperableMbioinformaticsMWebMservicesMforMintegratedM
applicationsdMJournalgofgBiomedicalgSemanticsbM2011bMhbMj 2.2 15
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44 yluesMtoMfunctionMinMgeneMdesertsdMTrendsgingBiotechnologybM2005bMhibMhlocmg 15.1 15

43 TheMrepressiveMgenomeMcompartmentMisMestablishedMearlyMinMtheMcellMcycleMbeforeMformingMtheM
laminaMassociatedMdomains 14

42 NaturalMvariationMinMstochasticMphotoreceptorMspecificationMandMcolorMpreferenceMindMELifebM2017bMlbM 8.9 12

41 xiocondapMwMsustainableMandMcomprehensiveMsoftwareMdistributionMforMtheMlifeMsciences 12

40 wnMintegrativeMviewMofMtheMregulatoryMandMtranscriptionalMlandscapesMinMmouseMhematopoiesisdM
GenomegResearchbM2020bMifbMjmhcjnj 9.7 11

39 yloudLaunchpMziscoverMandMzeployMyloudMwpplicationsdMFuturegGenerationgComputergSystemsbM2019bM
ojbMnfhcngf 7.5 11

38 QuwSwRpMQualityMwssessmentMofMSpatialMwrrangementMReproducibilityMinMHicyMzata 11

37 LeveragingMtheMnationalMcyberinfrastructureMforMbiomedicalMresearchdMJournalgofgthegAmericang
MedicalgInformaticsgAssociation:gJAMIAbM2014bMhgbMgokco 8.6 10

36 WebcbasedManalysisMofMUEpicWMgenomeMdataMusingMEpiGRwPHMandMGalaxydMMethodsgingMolecularg
BiologybM2010bMlhnbMhmkcol 1.4 10

35 yellularMlifeMfromMtheMthreeMdomainsMandMvirusesMareMtranscriptionallyMactiveMinMaMhypersalineMdesertM
communitydMEnvironmentalgMicrobiologybM2021bMhibMijfgcijgm 5.2 9

34 OpenMpipelinesMforMintegratedMtumorMgenomeMprofilesMrevealMdifferencesMbetweenMpancreaticM
cancerMtumorsMandMcellMlinesdMCancergMedicinebM2015bMjbMiohcjfi 4.8 8

33 PhylogenomicMresourcesMatMtheMUySyMGenomeMxrowserdMMethodsgingMoleculargBiologybM2008bMjhhbMgiicjj 1.4 7

32 xiologyMNeedsMEvolutionaryMSoftwareMToolspMLetTsMxuildMThemMRightdMMoleculargBiologygandgEvolution
bM2018bMikbMgimhcgimk 8.3 6

31 MeasuringMtheMreproducibilityMandMqualityMofMHicyMdata 6

30 TwzsMpairMhomologousMchromosomesMtoMpromoteMinterchromosomalMgeneMregulation 6

29 JetstreamM2016bM 6

28 EnablingMcloudMburstingMforMlifeMsciencesMwithinMGalaxydMConcurrencygComputationgPracticegandg
ExperiencebM2015bMhmbMjiifcjiji 1.4 5

27 OnlineMresourcesMforMgenomicManalysisMusingMhighcthroughputMsequencingdMColdgSpringgHarborg
ProtocolsbM2015bMhfgkbMihjcik 1.2 5
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26 MetaWRwPMcMaMflexibleMpipelineMforMgenomecresolvedMmetagenomicMdataManalysis 5

25 wMsingleccellMRNwcsequencingMtrainingMandManalysisMsuiteMusingMtheMGalaxyMframeworkdMGigaSciencebM
2020bMobM 7.6 5

24 wMreferenceMmodelMforMdeployingMapplicationsMinMvirtualizedMenvironmentsdMConcurrencygComputationg
PracticegandgExperiencebM2012bMhjbMgijocgilg 1.4 4

23 yommunitycdrivenMdataManalysisMtrainingMforMbiology 4

22 TheMfullclengthMtranscriptomeMofydMelegansusingMdirectMRNwMsequencing 4

21 HiddenMdynamicMsignaturesMdriveMsubstrateMselectivityMinMtheMdisorderedMphosphoproteomedM
ProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericabM2020bMggmbMhilflchilgl11.5 4

20 yloudxridgepMaMSimpleMyrosscyloudMPythonMLibraryM2016bMhfglbM 3

19 M2014bM 3

18 GenomecwideMcomparativeManalysisMrevealsMhumancMmouseMregulatoryMlandscapeMandMevolution 3

17 PracticalMcomputationalMreproducibilityMinMtheMlifeMsciences 3

16 LaminsMorganizeMtheMglobalMthreecdimensionalMgenomeMfromMtheMnuclearMperiphery 3

15 SystematicMintegrationMofMGwTwMtranscriptionMfactorsMandMepigenomesMviaMIzEwSMpaintsMtheM
regulatoryMlandscapeMofMhematopoieticMcellsdMIUBMBgLifebM2020bMmhbMhmcin 4.7 3

14 UsingMGalaxyMtoMPerformMLargecScaleMInteractiveMzataMwnalysescwnMUpdatedMCurrentgProtocolsbM2021bM
gbMeig 3

13 xuildingMandMprovisioningMbioinformaticsMenvironmentsMonMpublicMandMprivateMyloudsM2015bM 2

12 LessonsMlearnedMfromMGalaxybMaMWebcbasedMplatformMforMhighcthroughputMgenomicManalysesM2012bM 2

11 yellularMlifeMfromMtheMthreeMdomainsMandMvirusesMareMtranscriptionallyMactiveMinMaMhypersalineMdesertMcommunity 2

10 wMguideMandMbestMpracticesMforMRexioconductorMtoolMintegrationMinMGalaxydMF1yyyResearchbkbMhmkm 3.6 2

9 EnvironmentalMFactorsMzrivingMSpatialMHeterogeneityMinMzesertMHalophileMMicrobialMyommunitiesdM
FrontiersgingMicrobiologybM2020bMggbMkmnllo 5.7 2

(2020-)
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8 yloudMburstingMgalaxypMfederatedMidentityMandMaccessMmanagementdMBioinformaticsbM2020bMilbMgco 7.2 2

7 FederatedMGalaxypMxiomedicalMyomputingMatMtheMFrontierM2018bMhfgnbM 2

6 M2011bM 1

5 UnderstandingMtrivialMchallengesMofMmicrobialMgenomicspMwnMassemblyMexample 1

4 EnhancingMprecdefinedMworkflowsMwithMadMhocManalyticsMusingMGalaxybMzockerMandMJupyter 1

3 TemporalMregulationMofMgreenMandMredMconeMspecificationMinMhumanMretinasMandMretinalMorganoids 1

2 TheMzNwlfIFXMcontestdMGenomegBiologybM2013bMgjbMghj 18.3

1 TowardMtheMcommoditizationMofMtranslationalMgenomicMresearchpMzesignMandMimplementationM
featuresMofMtheMGalaxyMgenomicMworkbenchdMSummitgongTranslationalgBioinformaticsbM2008bMhffnbMklclf
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