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k Paper IF Citations

113 PoreaformingNtoxinsnNancientZNbutNneverNreallyNoutNofNfashionbNNaturehReviewshMicrobiologyZN2016ZNehZNkkamf22.2 407

112 MolecularNassemblyNofNtheNaerolysinNporeNrevealsNaNswirlingNmembraneainsertionNmechanismbNNatureh
ChemicalhBiologyZN2013ZNmZNjfgam 11.7 150

111 OutcomeNofNtheNzirstNwwPxvNβybridcγntegrativeNMethodsNTaskNzorceNWorkshopbNStructureZN2015ZN
fgZNeeijajk 5.2 131

110 PhosphodiesterNcleavageNinNribonucleaseNβNoccursNviaNanNassociativeNtwoametalaaidedNcatalyticN
mechanismbNJournalhofhthehAmericanhChemicalhSocietyZN2008ZNegdZNedmiiajf 16.4 119

109 NucleoacytosolicNShuttlingNofNuRαONuUTyeNPromptsNaNRevisedNModelNofNtheNPlantNMicroRNuN
PathwaybNMolecularhCellZN2018ZNjmZNkdmakembei 17.6 118

108 PalmitoylatedNcalnexinNisNaNkeyNcomponentNofNtheNribosomeatransloconNcomplexbNEMBOhJournalZN
2012ZNgeZNelfgagi 13 116

107 wryoayMNstructureNofNaerolysinNvariantsNrevealsNaNnovelNproteinNfoldNandNtheNporeaformationN
processbNNaturehCommunicationsZN2016ZNkZNefdjf 17.4 108

106 watalyticNmetalNionsNandNenzymaticNprocessingNofNxNuNandNRNubNAccountshofhChemicalhResearchZN
2015ZNhlZNffdal 24.3 106

105 yvolutionNofNucidaSensingNOlfactoryNwircuitsNinNxrosophilidsbNNeuronZN2017ZNmgZNjjeajkjbej 13.9 103

104
MolecularNdynamicsNcalculationsNsuggestNaNconductionNmechanismNforNtheNMfNprotonNchannelNfromN
influenzaNuNvirusbNProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaZN
2009ZNedjZNedjmakh

11.5 103

103 ProteinNpostatranslationalNmodificationsnNpredictionNtoolsNandNmolecularNmodelingbNComputationalh
andhStructuralhBiotechnologyhJournalZN2017ZNeiZNgdkagem 6.8 96

102 WateraassistedNreactionNmechanismNofNmonozincNbetaalactamasesbNJournalhofhthehAmericanhChemicalh
SocietyZN2004ZNefjZNefjjeal 16.4 92

101 γnNsituNstructuralNanalysisNofNtheNYersiniaNenterocoliticaNinjectisomebNELifeZN2013ZNfZNeddkmf 8.9 86

100 PolarizationNeffectsNandNchargeNtransferNinNtheNKcsuNpotassiumNchannelbNBiophysicalhChemistryZN2006ZN
efhZNfmfagde 3.5 78

99 RoleNofNzincNcontentNonNtheNcatalyticNefficiencyNofNveNmetalloNbetaalactamasesbNJournalhofhtheh
AmericanhChemicalhSocietyZN2007ZNefmZNfldlaej 16.4 77

98 womyuNisNessentialNforNtheNtransferNofNexternalNxNuNintoNtheNperiplasmNinNnaturallyNtransformableN
VibrioNcholeraeNcellsbNPLoShGeneticsZN2014ZNedZNeeddhdjj 6 76

97
writicalNrolesNofNisoleucineagjhNandNadjacentNresiduesNinNaNhydrophobicNgateNcontrolNofNphospholipidN
transportNbyNtheNmammalianNPhauTPaseNuTPlufbNProceedingshofhthehNationalhAcademyhofhScienceshofh
thehUnitedhStateshofhAmericaZN2014ZNeeeZNyegghahg

11.5 76
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96 OlfactoryNreceptorNpseudoapseudogenesbNNatureZN2016ZNigmZNmgamk 50.4 71

95 SoluteasolventNchargeNtransferNinNaqueousNsolutionbNChemPhysChemZN2005ZNjZNekeial 3.2 71

94 werebellarNutaxiaNandNwoenzymeNQNxeficiencyNthroughNLossNofNUnorthodoxNKinaseNuctivitybN
MolecularhCellZN2016ZNjgZNjdlajfd 17.6 67

93 TheNmetalloabetaalactamaseNαOvNisNaNmonoaZnVγγWNenzymeNwithNaNnovelNactiveNsitebNJournalhofh
BiologicalhChemistryZN2007ZNflfZNelfljaelfmg 5.4 63

92 ussessmentNofNhardNtargetNmodelingNinNwuSPefNrevealsNanNemergingNroleNofNalignmentabasedN
contactNpredictionNmethodsbNProteins:hStructurewhFunctionhandhBioinformaticsZN2018ZNljNSupplNeZNmkaeef 4.2 57

91 urrangedNsevenfoldnNstructuralNinsightsNintoNtheNwaterminalNoligomerizationNdomainNofNhumanN
whbabindingNproteinbNJournalhofhMolecularhBiologyZN2013ZNhfiZNegdfaek 6.5 54

90 ProtonNshuttlesNandNphosphataseNactivityNinNsolubleNepoxideNhydrolasebNJournalhofhthehAmericanh
ChemicalhSocietyZN2007ZNefmZNglkamh 16.4 52

89 TranscriptionalNregulatoryNlogicNofNtheNdiurnalNcycleNinNtheNmouseNliverbNPLoShBiologyZN2017ZNeiZNefddedjm9.7 51

88 uNfurtherNleapNofNimprovementNinNtertiaryNstructureNpredictionNinNwuSPegNpromptsNnewNroutesNforN
futureNassessmentsbNProteins:hStructurewhFunctionhandhBioinformaticsZN2019ZNlkZNeeddaeeef 4.2 50

87 wommonNmechanisticNfeaturesNamongNmetalloabetaalactamasesnNaNcomputationalNstudyNofN
ueromonasNhydrophilaNwphuNenzymebNJournalhofhBiologicalhChemistryZN2009ZNflhZNflejhafleke 5.4 50

86 MappingNtheNsensingNspotsNofNaerolysinNforNsingleNoligonucleotidesNanalysisbNNaturehCommunications
ZN2018ZNmZNflfg 17.4 47

85
UnderstandingNtheNeffectNofNmagnesiumNionNconcentrationNonNtheNcatalyticNactivityNofNribonucleaseN
βNthroughNcomputationnNdoesNaNthirdNmetalNbindingNsiteNmodulateNendonucleaseNcatalysissbNJournalh
ofhthehAmericanhChemicalhSocietyZN2010ZNegfZNegkdfaef

16.4 46

84 xualNchaperoneNroleNofNtheNwaterminalNpropeptideNinNfoldingNandNoligomerizationNofNtheN
poreaformingNtoxinNaerolysinbNPLoShPathogensZN2011ZNkZNeeddfegi 7.6 45

83 uNcoiledNcoilNswitchNmediatesNcoldNsensingNbyNtheNthermosensoryNproteinNxesKbNMolecularh
MicrobiologyZN2015ZNmlZNfilake 4.1 43

82 uNNonradialNwoarseaαrainedNPotentialNforNProteinsNProducesNNaturallyNStableNSecondaryNStructureN
ylementsbNJournalhofhChemicalhTheoryhandhComputationZN2010ZNjZNgeiafh 6.4 42

81 wonservedNLipidNandNSmallaMoleculeNModulationNofNwOQlNRevealsNRegulationNofNtheNuncientN
KinasealikeNUbivNzamilybNCellhChemicalhBiologyZN2018ZNfiZNeihaejibeee 8.2 40

80 ussessingNtheNpotentialNofNatomisticNmolecularNdynamicsNsimulationsNtoNprobeNreversibleN
proteinaproteinNrecognitionNandNbindingbNScientifichReportsZN2015ZNiZNedihm 4.9 39

79 MolecularNSimulationsNβighlightNtheNRoleNofNMetalsNinNwatalysisNandNγnhibitionNofNTypeNγγN
TopoisomerasebNJournalhofhChemicalhTheoryhandhComputationZN2013ZNmZNlikajf 6.4 39

(2013-2016)
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78 StructuralNdeterminantsNandNhydrogenabondNnetworkNofNtheNmononuclearNzincVγγWabetaalactamaseN
activeNsitebNJournalhofhBiologicalhInorganichChemistryZN2002ZNkZNkdhaef 3.7 39

77 SubstrateNbindingNtoNmononuclearNmetalloabetaalactamaseNfromNvacillusNcereusbNProteins:hStructurewh
FunctionhandhBioinformaticsZN2004ZNihZNhefafg 4.2 36

76 ussemblyNofNtheNtransmembraneNdomainNofNybNcoliNPhoQNhistidineNkinasenNimplicationsNforNsignalN
transductionNfromNmolecularNsimulationsbNPLoShComputationalhBiologyZN2013ZNmZNeeddflkl 5 34

75 ProtonationNstateNofNuspefdNinNtheNbinuclearNactiveNsiteNofNtheNmetalloabetaalactamaseNfromN
vacteroidesNfragilisbNInorganichChemistryZN2003ZNhfZNhfhiak 5.1 34

74 TheNhelicalNcontentNofNtheNYscPNmolecularNrulerNdeterminesNtheNlengthNofNtheNYersiniaNinjectisomebN
MolecularhMicrobiologyZN2009ZNkeZNjmfakde 4.1 32

73 SolutionNNMRNstructureNofNaNdesignedNmetalloproteinNandNcomplementaryNmolecularNdynamicsN
refinementbNStructureZN2008ZNejZNfedai 5.2 32

72 SignalNSensingNandNTransductionNbyNβistidineNKinasesNasNUnveiledNthroughNStudiesNonNaN
TemperatureNSensorbNAccountshofhChemicalhResearchZN2017ZNidZNegimaegjj 24.3 31

71 PerturbationsNofNtheNstraightNtransmembraneN˛–ahelicalNstructureNofNtheNamyloidNprecursorNproteinN
affectNitsNprocessingNbyN˛‡asecretasebNJournalhofhBiologicalhChemistryZN2014ZNflmZNjkjgajkkh 5.4 30

70 LengthNcontrolNofNtheNinjectisomeNneedleNrequiresNonlyNoneNmoleculeNofNYopNsecretionNproteinNPN
VYscPWbNProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaZN2010ZNedkZNegljdai11.5 30

69 UnravelingNtheNwatalyticNPathwayNofNMetalloenzymeNzarnesyltransferaseNthroughNQMcMMN
womputationbNJournalhofhChemicalhTheoryhandhComputationZN2009ZNiZNejikajj 6.4 30

68 SingleamoleculeNsensingNofNpeptidesNandNnucleicNacidsNbyNengineeredNaerolysinNnanoporesbNNatureh
CommunicationsZN2019ZNedZNhmel 17.4 30

67 βowNstructuralNandNphysicochemicalNdeterminantsNshapeNsequenceNconstraintsNinNaNfunctionalN
enzymebNPLoShONEZN2015ZNedZNedeeljlh 3.7 28

66 TheNlipopolysaccharideNfromNwapnocytophagaNcanimorsusNrevealsNanNunexpectedNroleNofNtheN
coreaoligosaccharideNinNMxafNbindingbNPLoShPathogensZN2012ZNlZNeeddfjjk 7.6 28

65 wooperativeNmotionNofNaNkeyNpositivelyNchargedNresidueNandNmetalNionsNforNxNuNreplicationN
catalyzedNbyNhumanNxNuNPolymerasea˛•bNNucleichAcidshResearchZN2016ZNhhZNflfkagj 20.1 28

64 MacromolecularNsymmetricNassemblyNpredictionNusingNswarmNintelligenceNdynamicNmodelingbN
StructureZN2013ZNfeZNedmkaeedj 5.2 27

63 ylectrostaticawonsistentNwoarseaαrainedNPotentialsNforNMolecularNSimulationsNofNProteinsbNJournalh
ofhChemicalhTheoryhandhComputationZN2013ZNmZNgieiafj 6.4 27

62 wrystalNstructureNofNβopfaMndeNandNmechanisticNinsightsNintoNitsNroleNinNmeioticNrecombinationbN
NucleichAcidshResearchZN2015ZNhgZNglheaij 20.1 27

61 MolecularNyffectsNofNwoncentratedNSolutesNonNProteinNβydrationZNxynamicsZNandNylectrostaticsbN
BiophysicalhJournalZN2016ZNeeeZNkhgakii 2.9 24
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60 ModellingNstructuresNinNcryoayMNmapsbNCurrenthOpinionhinhStructuralhBiologyZN2019ZNilZNediaeeh 8.1 24

59 βwVNyfNcoreNstructuresNandNmubsnNsomethingNisNstillNmissingbNDrughDiscoveryhTodayZN2014ZNemZNemjhakd 8.8 24

58 TopologicallyNvasedNMultipolarNReconstructionNofNylectrostaticNγnteractionsNinNMultiscaleN
SimulationsNofNProteinsbNJournalhofhChemicalhTheoryhandhComputationZN2008ZNhZNegklali 6.4 24

57 StructuralZNphysicochemicalNandNdynamicNfeaturesNconservedNwithinNtheNaerolysinNporeaformingN
toxinNfamilybNScientifichReportsZN2017ZNkZNegmgf 4.9 21

56 uNrheostatNmechanismNgovernsNtheNbifurcationNofNcarbonNfluxNinNmycobacteriabNNatureh
CommunicationsZN2016ZNkZNefifk 17.4 21

55 xissectingNtheNeffectsNofNconcentratedNcarbohydrateNsolutionsNonNproteinNdiffusionZNhydrationZNandN
internalNdynamicsbNJournalhofhPhysicalhChemistryhBZN2014ZNeelZNigedafe 3.4 21

54 wardiolipinNModelsNforNMolecularNSimulationsNofNvacterialNandNMitochondrialNMembranesbNJournalhofh
ChemicalhTheoryhandhComputationZN2013ZNmZNjkdal 6.4 21

53 uNviologicallyavalidatedNβwVNyeyfNβeterodimerNStructuralNModelbNScientifichReportsZN2017ZNkZNfeh 4.9 21

52 utypicalNxNuNrecognitionNmechanismNusedNbyNtheNyspRNvirulenceNregulatorNofNMycobacteriumN
tuberculosisbNMolecularhMicrobiologyZN2011ZNlfZNfieajh 4.1 20

51 unNγsopreneNLipidavindingNProteinNPromotesNyukaryoticNwoenzymeNQNviosynthesisbNMolecularhCellZN
2019ZNkgZNkjgakkhbeed 17.6 20

50 αtruNProteinNRvgklmNγsNRequiredNforNurabinosylationNofNurabinogalactanNinNMycobacteriumN
tuberculosisbNJournalhofhBacteriologyZN2015ZNemkZNgjljamk 3.5 19

49 TheNimportanceNofNdynamicsNinNintegrativeNmodelingNofNsupramolecularNassembliesbNCurrenthOpinionh
inhStructuralhBiologyZN2015ZNgeZNflagh 8.1 17

48 uerolysinNnanoporesNdecodeNdigitalNinformationNstoredNinNtailoredNmacromolecularNanalytesbNScienceh
AdvancesZN2020ZNjZN 14.3 16

47 MolecularNdynamicsNsimulationsNofNapocupredoxinsnNinsightsNintoNtheNformationNandNstabilizationNofN
copperNsitesNunderNentaticNcontrolbNJournalhofhBiologicalhInorganichChemistryZN2014ZNemZNijiaki 3.7 14

46 TuLNeffectorsNspecificityNstemsNfromNnegativeNdiscriminationbNPLoShONEZN2013ZNlZNeldfje 3.7 14

45 yffectNofNtheNSynapticNPlasmaNMembraneNonNtheNStabilityNofNtheNumyloidNPrecursorNProteinN
βomodimerbNJournalhofhPhysicalhChemistryhLettersZN2016ZNkZNgikfal 6.4 13

44 γnadepthNanalysisNofNhyalineNfibromatosisNsyndromeNframeshiftNmutationsNatNtheNsameNsiteNrevealN
theNnecessityNofNpersonalizedNtherapybNHumanhMutationZN2013ZNghZNeddiaek 4.7 13

43 LipidvuildernNuNzrameworkNToNvuildNRealisticNModelsNforNviologicalNMembranesbNJournalhofhChemicalh
InformationhandhModelingZN2015ZNiiZNfhmeam 6.1 13

(2015-2019)

5



42 vtkNSβfakinaseNinterfaceNisNcriticalNforNallostericNkinaseNactivationNandNitsNtargetingNinhibitsNvacellN
neoplasmsbNNaturehCommunicationsZN2020ZNeeZNfgem 17.4 12

41 whallengesNandNPerspectivesNinNviomolecularNSimulationsnNzromNtheNutomisticNPictureNtoNMultiscaleN
ModelingbNChimiaZN2009ZNjgZNehael 1.3 11

40 SereggNphosphateaKγXNinteractionsNinNtheNwRyvawvPNcomplexnNanNabNinitioNmolecularNdynamicsN
studybNEuropeanhBiophysicshJournalZN2001ZNgdZNkiale 1.9 11

39
xetectionNandNsequencecstructureNmappingNofNbiophysicalNconstraintsNtoNproteinNvariationNinN
saturatedNmutationalNlibrariesNandNproteinNsequenceNalignmentsNwithNaNdedicatedNserverbNBMCh
BioinformaticsZN2016ZNekZNfhf

3.6 11

38
xefinitionNandNclassificationNofNevaluationNunitsNforNtertiaryNstructureNpredictionNinNwuSPefN
facilitatedNthroughNsemiaautomatedNmetricsbNProteins:hStructurewhFunctionhandhBioinformaticsZN2018ZN
ljNSupplNeZNejafj

4.2 10

37 xisentanglingNconstraintsNusingNviabilityNevolutionNprinciplesNinNintegrativeNmodelingNofN
macromolecularNassembliesbNScientifichReportsZN2017ZNkZNfgi 4.9 10

36 SaacylationNcontrolsNSuRSawoVafNmembraneNlipidNorganizationNandNenhancesNinfectivitybN
DevelopmentalhCellZN2021ZNijZNfkmdafldkbel 10.2 10

35 RecruitmentNofNtheNamyloidNprecursorNproteinNbyN˛‡asecretaseNatNtheNsynapticNplasmaNmembranebN
BiochemicalhandhBiophysicalhResearchhCommunicationsZN2018ZNhmlZNgghaghe 3.4 10

34
zunctionalNassaysNforNtheNassessmentNofNtheNpathogenicityNofNvariantsNofNαOSRfZNanNyRatoaαolgiN
SNuRyNinvolvedNinNprogressiveNmyoclonusNepilepsiesbNDMMhDiseasehModelshandhMechanismsZN2017ZN
edZNegmeaegml

4.1 9

33 KuPeNisNanNantiparallelNdimerNwithNaNfunctionalNasymmetrybNLifehSciencehAllianceZN2019ZNfZN 5.8 9

32
ussessmentNofNtransferableNforcefieldsNforNproteinNsimulationsNattestsNimprovedNdescriptionNofN
disorderedNstatesNandNsecondaryNstructureNpropensitiesZNandNhintsNatNmultiaproteinNsystemsNasNtheN
nextNchallengeNforNoptimizationbNComputationalhandhStructuralhBiotechnologyhJournalZN2021ZNemZNfjfjafjgj

6.8 9

31 PalmitoylatedNacylNproteinNthioesteraseNuPTfNdeformsNmembranesNtoNextractNsubstrateNacylNchainsbN
NaturehChemicalhBiologyZN2021ZNekZNhglahhk 11.7 9

30 NewNstrategiesNforNintegrativeNdynamicNmodelingNofNmacromolecularNassemblybNAdvanceshinhProteinh
ChemistryhandhStructuralhBiologyZN2014ZNmjZNkkaeee 5.3 8

29 TheNPolyglutamineNyxpansionNatNtheNNaTerminalNofNβuntingtinNProteinNModulatesNtheNxynamicN
wonfigurationNandNPhosphorylationNofNtheNwaTerminalNβyuTNxomainbNStructureZN2020ZNflZNedgiaedidbel 5.2 7

28 MolecularNvasesNofNtheNMembraneNussociationNMechanismNPotentiatingNuntibioticNResistanceNbyN
NewNxelhiNMetalloa˛†alactamaseNebNACShInfectioushDiseasesZN2020ZNjZNfkemafkge 5.5 7

27 TransmembraneNProlinesNMediateNSignalNSensingNandNxecodingNinNvacillusNsubtilisNxesKNβistidineN
KinasebNMBioZN2019ZNedZN 7.8 7

26 yxtensiveNtissueaspecificNexpressionNvariationNandNnovelNregulatorsNunderlyingNcircadianNbehaviorbN
SciencehAdvancesZN2021ZNkZN 14.3 7

25 TheNβumanNRNuNβelicaseNxxXfeNPresentsNaNximerizationNγnterfaceNNecessaryNforNβelicaseNuctivitybN
IScienceZN2020ZNfgZNedelee 6.1 6
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24 zunctionalNdissectionNofNintersubunitNinteractionsNinNtheNyspRNvirulenceNregulatorNofNMycobacteriumN
tuberculosisbNJournalhofhBacteriologyZN2014ZNemjZNellmamdd 3.5 6

23 uctiveNSiteaγnducedNyvolutionaryNwonstraintsNzollowNzoldNPolarityNPrinciplesNinNSolubleNαlobularN
ynzymesbNMolecularhBiologyhandhEvolutionZN2019ZNgjZNekflaekgg 8.3 5

22 WillNwryoaylectronNMicroscopyNShiftNtheNwurrentNParadigmNinNProteinNStructureNPredictionsbNJournalh
ofhChemicalhInformationhandhModelingZN2020ZNjdZNfhhgafhhk 6.1 5

21 uNdimerizationNinterfaceNmediatedNbyNfunctionallyNcriticalNresiduesNcreatesNinterfacialNdisulfideN
bondsNandNcopperNsitesNinNwuePbNJournalhofhInorganichBiochemistryZN2014ZNehdZNemmafde 4.2 5

20 LigandNvindingNtoNtheNwollagenNVγNReceptorNTriggersNaNTalinatoaRhouNSwitchNthatNRegulatesN
ReceptorNyndocytosisbNDevelopmentalhCellZN2020ZNigZNhelahgdbeh 10.2 5

19 MoleculuRwebnNuNWebNSiteNforNwhemistryNandNStructuralNviologyNyducationNthroughNγnteractiveN
uugmentedNRealityNoutNofNtheNvoxNinNwommodityNxevicesbNJournalhofhChemicalhEducationZN2021ZNmlZNffhgaffii2.4 5

18 StateaofatheaartNwebNservicesNforNdeNnovoNproteinNstructureNpredictionbNBriefingshinhBioinformaticsZN
2021ZNffZN 13.4 5

17 SaltNynhancesNtheNThermostabilityNofNynterovirusesNbyNStabilizingNwapsidNProteinNγnterfacesbNJournalh
ofhVirologyZN2020ZNmhZN 6.6 4

16 ReactionNMechanismNandNwatalyticNzingerprintNofNullantoinNRacemasebNJournalhofhPhysicalhChemistryh
BZN2014ZNeelZNkhikakhjj 3.4 4

15 γmmobilizationNofNtheNNaterminalNhelixNstabilizesNprefusionNparamyxovirusNfusionNproteinsbN
ProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaZN2016ZNeegZNyglhhaie 11.5 4

14
γnvestigatingNwrosstalkNumongNPTMsNProvidesNNovelNγnsightNγntoNtheNStructuralNvasisNUnderlyingN
theNxifferentialNyffectsNofNNtekNPTMsNonNMutantNβttexeNuggregationbNFrontiershinhMolecularh
BiosciencesZN2021ZNlZNjljdlj

5.6 3

13 SaacylationNcontrolsNSuRSawovafNmembraneNlipidNorganizationNandNenhancesNinfectivity 3

12
ussessmentNofNdataaassistedNpredictionNbyNinclusionNofNcrosslinkingcmassaspectrometryNandNsmallN
angleNXarayNscatteringNdataNinNtheNefNwriticalNussessmentNofNproteinNStructureNPredictionN
experimentbNProteins:hStructurewhFunctionhandhBioinformaticsZN2018ZNljNSupplNeZNfeiaffk

4.2 2

11 KuPeNisNanNantiparallelNdimerNwithNaNnativelyNfunctionalNasymmetry 2

10 wLoNenNautomatedNclusteringNbasedNonNlocalNdensityNneighborhoodsNforNapplicationNtoNbiomolecularN
structuralNensemblesbNBioinformaticsZN2021ZNgkZNmfeamfl 7.2 2

9 SpecificNProteinaMembraneNγnteractionsNPromoteNPackagingNofNMetalloa˛†aLactamasesNintoNOuterN
MembraneNVesiclesbNAntimicrobialhAgentshandhChemotherapyZN2021ZNjiZNeddidkfe 5.9 2

8 watalyticNMechanismNofNMetalloN˛†aLactamasesnNγnsightsNfromNwalculationsNandNyxperimentsN2010ZNjdiajff 1

7 vyTeNvariantsNestablishNimpairedNvesicularNtransportNasNaNcauseNforNmuscularNdystrophyNwithN
epilepsybNEMBOhMolecularhMedicineZN2021ZNegZNeegklk 12 1

(2021-2014)
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6 xemocratizingNinteractiveZNimmersiveNexperiencesNforNscienceNeducationNwithNWebXRbNNatureh
ComputationalhScienceZN2021ZNeZNjgeajgf 1

5 viologicalNnanoporesNforNsingleamoleculeNsensingbbNIScienceZN2022ZNfiZNedhehi 6.1 1

4 UltrasensitiveNLabelazreeNxetectionNofNProteinaMembraneNγnteractionNyxemplifiedNbyN
ToxinaLiposomeNγnsertionbbNJournalhofhPhysicalhChemistryhLettersZN2022ZNgemkagfde 6.4 1

3 OnlineNtoolsNtoNeasilyNbuildNvirtualNmolecularNmodelsNforNdisplayNinNaugmentedNandNvirtualNrealityNonN
theNwebbbNJournalhofhMolecularhGraphicshandhModellingZN2022ZNeehZNedlejh 2.8 1

2 ProlylNendopeptidasealikeNisNaNVthioWesteraseNinvolvedNinNmitochondrialNrespiratoryNchainNfunctionbN
IScienceZN2021ZNfhZNedghjd 6.1 0

1 wOQmNMembraneNussociationNandNγtsNRoleNinNwoenzymeNQNviosynthesisbNFASEBhJournalZN2018ZNgfZNleibl 0.9
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