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ARTICLE IF CITATIONS

Exome sequencing reveals three novel candidate predisposition genes for diffuse gastric cancer.
Familial Cancer, 2015, 14, 241-246.

Germline mutations in young non-smoking women with lung adenocarcinoma. Lung Cancer, 2018, 122,
76-82. 2.0 36

Discovery of potential causative mutations in human coding and noncoding genome with the
interactive software BasePlayer. Nature Protocols, 2018, 13, 2580-2600.

Candidate susceptibility variants for esophageal squamous cell carcinoma. Genes Chromosomes and 0.8 23
Cancer, 2017, 56, 453-459. :

Candidate susceptibility variants in angioimmunoblastic T-cell ymphoma. Familial Cancer, 2019, 18,
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Mutation Analysis of Inhibitory Guanine Nucleotide Binding Protein Alpha (GNAI) Loci in Young and 05 ;
Familial Pituitary Adenomas. PLoS ONE, 2014, 9, e109897. :

<i>WNT2<[i> activation through proximal germline deletion predisposes to small intestinal

neuroendocrine tumors and intestinal adenocarcinomas. Human Molecular Genetics, 2021, 30,
2429-2440.

Next-generation sequencing in a large pedigree segregating visceral artery aneurysms suggests 0.9 9
potential role of COL4A1/COL4A2 in disease etiology. Vascular, 2021, , 170853812110331. :



