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j Paper IF Citations

114 SporotrichosisLinLxhildrenoLxaseLseriesLandLNarrativeLReviewccLCurrentdFungaldInfectiondReportsaL2022
aLfbfi 1.4 0

113 wlackLfungiLandLantsoLaLgenomicLcomparisonLofLspeciesLinhabitingLcartonLnestsLversusLdomatiaccLIMAd
FungusaL2022aLfhaLi 6.8 0

112 vnLvtypicalLztiologyLofL’ungalLβeratitisLxausedLbyLRoussoellaLneopustulanscLJournaldofdFungidmBaselqd
SwitzerlandnaL2022aLmaLjel 5.6

111
znvironmentalLyetectionLofLSvRSbxoVbgLVirusLRNvLinLHealthL’acilitiesLinLwrazilLandLaLSystematicL
ReviewLonLxontaminationLSourcescLInternationaldJournaldofdEnvironmentaldResearchdanddPublicd
HealthaL2021aLfmaL

4.6 6

110 wlackL’ungiLandLHydrocarbonsoLvnLznvironmentalLSurveyLforLvlkylbenzeneLvssimilationcL
MicroorganismsaL2021aLnaL 4.9 4

109
MolecularLádentificationLandLvntimicrobialLvctivityLofL’oliarLzndophyticL’ungiLonLtheLwrazilianL
PepperLTreeLUSchinusLterebinthifoliusVLRevealLNewLSpeciesLofLyiaporthecLCurrentdMicrobiologyaL2021
aLlmaLhgfmbhggn

2.4 1

108 xhromoblastomycosisLxausedLbyLbProvenLxasesLfromLMexicocLJournaldofdFungidmBaselqdSwitzerlandnaL
2021aLlaL 5.6 4

107 ánLvitroLactivitiesLofLmLantifungalLdrugsLagainstLfgkLclinicalLandLenvironmentalLzxophialaLisolatescL
MycosesaL2021aLkiaLfhgmbfhhh 5.2 1

106 TheLglobalLburdenLofLchromoblastomycosiscLPLoSdNeglecteddTropicaldDiseasesaL2021aLfjaLeeeenkff 4.8 6

105 HypericinbPfghbphotodynamicLtherapyLinLanLexLvivoLmodelLasLanLalternativeLtreatmentLapproachLforL
onychomycosisLcausedLbyL’usariumLsppcLPhotodiagnosisdanddPhotodynamicdTherapyaL2021aLhjaLfegifi 3.5 2

104 xomparativeLgenomicsLofLopportunisticLPhialophoraLspeciesLinvolvedLinLdivergentLdiseaseLtypescL
MycosesaL2021aLkiaLjjjbjkm 5.2 2

103 MolecularLandLPhenotypicLxharacterizationLofLNannizziaLUvrthrodermataceaeVcLMycopathologiaaL
2020aLfmjaLnbhj 2.9 4

102 SelectiveLisolationLofLagentsLofLchromoblastomycosisLfromLinsectbassociatedLenvironmentalL
sourcescLFungaldBiologyaL2020aLfgiaLfnibgei 2.8 3

101 PrimaryLxentralLNervousLSystemLánfectionLbyLHistoplasmaLinLanLámmunocompetentLvdultcL
MycopathologiaaL2020aLfmjaLhhfbhhm 2.9 1

100 xomparativeLGenomicLvnalysisLofLxapsulebProducingLwlackLYeastsLandLaLPotentialLvgentsLofL
yisseminatedLMycosescLFrontiersdindMicrobiologyaL2020aLffaLjmk 5.7 3

99 VaccuumingLmethodLasLaLsuccessfulLstrategyLinLtheLdiagnosisLofLactiveLinfestationLbyLPediculusL
humanusLcapitiscLRevistadDodInstitutodDedMedicinadTropicaldDedSaodPauloaL2020aLkgaLel 2.2 0

98 MicrobiologicalLandLvirulenceLaspectsLofcLEXCLIdJournalaL2020aLfnaLkmlblei 2.4 7
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97 GenomeLSequenceLofLtheLHumanLOpportunisticL’ungusLUxwSLfhkgihVcLGy:dGenesqdGenomesqdGenetics
aL2020aLfeaLfmflbfmgf 3.2 3

96 xhromoblastomycosisLinLanLzndemicLvreaLofLwraziloLvLxlinicalbzpidemiologicalLvnalysisLandLaL
WorldwideLHaplotypeLNetworkcLJournaldofdFungidmBaselqdSwitzerlandnaL2020aLkaL 5.6 3

95 znvironmentalLScreeningLofLvgentsLofLxhromoblastomycosisLUsingLRollingLxircleLvmplificationcL
JournaldofdFungidmBaselqdSwitzerlandnaL2020aLkaL 5.6 2

94 bMediatedLTransformationLofLandLforLHostbznvironmentLánteractionLStudiescLJournaldofdFungidmBaselqd
SwitzerlandnaL2020aLkaL 5.6 0

93 GenomicsLandLVirulenceLofLaLvgentLofLyisseminatedLxhromoblastomycosiscLFrontiersdindGeneticsaL
2020aLffaLmgg 4.5 0

92 vLrebevaluationLofLtheLxhaetothyrialesLusingLcriteriaLofLcomparativeLbiologycLFungaldDiversityaL2020aL
fehaLilbmj 17.6 12

91 znvironmentalLprospectingLofLblackLyeastblikeLagentsLofLhumanLdiseaseLusingLculturebindependentL
methodologycLScientificdReportsaL2020aLfeaLfiggn 4.9 2

90 xomparativeLvnalysisLofLxlinicalLandLznvironmentalLStrainsLofLbyLLongbReadsLSequencingLandL
RNvseqLRevealLvdaptiveLStrategiescLFrontiersdindMicrobiologyaL2020aLffaLfmme 5.7 2

89 ShedLLightLinLtheLyaRkLLineagzSLofLtheL’ungalLTreeLofLLifebSTRzScLLifeaL2020aLfeaL 3 4

88 ScalpLmicrobiotaLalterationsLinLchildrenLwithLpediculosiscLInfectionqdGeneticsdanddEvolutionaL2019aLlhaLhggbhhf4.5

87 GenomicLanalysisLofLantLdomatiabassociatedLmelanizedLfungiLUxhaetothyrialesaLvscomycotaVcL
MycologicaldProgressaL2019aLfmaLjifbjjg 1.9 10

86 PeritonitisLbyLinLaLpediatricLpatientcLMedicaldMycologydCasedReportsaL2019aLgiaLfmbgg 1.7 4

85 ánLvitroLestablishmentLofLshootLmeristemsLofLálexLparaguariensisLandLidentificationLofLendophyticL
bacteriacLJournaldofdForestrydResearchaL2019aLheaLflkjbflll 2 2

84 xontrolLofLpathogensLinLfreshLporkLsausageLbyLinclusionLofLwvSefflcLCanadiandJournaldofd
MicrobiologyaL2019aLkjaLmhfbmif 3.2 5

83 NewLMolecularLMarkersLyistinguishingL’onsecaeaLvgentsLofLxhromoblastomycosiscLMycopathologia
aL2019aLfmiaLinhbjei 2.9 4

82 MixedLsecondaryLbacterialLinfectionLisLassociatedLwithLsevereLlesionsLofLchromoblastomycosisLinLaL
neglectedLpopulationLfromLwrazilcLDiagnosticdMicrobiologydanddInfectiousdDiseaseaL2019aLnjaLgefbgel 2.9 1

81 ’vTvLLcryptococcalLmeningitisLinLaLchildLwithLhyperbimmunoglobulinLMLsyndromeaLwithLanLemphasisL
onLtheLagentcLJournaldDedMycologiedMedicaleaL2019aLgnaLglhbgll 3 3

80 TechnologicalLPotentialLofLvntimicrobialLPeptidesoLaLSystematicLReviewL2019aLmfaL 3

(2019-2020)
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79 RapidLádentificationLofLSevenLWaterborneLzxophialaLSpeciesLbyLRxvLyNvLPadlockLProbescL
MycopathologiaaL2018aLfmhaLkknbkll 2.9 5

78 wlackLyeastsLinLtheLomicsLeraoLvchievementsLandLchallengescLMedicaldMycologyaL2018aLjkaLhgbif 3.9 20

77 vLcaseLofLdisseminatedLsporotrichosisLcausedLbycLMedicaldMycologydCasedReportsaL2018aLgfaLhibhk 1.7 5

76 GeneticLmanipulationLofL’onsecaeaLpedrosoiLusingLparticlesLbombardmentLandLvgrobacteriumL
mediatedLtransformationcLMicrobiologicaldResearchaL2018aLgelaLgknbgln 5.3 5

75 GenomicLUnderstandingLofLanLánfectiousLwrainLyiseaseLfromLtheLyesertcLGy:dGenesqdGenomesqd
GeneticsaL2018aLmaLnenbngg 3.2 18

74 ’ungalLinfectionsLinLanimalsoLaLpatchworkLofLdifferentLsituationscLMedicaldMycologyaL2018aLjkaLfkjbfml 3.9 66

73 PropolisLzxtractLforLOnychomycosisLTopicalLTreatmentoL’romLwenchLtoLxliniccLFrontiersdind
MicrobiologyaL2018aLnaLlln 5.7 26

72 LethargicLxrabLyiseaseoLNowLYouLSeeaLNowLYouLyonâ��tL2018aLghhbgil 1

71 MolecularLcharacterizationLandLantifungalLsusceptibilityLtestingLofLxryptococcusLneoformansLsensuL
strictoLfromLsouthernLwrazilcLJournaldofdMedicaldMicrobiologyaL2018aLklaLjkebjkn 3.2 13

70 ’usariumLoxysporumLisLanLonychomycosisLetiopathogenicLagentcLFuturedMicrobiologyaL2018aLfhaLflijbfljk2.9 5

69 vLModelLforLTransbβingdomLPathogenicityLinLvgentsLofLHumanLxhromoblastomycosiscLFrontiersdind
MicrobiologyaL2018aLnaLggff 5.7 9

68 zxploringLtheLgenomicLdiversityLofLblackLyeastsLandLrelativesLUaLVcLStudiesdindMycologyaL2017aLmkaLfbgm 22.2 93

67 GenomeLSequenceLofLTypeLStrainLxwSLnmecnkaLaLxausalLvgentLofL’elineLxerebralL
PhaeohyphomycosiscLGenomedAnnouncementsaL2017aLjaL 2

66 yiversityLofLopportunisticLblackLfungiLonLbabassuLcoconutLshellsaLaLrichLsourceLofLestersLandL
hydrocarbonscLFungaldBiologyaL2017aLfgfaLimmbjee 2.8 19

65 wiologicalLactivityLofLyiaportheLterebinthifoliiLextractsLagainstLPhyllostictaLcitricarpacLFEMSd
MicrobiologydLettersaL2017aLhkiaL 2.9 12

64 PhylogenomicLanalysesLrevealLtheLdiversityLofLlaccasebcodingLgenesLinL’onsecaeaLgenomescLPLoSd
ONEaL2017aLfgaLeeflfgnf 3.7 19

63
ásLMarineLyispersionLofLtheLLethargicLxrabLyiseaseLPossibletLvssessingLtheLToleranceLofLzxophialaL
canceraeLtoLaLwroadLxombinationLofLSalinitiesaLTemperaturesaLandLzxposureLTimescLMycopathologiaaL
2017aLfmgaLnnlbfeei

2.9 5

62 xhromoblastomycosiscLClinicaldMicrobiologydReviewsaL2017aLheaLghhbglk 34 136
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61 xomparativeLGenomicsLofLSiblingLSpeciesLofLvssociatedLwithLHumanLxhromoblastomycosiscL
FrontiersdindMicrobiologyaL2017aLmaLfngi 5.7 17

60 vLxaseLofLSubcutaneousLPhaeohyphomycosisLvssociatedLwithLLeprosycLInfectiousdDisordersdrdDrugd
TargetsaL2017aLflaLgghbggk 1.1 4

59 yraftLGenomeLSequenceLofL’onsecaeaLnubicaLStrainLxwSLgknckiaLxausativeLvgentLofLHumanL
xhromoblastomycosiscLGenomedAnnouncementsaL2016aLiaL 4

58 TheLroleLofLmelaninLpathwaysLinLextremotoleranceLandLvirulenceLofL’onsecaeaLrevealedLbyLdeLnovoL
assemblyLtranscriptomicsLusingLilluminaLpairedbendLsequencingcLStudiesdindMycologyaL2016aLmhaLfbfm 22.2 23

57 ShiftsLinLtaxonomicLandLfunctionalLmicrobialLdiversityLwithLagricultureoLHowLfragileLisLtheLwrazilianL
xerradotcLBMCdMicrobiologyaL2016aLfkaLig 4.5 47

56 ánfluenceLofLxulturingLxonditionsLonLwioprospectingLandLtheLvntimicrobialLPotentialLofLzndophyticL
’ungiLfromLSchinusLterebinthifoliuscLCurrentdMicrobiologyaL2016aLlgaLflhbfmh 2.4 12

55 SusceptibilityLandLmolecularLcharacterizationLofLxandidaLspeciesLfromLpatientsLwithLvulvovaginitiscL
BraziliandJournaldofdMicrobiologyaL2016aLilaLhlhbme 2.2 21

54 MolecularLzpidemiologyLofLvgentsLofLHumanLxhromoblastomycosisLinLwrazilLwithLtheLyescriptionL
ofLTwoLNovelLSpeciescLPLoSdNeglecteddTropicaldDiseasesaL2016aLfeaLeeeejfeg 4.8 47

53 SharedLPhysiologicalLTraitsLofLzxophialaLSpeciesLinLxoldbwloodedLVertebratesaLasLOpportunisticL
wlackLYeastscLMycopathologiaaL2016aLfmfaLhjhbkg 2.9 1

52 vrthrocladiumaLanLunexpectedLhumanLopportunistLinLTrichomeriaceaeLUxhaetothyrialesVcLFungald
BiologyaL2016aLfgeaLgelbfm 2.8 13

51 yraftLGenomeLSequenceLofL’onsecaeaLmonophoraLStrainLxwSLgknchlaLanLvgentLofLHumanL
xhromoblastomycosiscLGenomedAnnouncementsaL2016aLiaL 6

50
MolecularLcharacterisationLandLantifungalLsusceptibilityLofLclinicalLxryptococcusLdeuterogattiiL
Uv’LPkdVGááVLisolatesLfromLSouthernLwrazilcLEuropeandJournaldofdClinicaldMicrobiologydanddInfectiousd
DiseasesaL2016aLhjaLfmehbfmfe

5.3 21

49 MolecularLidentificationLofLHistoplasmaLcapsulatumLusingLrollingLcircleLamplificationcLMycosesaL2016
aLjnaLfgbn 5.2 11

48 ’onsecaeaLpugnaciusaLaLNovelLvgentLofLyisseminatedLxhromoblastomycosiscLJournaldofdClinicald
MicrobiologyaL2015aLjhaLgklibmj 9.7 46

47 yraftLGenomeLSequenceLofLtheLvntbvssociatedL’ungusLPhialophoraLattaeLUxwSLfhfnjmVcLGenomed
AnnouncementsaL2015aLhaL 8

46 MetagenomicLanalysisLrevealsLmicrobialLfunctionalLredundanciesLandLspecificitiesLinLaLsoilLunderL
differentLtillageLandLcropbmanagementLregimescLApplieddSoildEcologyaL2015aLmkaLfekbffg 5 58

45 yetectionLofLStreptococcusLmutansLusingLpadlockLprobeLbasedLonLRollingLxircleLvmplificationL
URxvVcLBraziliandArchivesdofdBiologydanddTechnologyaL2015aLjmaLjibke 1.8 2

44 ánLvitroLsusceptibilityLandLmolecularLcharacterizationLofLxandidaLsppcLfromLcandidemicLpatientscL
RevistadIberoamericanadDedMicologiaaL2015aLhgaLggfbm 1.6 10

(2015-2017)
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43
PaecilomycesLniveusLStolkLSLSamsonaLfnlfLUvscomycotaoLThermoascaceaeVLasLaLpathogenLofL
NasonoviaLribisnigriLUMosleyaLfmifVLUHemipteraaLvphididaeVLinLwrazilcLBraziliandJournaldofdBiologyaL
2015aLljaLSfjmbkg

1.5 4

42 xladophialophoraLabundansaLaLnovelLspeciesLofLxhaetothyrialesLisolatedLfromLtheLnaturalL
environmentcLMycologicaldProgressaL2014aLfhaLhmfbhnf 1.9 15

41 ProposedLnomenclatureLforLPseudallescheriaaLScedosporiumLandLrelatedLgeneracLFungaldDiversityaL
2014aLklaLfbfe 17.6 122

40
GlycanLanalysisLofL’onsecaeaLmonophoraLfromLclinicalLandLenvironmentalLoriginsLrevealsLdifferentL
structuralLprofileLandLhumanLantigenicLresponsecLFrontiersdindCellulardanddInfectiondMicrobiologyaL
2014aLiaLfjh

5.9 2

39 ResistanceLtoLextendedbspectrumL˛†blactamasesLinLSalmonellaLfromLaLbroilerLsupplyLxhaincL
InternationaldJournaldofdEnvironmentaldResearchdanddPublicdHealthaL2014aLffaLfflfmbgk 4.6 5

38 UsingLmolecularLmarkersLtoLassessLStreptococcusLmutansLvariabilityLandLtheLbiologicalLriskLforL
cariescLBraziliandJournaldofdOraldSciencesaL2014aLfhaLghjbgif 10

37 OnychomycosisLbyL’usariumLoxysporumLprobablyLacquiredLinLuterocLMedicaldMycologydCasedReportsaL
2014aLkaLjmbkf 1.7 9

36 vntiadherentLactivityLofLSchinusLterebinthifoliusLandLxrotonLurucuranaLextractsLonLinLvitroLbiofilmL
formationLofLxandidaLalbicansLandLStreptococcusLmutanscLArchivesdofdOraldBiologyaL2014aLjnaLmmlbnk 2.8 41

35 znvironmentalLsiblingsLofLblackLagentsLofLhumanLchromoblastomycosiscLFungaldDiversityaL2014aLkjaLilbkh17.6 38

34 xyphellophoraLandLitsLrelativesLinLPhialophoraoLbiodiversityLandLpossibleLroleLinLhumanLinfectioncL
FungaldDiversityaL2014aLkjaLflbij 17.6 50

33 ásolationLandLcharacterizationLofLtheLnematophagousLfungusLvrthrobotrysLconoidescLParasitologyd
ResearchaL2013aLffgaLfllbmj 2.4 21

32 wlackLyeastsblikeLfungiLisolatedLfromLdialysisLwaterLinLhemodialysisLunitscLMycopathologiaaL2013aL
fljaLifhbge 2.9 19

31 wlackLyeastLbiotaLinLtheLmangroveaLinLsearchLofLtheLoriginLofLtheLlethargicLcrabLdiseaseLULxyVcL
MycopathologiaaL2013aLfljaLigfbhe 2.9 15

30 ánLvitroLactivitiesLofLeightLantifungalLdrugsLagainstLfekLwaterborneLandLcutaneousLexophialaL
speciescLAntimicrobialdAgentsdanddChemotherapyaL2013aLjlaLkhnjbm 5.9 11

29 TheLcapabilityLofLendophyticLfungiLforLproductionLofLhemicellulasesLandLrelatedLenzymescLBMCd
BiotechnologyaL2013aLfhaLni 3.5 64

28
OccurrenceLofLsulphateLreducingLbacteriaLUSRwVLassociatedLwithLbiocorrosionLonLmetallicLsurfacesLinL
aLhydroelectricLpowerLstationLinLábiramaLUSxVLbLwrazilcLBraziliandArchivesdofdBiologydanddTechnologyaL
2013aLjkaLmefbmen

1.8 1

27 wlackLyeastblikeLfungiLassociatedLwithLLethargicLxrabLyiseaseLULxyVLinLtheLmangroveblandLcrabaL
UcidesLcordatusLUOcypodidaeVcLVeterinarydMicrobiologyaL2012aLfjmaLfenbgg 3.3 56

26 MolecularLcharacterizationLofLpathogenicLmembersLofLtheLgenusL’onsecaeaLusingLmultilocusL
analysiscLPLoSdONEaL2012aLlaLeifjfg 3.7 23
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25 ’onsecaeaLmultimorphosaLspcLnovaLaLnewLspeciesLofLxhaetothyrialesLisolatedLfromLaLfelineLcerebralL
abscesscLFungaldBiologyaL2011aLffjaLfekkblk 2.8 32

24
SomeLbiomoleculesLandLaLpartiallyLObacetylatedLexobgalactomannanLcontainingL˛†bGalfLunitsLfromL
pathogenicLzxophialaLjeanselmeiaLhavingLaLpronouncedLimmunogenicLresponsecLInternationald
JournaldofdBiologicaldMacromoleculesaL2011aLimaLfllbmg

7.9 6

23 MolecularLepidemiologyLofL’onsecaeaLspeciescLEmergingdInfectiousdDiseasesaL2011aLflaLikibn 10.2 52

22 WaterborneLzxophialaLspeciesLcausingLdiseaseLinLcoldbbloodedLanimalscLPersoonia:dMoleculard
PhylogenydanddEvolutiondofdFungiaL2011aLglaLikblg 9 158

21 RapidLidentificationLofLfungalLpathogensLbyLrollingLcircleLamplificationLusingL’onsecaeaLasLaLmodelcL
MycosesaL2011aLjiaLejllbmg 5.2 38

20 MolecularLidentificationLofLPenicilliumLmarneffeiLusingLrollingLcircleLamplificationcLMycosesaL2011aL
jiaLeljfbn 5.2 32

19 ’ulfillingLβochTsLpostulatesLconfirmsLtheLmycoticLoriginLofLLethargicLxrabLyiseasecLAntoniedVand
LeeuwenhoekaL2011aLnnaLkefbm 2.1 18

18 MolecularLzpidemiologyLofL’onsecaeaLSpeciescLEmergingdInfectiousdDiseasesaL2011aLflaLikibn 10.2 27

17 SpecificLprimersLforLtheLdetectionLofLtheLblackbyeastLfungusLassociatedLwithLlethargicLcrabLdiseaseL
ULxyVcLDiseasesdofdAquaticdOrganismsaL2011aLniaLlhbj 1.7 8

16
NewLmethodLforLearlyLdetectionLofLtwoLrandomLamplifiedLpolymorphicLyNvLURvPyVLgroupsLofL
StaphylococcusLaureusLcausingLbovineLmastitisLinfectionLinLParanˆ¡LStateaLwrazilcLBraziliandArchivesdofd
BiologydanddTechnologyaL2010aLjhaLhjhbhke

1.8 5

15 MethodologicalLvariationsLinLtheLisolationLofLgenomicLyNvLfromLStreptococcusLbacteriacLBraziliand
ArchivesdofdBiologydanddTechnologyaL2010aLjhaLmijbmin 1.8 9

14 ’onsecaeaLnubicaLspcLnovaLaLnewLagentLofLhumanLchromoblastomycosisLrevealedLusingLmolecularL
datacLMedicaldMycologyaL2010aLimaLmeebk 3.9 75

13 RapidLdetectionLofLpathogenicLfungiLusingLloopbmediatedLisothermalLamplificationaLexemplifiedLbyL
’onsecaeaLagentsLofLchromoblastomycosiscLJournaldofdMicrobiologicaldMethodsaL2010aLmeaLfnbgi 2.8 51

12 MolecularLandLmorphologicalLmarkersLforLrapidLdistinctionLbetweenLgLxolletotrichumLspeciescL
CanadiandJournaldofdMicrobiologyaL2009aLjjaLfelkbmm 3.2 18

11 xladophialophoraLsaturnicaLspcLnovcaLaLnewLopportunisticLspeciesLofLxhaetothyrialesLrevealedLusingL
molecularLdatacLMedicaldMycologyaL2009aLilaLjfbkg 3.9 51

10 SelectiveLfactorsLinvolvedLinLoilLflotationLisolationLofLblackLyeastsLfromLtheLenvironmentcLStudiesdind
MycologyaL2008aLkfaLfjlbkh 22.2 51

9 znvironmentalLisolationLofLblackLyeastblikeLfungiLinvolvedLinLhumanLinfectioncLStudiesdindMycologyaL
2008aLkfaLfhlbii 22.2 111

8 vnalysisLofLtheLinLvitroLadherenceLofLStreptococcusLmutansLandLxandidaLalbicanscLBraziliandJournald
ofdMicrobiologyaL2007aLhmaLkgibkhf 2.2 40

(2007-2011)

7



7 GeneticLvariabilityLofLStreptococcusLmutansLisolatedLfromLlowbincomeLfamiliesaLasLshownLbyLRvPyL
markerscLBraziliandJournaldofdMicrobiologyaL2007aLhmaLlgnblhj 2.2 2

6 wioprospectingLhighlyLdiverseLendophyticLPestalotiopsisLsppcLwithLantibacterialLpropertiesLfromL
MaytenusLilicifoliaaLaLmedicinalLplantLfromLwrazilcLCanadiandJournaldofdMicrobiologyaL2007aLjhaLffghbhg 3.2 13

5 HistopathologyLofLtheLmangroveLlandLcrabLUcidesLcordatusLUOcypodidaeVLaffectedLbyLlethargicLcrabL
diseasecLDiseasesdofdAquaticdOrganismsaL2007aLlmaLlhbmf 1.7 36

4 ásolationLofL’onsecaeaLpedrosoiLfromLtheLshellLofLtheLbabassuLcoconutLUOrbignyaLphalerataL
MartiusVLinLtheLvmazonLregionLofLMaranhˆ£oLwrazilcLMedicaldMycologydJournalaL2006aLilaLhejbff 32

3 MolecularLecologyLandLpathogenicLpotentialLofL’onsecaeaLspeciescLMedicaldMycologyaL2004aLigaLiejbfk 3.9 108

2 SpeciesLdiversityLandLpolymorphismLinLtheLzxophialaLspiniferaLcladeLcontainingLopportunisticLblackL
yeastblikeLfungicLJournaldofdClinicaldMicrobiologyaL2003aLifaLilklblm 9.7 120

1 ásolationLofLherpotrichiellaciousLfungiLfromLtheLenvironmentcLBraziliandJournaldofdMicrobiologyaL2001
aLhgaLilbjf 2.2 22
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