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The status of the terminal regions of Bynuclein in different forms of aggregates during
fibrillization. International Journal of Biological Macromolecules, 2020, 155, 543-550

Amyloid Formation of B5ynuclein Based on the Solubility- and Supersaturation-Dependent
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Physical Determinants of Amyloid Assembly in Biofilm Formation. MBio, 2019, 10,

Oleuropein derivatives from olive fruit extracts reduce Bynuclein fibrillation and oligomer
199 toxicity. Journal of Biological Chemistry, 2019, 294, 4215-4232 >4 34
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Rhamnolipid Produced by the Opportunistic Pathogen Pseudomonas aeruginosa. Biochemistry,
2017, 56, 260-270

177  Bbynuclein Oligomers: A Study in Diversity. /srael Journal of Chemistry, 2017, 57, 699-723 3.4 12

A new class of hybrid secretion system is employed in Pseudomonas amyloid biogenesis. Nature
Communications, 2017, 8, 263
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Prolactin. Biochemistry, 2016, 55, 3674-84

Topological constraints and modular structure in the folding and functional motions of GlpG, an
intramembrane protease. Proceedings of the National Academy of Sciences of the United States of
America, 2016, 113, 2098-103

Structure, Aggregation, and Activity of a Covalent Insulin Dimer Formed During Storage of Neutral 1
Formulation of Human Insulin. Journal of Pharmaceutical Sciences, 2016, 105, 1376-86 39
Detection of Pathogenic Biofilms with Bacterial Amyloid Targeting Fluorescent Probe, CDy11.

Journal of the American Chemical Society, 2016, 138, 402-7

The Compact and Biologically Relevant Structure of Inter-Bnhibitor Is Maintained by the
Chondroitin Sulfate Chain and Divalent Cations. Journal of Biological Chemistry, 2016, 291, 4658-70 54 5

Weak and Saturable Protein-Surfactant Interactions in the Denaturation of Apo-H.actalbumin by 1
Acidic and Lactonic Sophorolipid. Frontiers in Microbiology, 2016, 7, 1711 57

Incorporation of EBilicon-B-Amino Acids in the Antimicrobial Peptide Alamethicin Provides a
20-Fold Increase in Membrane Permeabilization. Chemistry - A European Journal, 2016, 22, 8358-67

Epigallocatechin Gallate Remodels Overexpressed Functional Amyloids in Pseudomonas
aeruginosa and Increases Biofilm Susceptibility to Antibiotic Treatment. Journal of Biological 5.4 42
Chemistry, 2016, 291, 26540-26553

Concatemers of Outer Membrane Protein A Take Detours in the Folding Landscape. Biochemistry,
2016, 55, 7123-7140
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