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The complete mitochondrial %enome ofParacymoriza prodigalis(Leech, 1889) (Lepidoptera), with a
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The complete mitochondrial genome of <i>Pycnarmon lactiferalis</i> (Lepidoptera: Crambidae). 0.4 15
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Mitochondrial genomes of two phlebotomine sand flies, Phlebotomus chinensis and Phlebotomus
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Vectors, 2015, 8, 472.

The complete mitochondrial genome of <i>Lista haraldusalis</i> (Lepidoptera: Pyralidae). 0.6 13
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The complete mitochondrial genome of<i>Paracymoriza distinctalis</i> (Lepidoptera: Crambidae).
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The complete mitochondrial genome of <i>Bullanga florida</i> (Neuroptera: Myrmeleontidae). 0.4 5
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Genus Paracymoriza Warren from China (Lepidoptera: Crambidae: Nymphulinae). Aquatic Insects, 2003,
25,211-217.

The complete mitochondrial genome of Pseudargyria interruptella (Lepidoptera: Crambidae). o7 4
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The complete mitochondrial genome of Triplophysa sp. (Teleostei: Cypriniformes: Balitoridae).
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A survey of gyrodactylid parasites on the fins of Homatula variegata in central China. PLoS ONE, 2020, 05 4
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The complete mitochondrial genome of <i>Amesia sanguiflua</i> (Lepidoptera, Zygaenidae).

Mitochondrial DNA Part B: Resources, 2020, 5, 988-989.
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Complete mitochondrial genome of Camptochilus aurea (Lepidoptera: Thyrididae). Mitochondrial DNA
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The complete mitochondrial genomes of <i>Xyleutes mineus</i> and <i>Zeuzera multistrigata</i>
(Cossidae: Zeuzerinae): genome characterisation and phylogenetic implications. Oriental Insects, 2018,
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