
Anna E Sheppard

ListiofiPublicationsibyiCitations

Source:ihttps://exalyycom/authorxpdf/3790475/annaxexsheppardxpublicationsxbyxcitationsypdf

Version:i2024x04x28i

ThisidocumentihasibeenigeneratedibasedionitheipublicationsiandicitationsirecordedibyiexalyycomyiFori

theilatestiversioniofithisipublicationilistvivisititheilinkigiveniabovey

TheithirdicolumniisitheiimpactifactorirIFsiofitheijournalvianditheifourthicolumniisitheinumberiofi

citationsiofitheiarticley

30
papers

1,572
citations

20
h-index

32
g-index

32
ext. papers

2,194
ext. citations

9.2
avg, IF

4.03
L-index



l Paper IF Citations

30 vMxandidaMaurisMOutbreakMandMItsMxontrolMinManMIntensiveMxareMSettingcMNewsEnglandsJournalsofs
MedicineaM2018aMhlnaMfhggbfhhf 59.2 213

29 zvolutionaryMHistoryMofMtheMGlobalMzmergenceMofMtheMzscherichiaMcoliMzpidemicMxloneMSTfhfcMMBioaM
2016aMlaMeegfkg 7.8 200

28 NestedMRussianMyollbLikeMGeneticMMobilityMyrivesMRapidMyisseminationMofMtheMxarbapenemM
ResistanceMGeneMblaKPxcMAntimicrobialsAgentssandsChemotherapyaM2016aMkeaMhlklblm 5.9 166

27
KlebsiellaMpneumoniaeMcarbapenemaseMVKPxWbproducingMKcMpneumoniaeMatMaMsingleMinstitutionoM
insightsMintoMendemicityMfromMwholebgenomeMsequencingcMAntimicrobialsAgentssandsChemotherapyaM
2015aMjnaMfkjkbkh

5.9 107

26 PlasmidMxlassificationMinManMzraMofMWholebGenomeMSequencingoMvpplicationMinMStudiesMofMvntibioticM
ResistanceMzpidemiologycMFrontierssinsMicrobiologyaM2017aMmaMfmg 5.7 102

25 xomparisonMofMlongbreadMsequencingMtechnologiesMinMtheMhybridMassemblyMofMcomplexMbacterialM
genomescMMicrobialsGenomicsaM2019aMjaM 4.4 93

24 MaternalMcolonizationMwithMStreptococcusMagalactiaeMandMassociatedMstillbirthMandMneonatalMdiseaseM
inMcoastalMKenyacMNaturesMicrobiologyaM2016aMfaMfkekl 26.6 64

23 TheMStealthyMSuperbugoMtheMRoleMofMvsymptomaticMzntericMxarriageMinMMaintainingMaMLongbTermM
HospitalMOutbreakMofMSTggmMMethicillinbResistantMStaphylococcusMaureuscMMBioaM2016aMlaMeegehnbfj 7.8 57

22 SevereMinfectionsMemergeMfromMcommensalMbacteriaMbyMadaptiveMevolutioncMELifeaM2017aMkaM 8.9 55

21 InstabilityMofMplastidMyNvMinMtheMnuclearMgenomecMPLoSsGeneticsaM2009aMjaMefeeehgh 6 54

20 TransferMofMplastidMyNvMtoMtheMnucleusMisMelevatedMduringMmaleMgametogenesisMinMtobaccocMPlants
PhysiologyaM2008aMfimaMhgmbhk 6.6 51

19 ResolvingMplasmidMstructuresMinMusingMtheMMinIONMnanoporeMsequenceroMassessmentMofMMinIONMandM
MinIONdIlluminaMhybridMdataMassemblyMapproachescMMicrobialsGenomicsaM2017aMhaMeeeeffm 4.4 49

18 OrderingMtheMmoboMInsightsMintoMrepliconMandMMOwMtypingMschemesMfromManalysisMofMaMcuratedM
datasetMofMpubliclyMavailableMplasmidscMPlasmidaM2017aMnfaMigbjg 3.3 42

17
HighMRatesMofMHumanMFecalMxarriageMofMmcrbfbPositiveMMultidrugbResistantMznterobacteriaceaeM
zmergeMinMxhinaMinMvssociationMWithMSuccessfulMPlasmidMFamiliescMClinicalsInfectioussDiseasesaM2018aM
kkaMklkbkmj

11.6 41

16 znhancedMKlebsiellaMpneumoniaeMxarbapenemaseMzxpressionMfromMaMNovelMTnMyeletioncM
AntimicrobialsAgentssandsChemotherapyaM2017aMkfaM 5.9 38

15 xhromosomalMIntegrationMofMtheMKlebsiellaMpneumoniaeMxarbapenemaseMGeneaMaMinMKlebsiellaM
SpeciesMIsMzlusiveMbutMNotMRarecMAntimicrobialsAgentssandsChemotherapyaM2017aMkfaM 5.9 31

14
IntegratedMchromosomalMandMplasmidMsequenceManalysesMrevealMdiverseMmodesMofMcarbapenemaseM
geneMspreadMamongcMProceedingssofsthesNationalsAcademysofsSciencessofsthesUnitedsStatessofsAmerica
aM2020aMfflaMgjeihbgjeji

11.5 31

Anna E Sheppard

2



13 vMcuratedMdatasetMofMcompleteMznterobacteriaceaeMplasmidsMcompiledMfromMtheMNxwIMnucleotideM
databasecMDatasinsBriefaM2017aMfgaMighbigk 1.2 29

12 xapsularMTypingMMethodMforMStreptococcusMagalactiaeMUsingMWholebGenomeMSequenceMyatacM
JournalsofsClinicalsMicrobiologyaM2016aMjiaMfhmmbne 9.7 24

11 ProvidesMaMWindowMintoMxarbapenemaseMGeneMTransferaMPlasmidMRearrangementsaMandMPatientM
InteractionsMwithMtheMHospitalMznvironmentcMAntimicrobialsAgentssandsChemotherapyaM2019aMkhaM 5.9 22

10 yonUtMoverlookMtheMlittleMguyoMvnMevaluationMofMtheMfrequencyMofMsmallMplasmidsMcobconjugatingMwithM
largerMcarbapenemaseMgeneMcontainingMplasmidscMPlasmidaM2019aMfehaMfbm 3.3 19

9 TheMRoleMofMinMxhallengesMwithMFosfomycinMSusceptibilityMTestingMofMMultispeciesMKlebsiellaM
pneumoniaeMxarbapenemasebProducingMxlinicalMIsolatescMJournalsofsClinicalsMicrobiologyaM2019aMjlaM 9.7 15

8 xompleteMGenomeMSequenceMofMKPxbProducingMKlebsiellaMpneumoniaeMStrainMxvVffnhcMGenomes
AnnouncementsaM2016aMiaM 14

7 xompleteMSequencingMofMPlasmidsMxontainingMblaOXvbfkhMandMblaOXvbimMinMzscherichiaMcoliM
SequenceMTypeMfhfcMAntimicrobialsAgentssandsChemotherapyaM2016aMkeaMknimbknjf 5.9 14

6 ReconcilingMtheMPotentiallyMIrreconcilabletMGenotypicMandMPhenotypicMvmoxicillinbxlavulanateM
ResistanceMincMAntimicrobialsAgentssandsChemotherapyaM2020aMkiaM 5.9 13

5 FirstMReportMofMblaIMPbfiMonMaMPlasmidMHarboringMMultipleMyrugMResistanceMGenesMinMzscherichiaMcoliM
SequenceMTypeMfhfcMAntimicrobialsAgentssandsChemotherapyaM2016aMkeaMjekmblf 5.9 12

4 xompleteMGenomeMsequenceMofMtheMnematicidalMMYwTfmgikcMStandardssinsGenomicsSciencesaM2017aM
fgaMim 7

3 SevereMinfectionsMemergeMfromMtheMmicrobiomeMbyMadaptiveMevolution 4

2 GenomicMnetworkManalysisMofMenvironmentalMandMlivestockMFbtypeMplasmidMpopulationscMISMEsJournalaM
2021aMfjaMghggbghhj 11.9 4

1 GeneMTransferMtoMtheMNucleusM2012aMfilbflf 1

List of Publications

3


