5

papers

5

all docs

1684188

293 5
citations h-index
5 5
docs citations times ranked

2053705

g-index

410

citing authors



». AN N

ARTICLE IF CITATIONS

Phytoplankton consortia as a blueprint for mutually beneficial eukaryote-bacteria ecosystems based

on the biocoenosis of Botryococcus consortia. Scientific Reports, 2021, 11, 1726.

Going to extremes € a metagenomic journey into the dark matter of life. FEMS Microbiology Letters, 18 16
2021, 368, . :

Effect of Long-Term Farming Practices on Agricultural Soil Microbiome Members Represented by
Metagenomically Assembled Genomes (MAGs) and Their Predicted Plant-Beneficial Genes. Genes, 2019,
10, 424.

Bioinformatics for NGS-based metagenomics and the application to biogas research. Journal of 2.8 84
Biotechnology, 2017, 261, 10-23. ’

Identification and genome reconstruction of abundant distinct taxa in microbiomes from one

thermophilic and three mesophilic production-scale biogas plants. Biotechnology for Biofuels, 2016,

9, 156.



