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FertilityOnline: A Straightforward Pipeline for Functional Gene Annotation and Disease Mutation
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Exonuclease 5 is dispensable for meiotic progression and male fertility in mouse. Gene, 2021, 769,
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MeiosisOnline: A Manually Curated Database for Tracking and Predicting Genes Associated With
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Novel Loss-of-Function Mutations in DNAH1 Displayed Different Phenotypic Spectrum in Humans and
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A TOP6BL mutation abolishes meiotic DNA double-strand break formation and causes human infertility.
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A <i>DNAH17<[i> missense variant causes flagella destabilization and asthenozoospermia. Journal of 8.5 88
Experimental Medicine, 2020, 217, . :
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Feasibility analysis of treating severe intrauterine adhesions by transplanting menstrual
blood-derived stem cells. International Journal of Molecular Medicine, 2018, 41, 2201-2212.
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Whole exome sequencing identifies a novel dominant missense mutation underlying leukonychia in a
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