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Mouse Model. Genes, 2022, 13, 538.

Epigenetic biotypes of post-traumatic stress disorder in war-zone exposed veteran and active duty 79 29
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A DNA methylation clock associated with age-related illnesses and mortality is accelerated in men
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PTSD is associated with increased DNA methylation across regions of HLA-DPB1 and SPATC1L. Brain,
Behavior, and Immunity, 2021, 91, 429-436.
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specific transcriptomic profile. Experimental Neurology, 2021, 335, 113516. 41 1

Utilization of machine learning for identifying symptom severity military-related PTSD subtypes and
their biological correlates. Translational Psychiatry, 2021, 11, 227.

a€0eGrimAge,a€-an epigenetic predictor of mortality, is accelerated in major depressive disorder. 4s 46
Translational Psychiatry, 2021, 11, 193. ’

Longitudinal genome-wide methylation study of PTSD treatment using prolonged exposure and
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Multi-omic biomarker identification and validation for diagnosing warzone-related post-traumatic
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Molecular genetic overlap between posttraumatic stress disorder and sleep phenotypes. Sleep, 2020, 11 39
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Evaluating the impact of trauma and PTSD on epigenetic prediction of lifespan and neural integrity.
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Novel Pharmacological Targets for Combat PTSDa€”Metabolism, Inflammation, The Gut Microbiome, and 0.8 24
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Genomic influences on self-reported childhood maltreatment. Translational Psychiatry, 2020, 10, 38.

Effect of Combat Exposure and Posttraumatic Stress Disorder on Telomere Length and Amygdala
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Predeployment neurocognitive functioning predicts postdeployment posttraumatic stress in Army
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Mechanistic inferences on metabolic dysfunction in posttraumatic stress disorder from an integrated
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International meta-analysis of PTSD genome-wide association studies identifies sex- and
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Molecular alterations induced by Yersinia pestis, dengue virus and Staphylococcal enterotoxin B
under severe stress. Brain, Behavior, and Immunity, 2019, 80, 725-741.

Metabolomic analysis of male combat veterans with post traumatic stress disorder. PLoS ONE, 2019, 14,
0213839. 2.5 54
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Targets for Cross-Serotype Reactive T-Cell Response. Journal of Infectious Diseases, 2012, 205, 647-655.
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