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m Paper IF Citations

102 MultipleMhighbthroughputManalysesMmonitorMtheMresponseMofMzcMcoliMtoMperturbationscMScienceaM2007aM
hfkaMjnhbl 33.3 574

101 zxtremotolerantMtardigradeMgenomeMandMimprovedMradiotoleranceMofMhumanMculturedMcellsMbyM
tardigradebuniqueMproteincMNatureeCommunicationsaM2016aMlaMfgmem 17.4 160

100 NanoporeMsequencingoMReviewMofMpotentialMapplicationsMinMfunctionalMgenomicscMDevelopmente
GrowtheandeDifferentiationaM2019aMkfaMhfkbhgk 3 125

99 xomparativeMgenomicsMofMtheMtardigradesMβypsibiusMdujardiniMandMRamazzottiusMvarieornatuscMPLoSe
BiologyaM2017aMfjaMegeeggkk 9.7 107

98 TwoMnovelMheatbsolubleMproteinMfamiliesMabundantlyMexpressedMinManManhydrobioticMtardigradecMPLoSe
ONEaM2012aMlaMeiigen 3.7 70

97 PathwayMprojectoroMwebbbasedMzoomableMpathwayMbrowserMusingMKz  MatlasMandM oogleMMapsMvPIcM
PLoSeONEaM2009aMiaMellfe 3.7 68

96 waseMeditorsMforMsimultaneousMintroductionMofMxbtobTMandMvbtob MmutationscMNatureeBiotechnologyaM
2020aMhmaMmkjbmkn 44.5 63

95 Kz  bbasedMpathwayMvisualizationMtoolMforMcomplexMomicsMdatacMIneSilicoeBiologyaM2005aMjaMifnbgh 2 63

94 yeMnovoMassemblyMandMcomparativeMtranscriptomeManalysisMofMzuglenaMgracilisMinMresponseMtoM
anaerobicMconditionscMBMCeGenomicsaM2016aMflaMfmg 4.5 60

93 NovelMmitochondriabtargetedMheatbsolubleMproteinsMidentifiedMinMtheManhydrobioticMTardigradeM
improveMosmoticMtoleranceMofMhumanMcellscMPLoSeONEaM2015aMfeaMeeffmglg 3.7 54

92 vnalysisMofMyNvMrepairMandMprotectionMinMtheMTardigradeMRamazzottiusMvarieornatusMandMβypsibiusM
dujardiniMafterMexposureMtoMUVxMradiationcMPLoSeONEaM2013aMmaMekilnh 3.7 53

91 xomprehensiveMpredictionMofMchromosomeMdimerMresolutionMsitesMinMbacterialMgenomescMBMCe
GenomicsaM2011aMfgaMfn 4.5 51

90 wioβackathonMseriesMinMgeffMandMgefgoMpenetrationMofMontologyMandMlinkedMdataMinMlifeMscienceM
domainscMJournaleofeBiomedicaleSemanticsaM2014aMjaMj 2.2 42

89 NoMevidenceMforMextensiveMhorizontalMgeneMtransferMfromMtheMdraftMgenomeMofMaMtardigradecM
ProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaaM2016aMffhaMzhejl 11.5 42

88 OrbbweavingMspiderMvraneusMventricosusMgenomeMelucidatesMtheMspidroinMgeneMcataloguecMScientifice
ReportsaM2019aMnaMmhme 4.9 41

87  enomeMsequencingMofMaMsingleMtardigradeMβypsibiusMdujardiniMindividualcMScientificeDataaM2016aMhaMfkeekh8.2 37

86  zMMSystemoMautomaticMprototypingMofMcellbwideMmetabolicMpathwayMmodelsMfromMgenomescMBMCe
BioinformaticsaM2006aMlaMfkm 3.6 36
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85 vnalysisMofMrepetitiveMaminoMacidMmotifsMrevealsMtheMessentialMfeaturesMofMspiderMdraglineMsilkM
proteinscMPLoSeONEaM2017aMfgaMeefmhhnl 3.7 34

84  lucanMsynthaseblikeMgMisMindispensableMforMparamylonMsynthesisMinMzuglena´ graciliscMFEBSeLettersaM
2017aMjnfaMfhkebfhle 3.8 32

83  enomeMProjectoroMzoomableMgenomeMmapMwithMmultipleMviewscMBMCeBioinformaticsaM2009aMfeaMhf 3.6 32

82 zvaluationMofMtheMimpactMofMRNvMpreservationMmethodsMofMspidersMforMdeMnovoMtranscriptomeM
assemblycMMoleculareEcologyeResourcesaM2016aMfkaMkkgblg 8.4 26

81 MetabolicMfluxManalysisMandMvisualizationcMJournaleofeProteomeeResearchaM2011aMfeaMhhfhbgh 5.6 26

80  blanguageMSystemMasMaMplatformMforMlargebscaleManalysisMofMhighbthroughputMomicsMdatacMJournaleofe
PesticideeSciencesaM2006aMhfaMgmgbgmm 2.7 26

79 SpiderMsilkMselfbassemblyMviaMmodularMliquidbliquidMphaseMseparationMandMnanofibrillationcMSciencee
AdvancesaM2020aMkaM 14.3 24

78 QuantitativeManalysisMofMreplicationbrelatedMmutationMandMselectionMpressuresMinMbacterialM
chromosomesMandMplasmidsMusingMgeneralisedM xMskewMindexcMBMCeGenomicsaM2009aMfeaMkie 4.5 24

77 TheM xMskewMindexoMaMmeasureMofMgenomicMcompositionalMasymmetryMandMtheMdegreeMofM
replicationalMselectioncMEvolutionaryeBioinformaticsaM2007aMhaMfjnbkm 1.9 24

76 TheMhrdMywxLSMwioβackathonoMimprovingMlifeMscienceMdataMintegrationMwithMSemanticMWebM
technologiescMJournaleofeBiomedicaleSemanticsaM2013aMiaMk 2.2 22

75 vnMintegrativeMdescriptionMofMMacrobiotusMshonaicusMspcMnovcMUTardigradaoMMacrobiotidaeVMfromM
JapanMwithMnotesMonMitsMphylogeneticMpositionMwithinMtheMhufelandiMgroupcMPLoSeONEaM2018aMfhaMeefnggfe3.7 19

74 TheMbagwormMgenomeMrevealsMaMuniqueMfibroinMgeneMthatMprovidesMhighMtensileMstrengthcM
CommunicationseBiologyaM2019aMgaMfim 6.7 18

73 vMnewMredescriptionMofMaMsupportedMbyMtranscriptomeaMprovidesMresourcesMforMdescribingMconcealedM
speciesMdiversityMwithinMtheMmonotypicMgenusMUzutardigradaVcMZoologicaleLettersaM2020aMkaMg 3 17

72 MergingMmultipleMomicsMdatasetsMinMsilicooMstatisticalManalysesMandMdataMinterpretationcMMethodseine
MoleculareBiologyaM2013aMnmjaMijnble 1.4 15

71 TheMgndMywxLSMwioβackathonoMinteroperableMbioinformaticsMWebMservicesMforMintegratedM
applicationscMJournaleofeBiomedicaleSemanticsaM2011aMgaMi 2.2 15

70 MeasuresMofMcompositionalMstrandMbiasMrelatedMtoMreplicationMmachineryMandMitsMapplicationscMCurrente
GenomicsaM2012aMfhaMibfj 2.6 15

69 ValidatingMtheMsignificanceMofMgenomicMpropertiesMofMxhiMsitesMfromMtheMdistributionMofMallMoctamersM
inMzscherichiaMcolicMGeneaM2007aMhngaMghnbik 3.8 15

68 NoisebreductionMfilteringMforMaccurateMdetectionMofMreplicationMterminiMinMbacterialMgenomescMFEBSe
LettersaM2007aMjmfaMgjhbm 3.8 15
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67 MulticomponentMnatureMunderliesMtheMextraordinaryMmechanicalMpropertiesMofMspiderMdraglineMsilkcM
ProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaaM2021aMffmaM 11.5 15

66 SpidroinMprofilingMofMcribellateMspidersMprovidesMinsightMintoMtheMevolutionMofMspiderMpreyMcaptureM
strategiescMScientificeReportsaM2020aMfeaMfjlgf 4.9 14

65 MolecularMpalaeontologyMilluminatesMtheMevolutionMofMecdysozoanMvisioncMProceedingseofetheeRoyale
SocietyeB:eBiologicaleSciencesaM2018aMgmjaM 4.4 13

64  blanguageMgenomeManalysisMenvironmentMwithMRzSTMandMSOvPMwebMserviceMinterfacescMNucleiceAcidse
ResearchaM2010aMhmaMWleebj 20.1 12

63  zMwvSSYoManMzMwOSSMassociatedMsoftwareMpackageMforMcomprehensiveMgenomeManalysescMSourcee
CodeeforeBiologyeandeMedicineaM2013aMmaMfl 1.9 11

62 PatternsMofMpopulationMstructureMandMcomplexMhaplotypeMsharingMamongMfieldMisolatesMofMtheMgreenM
algaMxhlamydomonasMreinhardtiicMMoleculareEcologyaM2019aMgmaMhnllbhnnh 5.7 10

61 ValidationMofMbacterialMreplicationMterminationMmodelsMusingMsimulationMofMgenomicMmutationscMPLoSe
ONEaM2012aMlaMehijgk 3.7 10

60 vcceleratedMLaboratoryMzvolutionMRevealsMtheMInfluenceMofMReplicationMonMtheM xMSkewMinM
zscherichiaMcolicMGenomeeBiologyeandeEvolutionaM2018aMfeaMhffebhffl 3.9 9

59 Mz UoMpathwayMmappingMwebbserviceMbasedMonMKz  MandMSV cMIneSilicoeBiologyaM2006aMkaMkgfbj 2 9

58 UndesignedMselectionMforMreplicationMterminationMofMbacterialMchromosomescMJournaleofeMoleculare
BiologyaM2014aMigkaMgnfmbgl 6.5 8

57 Restaurob oMaMrapidMgenomeMrebannotationMsystemMforMcomparativeMgenomicscMGenomicsteProteomicse
andeBioinformaticsaM2007aMjaMjhbm 6.5 7

56 OnMtheMinterplayMofMgeneMpositioningMandMtheMroleMofMrhobindependentMterminatorsMinMzscherichiaM
colicMFEBSeLettersaM2006aMjmeaMknenbfi 3.8 7

55 yesiccationbinducedMfibrousMcondensationMofMxvβSMproteinMfromManManhydrobioticMtardigradecM
ScientificeReportsaM2021aMffaMgfhgm 4.9 7

54 ReconsideringMtheMOglassMtransitionOMhypothesisMofMintrinsicallyMunstructuredMxvβSMproteinsMinM
desiccationMtoleranceMofMtardigradescMMoleculareCellaM2021aMmfaMienbife 17.6 7

53 UltralowMInputM enomeMSequencingMLibraryMPreparationMfromMaMSingleMTardigradeMSpecimencMJournale
ofeVisualizedeExperimentsaM2018aM 1.6 6

52 MultiomicsMstudyMofMaMheterotardigradeaMzchinisicusMtestudoaMsuggestsMtheMpossibilityMofMconvergentM
evolutionMofMabundantMheatbsolubleMproteinsMinMTardigradacMBMCeGenomicsaM2021aMggaMmfh 4.5 6

51 xomparativeMgenomicsMofMtheMtardigradesMβypsibiusMdujardiniMandMRamazzottiusMvarieornatus 6

50 vMPKMactivityMisMrequiredMforMtheMinductionMofManhydrobiosisMinMaMtardigradeMβypsibiusMexemplarisaM
andMitsMpotentialMupbregulatorMisMPPgvcMGeneseToeCellsaM2019aMgiaMlkmblme 2.3 5
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49 βybridizationMbetweenMJapaneseMandMNorthMvmericanMxhlamydomonasMreinhardtiiMUVolvocalesaM
xhlorophyceaeVcMPhycologicaleResearchaM2014aMkgaMghgbghk 1.3 5

48 TheMUniqueMvntimicrobialMRecognitionMandMSignalingMPathwaysMinMTardigradesMwithMaMxomparisonM
vcrossMzcdysozoacMG3:eGenesteGenomesteGeneticsaM2020aMfeaMffhlbffim 3.2 5

47 SelectionMeffectsMonMtheMpositioningMofMgenesMandMgeneMstructuresMfromMtheMinterplayMofMreplicationM
andMtranscriptionMinMbacterialMgenomescMEvolutionaryeBioinformaticsaM2007aMhaMglnbmk 1.9 5

46 TheMcompleteMmitochondrialMgenomeMofMULepidopteraoMPsychidaeVcMMitochondrialeDNAeParteB:e
ResourcesaM2018aMhaMmfgbmfh 0.5 5

45 TheMbalanceMofMcrystallineMandMamorphousMregionsMinMtheMfibroinMstructureMunderpinsMtheMtensileM
strengthMofMbagwormMsilkcMZoologicaleLettersaM2021aMlaMff 3 5

44 yarwinTsMbarkMspiderMsharesMaMspidroinMrepertoireMwithMbutMachievesMextraordinaryMsilkMtoughnessM
throughMgeneMexpressionccMOpeneBiologyaM2021aMffaMgfegig 7 5

43 SimultaneousMMetabarcodingMofMzukaryotesMandMProkaryotesMtoMzlucidateMtheMxommunityM
StructuresMwithinMTardigradeMMicrohabitatscMDiversityaM2020aMfgaMffe 2.5 4

42 PrebtreatmentMwithMynigaMaMfurancarboxylicMacidMderivativeaMincreasesMdesiccationMtoleranceMinManM
anhydrobioticMtardigradeMβypsibius´ exemplariscMFEBSeOpeneBioaM2020aMfeaMfllibflmf 2.7 4

41 vMwebMserverMforMinteractiveMandMzoomableMxhaosM ameMRepresentationMimagescMSourceeCodeefore
BiologyeandeMedicineaM2009aMiaMk 1.9 4

40 xomparisonMofMtheMtranscriptomesMofMtwoMtardigradesMwithMdifferentMhatchingMcoordinationcMBMCe
DevelopmentaleBiologyaM2019aMfnaMgi 3.1 4

39 xompleteM enomeMSequenceMofMspcMStrainMKβflgYLkfaMIsolatedMfromMyeepbSeaMSedimentsMinMtheM
NankaiMTroughaMJapancMMicrobiologyeResourceeAnnouncementsaM2019aMmaM 1.3 3

38 βorizontalM eneMTransferMinMMetazoaoMzxamplesMandMMethodsM2019aMgehbggk 3

37 KwWSoManMzMwOSSMassociatedMpackageMforMaccessingMbioinformaticsMwebMservicescMSourceeCodeefore
BiologyeandeMedicineaM2011aMkaMm 1.9 3

36  bLinksoMaMgenebcentricMlinkMacquisitionMservicecMFyxxxResearchaM2014aMhaMgmj 3.6 3

35 ProteomicMevidenceMforMtheMsilkMfibroinMgenesMofMspiderMmitesMUOrderMTrombidiformesoM’amilyM
TetranychidaeVcMJournaleofeProteomicsaM2021aMghnaMfeifnj 3.9 3

34 xomparativeMproteomicManalysisMofMmitochondriaMisolatedMfromMzuglenaMgracilisMunderMaerobicMandM
hypoxicMconditionscMPLoSeONEaM2019aMfiaMeegglggk 3.7 3

33 TheMcompleteMmitochondrialMgenomeMofMUβeterotardigradaoMzchiniscidaeVcMMitochondrialeDNAeParteB:e
ResourcesaM2018aMhaMmfebmff 0.5 3

32
xompleteM enomeMSequenceMofMβalomonasMolivariaaMaMModeratelyMβalophilicMwacteriumMIsolatedM
fromMOliveMProcessingMzffluentsaMObtainedMbyMNanoporeMSequencingcMMicrobiologyeResourcee
AnnouncementsaM2019aMmaM

1.3 2
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31 xompleteM enomeMSequenceMofMcMStrainMMNejbegaMaMUVbResistantMwacteriumMfromMaMManganeseM
yepositMinMtheMSonoranMyesertcMJournaleofeGenomicsaM2019aMlaMfmbgj 0.9 2

30 xompleteM enomeMSequenceMofMβalophilicMyeepbSeaMwacteriumMβalomonasMaxialensisMStrainMvlthffcM
MicrobiologyeResourceeAnnouncementsaM2019aMmaM 1.3 2

29 vMnovelMMnbdependentMperoxidaseMcontributesMtoMtardigradeManhydrobiosis 2

28 RearingMandMobservationMofMimmatureMstagesMofMtheMhoverflyMUyipteraaMSyrphidaeVcMBiodiversityeDatae
JournalaM2016aMefefmj 1.8 2

27
xompleteM enomeMSequenceMofMβalomonasMmeridianaMStrainMzplumegaMIsolatedMfromMaM
βydrothermalMPlumeMinMtheMNortheastMPacificMOceancMMicrobiologyeResourceeAnnouncementsaM2020aM
naM

1.3 2

26  bLinksoMaMgenebcentricMlinkMacquisitionMservicecMFyxxxResearchaM2014aMhaMgmj 3.6 2

25  enomeMsequencingMofMaMsingleMtardigradeMβypsibiusMdujardiniMindividual 2

24 xompleteM enomeMSequenceMofMvdlercreutziaMequolifaciensMsubspcMySMMfmlmjcMMicrobiologye
ResourceeAnnouncementsaM2021aMfeaM 1.3 2

23 SystematicsMofMtardigradaoMvMreanalysisMofMtardigradeMtaxonomyMwithMspecificMreferenceMtoM uilMetMalcM
UgefnVcMZoologicaeScriptaaM2021aMjeaMhlkbhmg 2.5 2

22 TranscriptomicMdataMduringMdevelopmentMofMaMtwobspottedMcricketcMDataeineBriefaM2021aMhmaMfelhmm 1.2 2

21  PvxoMbenchmarkingMtheMsensitivityMofMgenomeMinformaticsManalysisMtoMgenomeMannotationM
completenesscMIneSilicoeBiologyaM2006aMkaMinbke 2 2

20 zxamplesMofMzxtremeMSurvivaloMTardigradeM enomicsMandMMolecularMvnhydrobiologyccMAnnualeReviewe
ofeAnimaleBiosciencesaM2022aMfeaMflbhl 13.7 2

19
xompleteM enomeMSequenceMofMβalomonasMsulfidaerisMStrainMzsulfidefMIsolatedMfromMaMMetalM
SulfideMRockMatMaMyepthMofMgageeMMetersaMObtainedMUsingMNanoporeMSequencingcMMicrobiologye
ResourceeAnnouncementsaM2019aMmaM

1.3 1

18 xompleteM enomeMSequenceMofMspcMStrainMKβflgYLkhaMIsolatedMfromMyeepbSeaMSedimentcM
MicrobiologyeResourceeAnnouncementsaM2020aMnaM 1.3 1

17 xompleteM enomeMSequenceMofMβalomonasMmeridianaMStrainMSlthffaMIsolatedMfromMaMyeepbSeaM
ThermalMVentcMMicrobiologyeResourceeAnnouncementsaM2020aMnaM 1.3 1

16
xompleteM enomeMSequenceMofMβalomonasMhydrothermalisMStrainMSlthfgaMaMβalophilicMwacteriumM
IsolatedMfromMaMyeepbSeaMβydrothermalbVentMznvironmentcMMicrobiologyeResourceeAnnouncementsaM
2020aMnaM

1.3 1

15 xompleteM enomeMSequenceMofMwifidobacteriumMlongumMStrainMJihfaMIsolatedMfromMβumanM’ecescM
MicrobiologyeResourceeAnnouncementsaM2020aMnaM 1.3 1

14 xompleteM enomeMSequencesMofMTwoMxutibacteriumMacnesMStrainsMIsolatedMfromManMOrthopedicM
SurgicalMSitecMMicrobiologyeResourceeAnnouncementsaM2020aMnaM 1.3 1
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13 MultiomicsMstudyMofMaMheterotardigradeaMzchinisicusMtestudoaMsuggestsMconvergentMevolutionMofM
anhydrobiosisbrelatedMproteinsMinMTardigrada 1

12 ShiftsMinMmorphologyaMgeneMexpressionaMandMselectionMunderlieMwebMlossMinMβawaiianMTetragnathaM
spiderscMBmceEcologyeandeEvolutionaM2021aMgfaMim 21 1

11 MulticomponentMnatureMunderliesMtheMextraordinaryMmechanicalMpropertiesMofMspiderMdraglineMsilk 1

10 xompleteM enomeMSequenceMofMspcMStrainMSVRaManMvntimonatebReducingMwacteriumMIsolatedMfromM
vntimonybRichMMineMSoilcMMicrobiologyeResourceeAnnouncementsaM2021aMfeaM 1.3 1

9 RNvMsequencingMdataMforMgammaMradiationMresponseMinMtheMextremotolerantMtardigradecMDataeine
BriefaM2021aMhkaMfelfff 1.2 1

8 yesiccationbinducedMfibrousMcondensationMofMxvβSMproteinMfromManManhydrobioticMtardigrade 1

7 yarwinâ��sMbarkMspiderMsharesMaMspidroinMrepertoireMwithMxaerostrisMextrusaMbutMachievesMextraordinaryM
silkMtoughnessMthroughMgeneMexpression 1

6
xompleteM enomeMSequenceMofMSphingomonasMpaucimobilisMStrainMKiraaMIsolatedMfromMβumanM
NeuroblastomaMSβbSYjYMxellMxulturesMSupplementedMwithMRetinoicMvcidcMMicrobiologyeResourcee
AnnouncementsaM2021aMfeaM

1.3 1

5 TardigradeMSecretorybvbundantMβeatbSolubleMProteinMβasMaM’lexibleM˛†bwarrelMStructureMinMSolutionM
andMKeepsMThisMStructureMinMyehydrationcMJournaleofePhysicaleChemistryeBaM2021aMfgjaMnfijbnfji 3.4 1

4 xompleteM enomeMSequencesMofM’ourMwacteriaMIsolatedMfromMtheM utMofMaMSpinyMvntMUMPolyrhachisM
lamellidensMVcMMicrobiologyeResourceeAnnouncementsa 1.3 1

3 xompleteM enomeMSequenceMofMwacteriumMStrainMPfaMIsolatedMfromMMouseM’ecescMMicrobiologye
ResourceeAnnouncementsaM2021aMfeaMeeekglgf 1.3

2 xompleteM enomeMSequencesMofMTwoMStrainsaMIsolatedMfromMSeawaterMUVMandMSoilMUVMinMSouthMKoreacM
MicrobiologyeResourceeAnnouncementsaM2021aMfeaMeeehhlgf 1.3

1 TheMcompleteMmitochondrialMgenomeMofMUvraneaeoMvraneidaeVcMMitochondrialeDNAeParteB:eResourcesaM
2021aMkaMgnmkbgnmm 0.5
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