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m Paper IF Citations

634 ueneticHstudiesHofHbodyHmassHindexHyieldHnewHinsightsHforHobesityHbiologyVHNatureTH2015THcYfTHYgeUZXd 50.4 2687

633 qytogeneticHanalysisHusingHquantitativeTHhighUsensitivityTHfluorescenceHhybridizationVHProceedingsaofa
theaNationalaAcademyaofaSciencesaofatheaUnitedaStatesaofaAmericaTH1986THfaTHZgabUf 11.5 2659

632 PersistentHepigeneticHdifferencesHassociatedHwithHprenatalHexposureHtoHfamineHinHhumansVH
ProceedingsaofatheaNationalaAcademyaofaSciencesaofatheaUnitedaStatesaofaAmericaTH2008THYXcTHYeXbdUg 11.5 2253

631 oHreferenceHpanelHofHdbTgedHhaplotypesHforHgenotypeHimputationVHNatureaGeneticsTH2016THbfTHYZegUfa 36.3 1447

630 refiningHtheHroleHofHcommonHvariationHinHtheHgenomicHandHbiologicalHarchitectureHofHadultHhumanH
heightVHNatureaGeneticsTH2014THbdTHYYeaUfd 36.3 1339

629 NewHgeneticHlociHlinkHadiposeHandHinsulinHbiologyHtoHbodyHfatHdistributionVHNatureTH2015THcYfTHYfeUYgd 50.4 920

628 rNoHmethylationHdifferencesHafterHexposureHtoHprenatalHfamineHareHcommonHandHtimingUHandH
sexUspecificVHHumanaMolecularaGeneticsTH2009THYfTHbXbdUca 5.6 907

627 uenomeUwideHmetaUanalysisHidentifiesHcdHboneHmineralHdensityHlociHandHrevealsHYbHlociHassociatedH
withHriskHofHfractureVHNatureaGeneticsTH2012THbbTHbgYUcXY 36.3 866

626 wdentificationHofHsevenHlociHaffectingHmeanHtelomereHlengthHandHtheirHassociationHwithHdiseaseVH
NatureaGeneticsTH2013THbcTHbZZUeTHbZeeYUZ 36.3 624

625 ueneticHdeterminationHofHtelomereHsizeHinHhumanshHaHtwinHstudyHofHthreeHageHgroupsVHAmericana
JournalaofaHumanaGeneticsTH1994THccTHfedUfZ 11 528

624 TelomereHlengthHandHreplicativeHagingHinHhumanHvascularHtissuesVHProceedingsaofatheaNationala
AcademyaofaSciencesaofatheaUnitedaStatesaofaAmericaTH1995THgZTHYYYgXUb 11.5 519

623 WholeUgenomeHsequenceHvariationTHpopulationHstructureHandHdemographicHhistoryHofHtheHrutchH
populationVHNatureaGeneticsTH2014THbdTHfYfUZc 36.3 514

622 spigenomeUwideHassociationHstudyHofHbodyHmassHindexTHandHtheHadverseHoutcomesHofHadiposityVH
NatureTH2017THcbYTHfYUfd 50.4 511

621 piologicalHinterpretationHofHgenomeUwideHassociationHstudiesHusingHpredictedHgeneHfunctionsVH
NatureaCommunicationsTH2015THdTHcfgX 17.4 489

620 rNoHmethylationHsignaturesHlinkHprenatalHfamineHexposureHtoHgrowthHandHmetabolismVHNaturea
CommunicationsTH2014THcTHccgZ 17.4 368

619 zYHdrivesHwtNHinHsenescentHcellsHandHpromotesHageUassociatedHinflammationVHNatureTH2019THcddTHeaUef 50.4 364

618 PericonceptionalHmaternalHfolicHacidHuseHofHbXXHmicrogHperHdayHisHrelatedHtoHincreasedHmethylationH
ofHtheHwutZHgeneHinHtheHveryHyoungHchildVHPLoSaONETH2009THbTHeefbc 3.7 362
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617 vumanHnaiveHandHmemoryHTHlymphocytesHdifferHinHtelomericHlengthHandHreplicativeHpotentialVH
ProceedingsaofatheaNationalaAcademyaofaSciencesaofatheaUnitedaStatesaofaAmericaTH1995THgZTHYYXgYUb 11.5 360

616 tacingHupHtoHtheHglobalHchallengesHofHageingVHNatureTH2018THcdYTHbcUcd 50.4 342

615 occuracyHofHdirectHsegmentalHmultiUfrequencyHbioimpedanceHanalysisHinHtheHassessmentHofHtotalH
bodyHandHsegmentalHbodyHcompositionHinHmiddleUagedHadultHpopulationVHClinicalaNutritionTH2011THaXTHdYXUc5.9 339

614 TheHtranscriptionalHlandscapeHofHageHinHhumanHperipheralHbloodVHNatureaCommunicationsTH2015THdTHfceX 17.4 335

613 uenomeUwideHstudyHforHcirculatingHmetabolitesHidentifiesHdZHlociHandHrevealsHnovelHsystemicHeffectsH
ofHzPoVHNatureaCommunicationsTH2016THeTHYYYZZ 17.4 335

612 NovelHlociHforHadiponectinHlevelsHandHtheirHinfluenceHonHtypeHZHdiabetesHandHmetabolicHtraitshHaH
multiUethnicHmetaUanalysisHofHbcTfgYHindividualsVHPLoSaGeneticsTH2012THfTHeYXXZdXe 6 326

611 uenomeUwideHassociationHstudyHidentifiesHeightHriskHlociHandHimplicatesHmetaboUpsychiatricHoriginsH
forHanorexiaHnervosaVHNatureaGeneticsTH2019THcYTHYZXeUYZYb 36.3 303

610  etaUanalysisHofHtelomereHlengthHinHYgTeYaHsubjectsHrevealsHhighHheritabilityTHstrongerHmaternalH
inheritanceHandHaHpaternalHageHeffectVHEuropeanaJournalaofaHumanaGeneticsTH2013THZYTHYYdaUf 5.3 291

609 oHgenomicHscanningHmethodHforHhigherHorganismsHusingHrestrictionHsitesHasHlandmarksVHProceedingsa
ofatheaNationalaAcademyaofaSciencesaofatheaUnitedaStatesaofaAmericaTH1991THffTHgcZaUe 11.5 287

608 SignificantHzocusHandH etabolicHueneticHqorrelationsHεevealedHinHuenomeUWideHossociationHStudyH
ofHonorexiaHNervosaVHAmericanaJournalaofaPsychiatryTH2017THYebTHfcXUfcf 11.9 276

607 wdentificationHofHnewHsusceptibilityHlociHforHosteoarthritisHParcïusNQhHaHgenomeUwideHassociationH
studyVHLancetmaTheTH2012THafXTHfYcUZa 40 275

606 uenomeUwideHpatternsHandHpropertiesHofHdeHnovoHmutationsHinHhumansVHNatureaGeneticsTH2015THbeTHfZZUfZd36.3 267

605 VariationTHpatternsTHandHtemporalHstabilityHofHrNoHmethylationhHconsiderationsHforHepigeneticH
epidemiologyVHFASEBaJournalTH2010THZbTHaYacUbb 0.9 264

604 svidenceHofHgeneticHenrichmentHforHexceptionalHsurvivalHusingHaHfamilyHapproachhHtheHzeidenH
zongevityHStudyVHEuropeanaJournalaofaHumanaGeneticsTH2006THYbTHegUfb 5.3 259

603 εeducedHinsulinWwutUYHsignallingHandHhumanHlongevityVHAgingaCellTH2005THbTHegUfc 9.9 254

602 StudyHofHaXXTbfdHindividualsHidentifiesHYbfHindependentHgeneticHlociHinfluencingHgeneralHcognitiveH
functionVHNatureaCommunicationsTH2018THgTHZXgf 17.4 254

601 riseaseHvariantsHalterHtranscriptionHfactorHlevelsHandHmethylationHofHtheirHbindingHsitesVHNaturea
GeneticsTH2017THbgTHYaYUYaf 36.3 252

600 TheHcontinuingHvalueHofHtwinHstudiesHinHtheHomicsHeraVHNatureaReviewsaGeneticsTH2012THYaTHdbXUca 30.1 250

(2012-1995)
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599 TelomereHlengthHpredictsHsurvivalHindependentHofHgeneticHinfluencesVHAgingaCellTH2007THdTHedgUeb 9.9 246

598 zociHassociatedHwithHNUglycosylationHofHhumanHimmunoglobulinHuHshowHpleiotropyHwithH
autoimmuneHdiseasesHandHhaematologicalHcancersVHPLoSaGeneticsTH2013THgTHeYXXaZZc 6 242

597 wdentificationHofHcontextUdependentHexpressionHquantitativeHtraitHlociHinHwholeHbloodVHNaturea
GeneticsTH2017THbgTHYagUYbc 36.3 240

596
PolyPorPUriboseQHpolymeraseHactivityHinHmononuclearHleukocytesHofHYaHmammalianHspeciesH
correlatesHwithHspeciesUspecificHlifeHspanVHProceedingsaofatheaNationalaAcademyaofaSciencesaofathea
UnitedaStatesaofaAmericaTH1992THfgTHYYecgUda

11.5 234

595 TheHimpactHofHlowUfrequencyHandHrareHvariantsHonHlipidHlevelsVHNatureaGeneticsTH2015THbeTHcfgUge 36.3 229

594 εapidHdetectionHofHhumanHchromosomeHZYHaberrationsHbyHinHsituHhybridizationVHProceedingsaofathea
NationalaAcademyaofaSciencesaofatheaUnitedaStatesaofaAmericaTH1988THfcTHgddbUf 11.5 226

593 oHgenomeUwideHassociationHstudyHofHanorexiaHnervosaVHMolecularaPsychiatryTH2014THYgTHYXfcUgb 15.1 224

592 oHsurveyHofHtheHgenomicHdistributionHofHalphaHsatelliteHrNoHonHallHtheHhumanHchromosomesTHandH
derivationHofHaHnewHconsensusHsequenceVHNucleicaAcidsaResearchTH1991THYgTHYYegUfZ 20.1 224

591 uenomicHorganizationHofHalphaHsatelliteHrNoHonHhumanHchromosomeHehHevidenceHforHtwoHdistinctH
alphoidHdomainsHonHaHsingleHchromosomeVHMolecularaandaCellularaBiologyTH1987THeTHabgUcd 4.8 222

590 TheHwnfluenceHofHogeHandHSexHonHueneticHossociationsHwithHodultHpodyHSizeHandHShapehHoH
zargeUScaleHuenomeUWideHwnteractionHStudyVHPLoSaGeneticsTH2015THYYTHeYXXcaef 6 220

589 uenomeUwideHassociationHstudyHidentifiesHaHsingleHmajorHlocusHcontributingHtoHsurvivalHintoHoldHageiH
theHoPïsHlocusHrevisitedVHAgingaCellTH2011THYXTHdfdUgf 9.9 218

588 uenomeUwideHassociationHscanHforHfiveHmajorHdimensionsHofHpersonalityVHMolecularaPsychiatryTH2010TH
YcTHdbeUcd 15.1 214

587 veritableHratherHthanHageUrelatedHenvironmentalHandHstochasticHfactorsHdominateHvariationHinHrNoH
methylationHofHtheHhumanHwutZWvYgHlocusVHHumanaMolecularaGeneticsTH2007THYdTHcbeUcb 5.6 212

586 spigeneticHvariationHduringHtheHadultHlifespanhHcrossUsectionalHandHlongitudinalHdataHonHmonozygoticH
twinHpairsVHAgingaCellTH2012THYYTHdgbUeXa 9.9 208

585 ueneticHandHenvironmentalHinfluencesHinteractHwithHageHandHsexHinHshapingHtheHhumanHmethylomeVH
NatureaCommunicationsTH2016THeTHYYYYc 17.4 200

584
NonagenarianHsiblingsHandHtheirHoffspringHdisplayHlowerHriskHofHmortalityHandHmorbidityHthanH
sporadicHnonagenarianshHTheHzeidenHzongevityHStudyVHJournalaofatheaAmericanaGeriatricsaSocietyTH
2009THceTHYdabUe

5.6 197

583 VariationHinHplasminogenUactivatorUinhibitorUYHgeneHandHriskHofHmeningococcalHsepticHshockVHLancetma
TheTH1999THacbTHcdYUa 40 194

582 uWoSHofHlongevityHinHqvoεusHconsortiumHconfirmsHoPïsHandHtïXïaHcandidacyVHJournalsaofa
GerontologyanaSeriesaAaBiologicalaSciencesaandaMedicalaSciencesTH2015THeXTHYYXUf 6.4 188
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581 uenomeUwideHassociationHmetaUanalysisHofHhumanHlongevityHidentifiesHaHnovelHlocusHconferringH
survivalHbeyondHgXHyearsHofHageVHHumanaMolecularaGeneticsTH2014THZaTHbbZXUaZ 5.6 188

580 TheHepigenomehHarchiveHofHtheHprenatalHenvironmentVHEpigeneticsTH2009THbTHcZdUaY 5.7 185

579 TheHuenomeHofHtheHNetherlandshHdesignTHandHprojectHgoalsVHEuropeanaJournalaofaHumanaGeneticsTH
2014THZZTHZZYUe 5.3 184

578 NucleotideHsequenceHheterogeneityHofHalphaHsatelliteHrepetitiveHrNohHaHsurveyHofHalphoidH
sequencesHfromHdifferentHhumanHchromosomesVHNucleicaAcidsaResearchTH1987THYcTHecbgUdg 20.1 179

577 UnravelingHtheHpolygenicHarchitectureHofHcomplexHtraitsHusingHbloodHeβTzHmetaanalysis 175

576 uenomeUwideHassociationHstudyHinHegTaddHsuropeanUancestryHindividualsHinformsHtheHgeneticH
architectureHofHZcUhydroxyvitaminHrHlevelsVHNatureaCommunicationsTH2018THgTHZdX 17.4 174

575 VariationHinHtheHhumanHTPcaHgeneHaffectsHoldHageHsurvivalHandHcancerHmortalityVHExperimentala
GerontologyTH2005THbXTHYYUc 4.5 172

574 wdentificationHandHsystematicHannotationHofHtissueUspecificHdifferentiallyHmethylatedHregionsHusingH
theHwlluminaHbcXkHarrayVHEpigeneticsaandaChromatinTH2013THdTHZd 5.8 168

573 wdentificationHofHrwïZHasHaHnewHsusceptibilityHlocusHforHsymptomaticHosteoarthritisVHHumana
MolecularaGeneticsTH2008THYeTHYfdeUec 5.6 164

572
sfficacyHandHtoxicityHofHmethotrexateHinHearlyHrheumatoidHarthritisHareHassociatedHwithH
singleUnucleotideHpolymorphismsHinHgenesHcodingHforHfolateHpathwayHenzymesVHArthritisaanda
RheumatismTH2006THcbTHYXfeUgc

164

571  etaUanalysisHofHdcTeabHindividualsHidentifiesHTSPoNYcHandHSzqbboZHasHtwoHsusceptibilityHlociHforH
venousHthromboembolismVHAmericanaJournalaofaHumanaGeneticsTH2015THgdTHcaZUbZ 11 163

570 TheHodultHNetherlandsHTwinHεegisterhHtwentyUfiveHyearsHofHsurveyHandHbiologicalHdataHcollectionVH
TwinaResearchaandaHumanaGeneticsTH2013THYdTHZeYUfY 2.2 162

569 PharmacogeneticHmetaUanalysisHofHgenomeUwideHassociationHstudiesHofHzrzHcholesterolHresponseHtoH
statinsVHNatureaCommunicationsTH2014THcTHcXdf 17.4 160

568 oHgenomeUwideHassociationHstudyHonHcommonHSNPsHandHrareHqNVsHinHanorexiaHnervosaVHMoleculara
PsychiatryTH2011THYdTHgbgUcg 15.1 159

567 NUglycomicHbiomarkersHofHbiologicalHagingHandHlongevityhHaHlinkHwithHinflammagingVHAgeingaResearcha
ReviewsTH2013THYZTHdfcUgf 12 151

566 zargeUscaleHanalysisHofHassociationHbetweenHurtcHandHtεZpHvariantsHandHosteoarthritisHofHtheHhipTH
kneeTHandHhandVHArthritisaandaRheumatismTH2009THdXTHYeYXUZY 150

565 TheHnumberHofHpYdwNybaHpositiveHcellsHinHhumanHskinHreflectsHbiologicalHageVHAgingaCellTH2012THYYTHeZZUc 9.9 148

564 oHmetaUanalysisHofHthyroidUrelatedHtraitsHrevealsHnovelHlociHandHgenderUspecificHdifferencesHinHtheH
regulationHofHthyroidHfunctionVHPLoSaGeneticsTH2013THgTHeYXXaZdd 6 146
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563  oεyUousHbiomarkersHofHageingVHMechanismsaofaAgeingaandaDevelopmentTH2015THYcYTHZUYZ 5.6 145

562 rNoHmethylationHasHaHmediatorHofHtheHassociationHbetweenHprenatalHadversityHandHriskHfactorsHforH
metabolicHdiseaseHinHadulthoodVHScienceaAdvancesTH2018THbTHeaaobadb 14.3 143

561 VariantsHnearHTsεTHandHTsεqHinfluencingHtelomereHlengthHareHassociatedHwithHhighUgradeHgliomaH
riskVHNatureaGeneticsTH2014THbdTHeaYUc 36.3 141

560 uenomeUwideHlinkageHanalysisHforHhumanHlongevityhHueneticsHofHvealthyHogingHStudyVHAgingaCellTH
2013THYZTHYfbUga 9.9 140

559 oHgenomeUwideHassociationHstudyHidentifiesHanHosteoarthritisHsusceptibilityHlocusHonHchromosomeH
eqZZVHArthritisaandaRheumatismTH2010THdZTHbggUcYX 139

558 rynamicHchangesHinHtheHhigherUlevelHchromatinHorganizationHofHspecificHsequencesHrevealedHbyHinH
situHhybridizationHtoHnuclearHhalosVHJournalaofaCellaBiologyTH1994THYZdTHZfgUaXb 7.3 139

557 oHmetaUanalysisHofHsuropeanHandHosianHcohortsHrevealsHaHglobalHroleHofHaHfunctionalHSNPHinHtheHcOH
UTεHofHurtcHwithHosteoarthritisHsusceptibilityVHHumanaMolecularaGeneticsTH2008THYeTHYbgeUcXb 5.6 136

556 vallmarkHfeaturesHofHimmunosenescenceHareHabsentHinHfamilialHlongevityVHJournalaofaImmunologyTH
2010THYfcTHbdYfUZb 5.3 130

555 oHwholeHgenomeHassociationHstudyHofHneuroticismHusingHrNoHpoolingVHMolecularaPsychiatryTH2008TH
YaTHaXZUYZ 15.1 127

554 uenomeUwideHassociationHstudyHidentifiesHnovelHgeneticHvariantsHcontributingHtoHvariationHinHbloodH
metaboliteHlevelsVHNatureaCommunicationsTH2015THdTHeZXf 17.4 126

553 wnfectionHwithHcytomegalovirusHbutHnotHherpesHsimplexHvirusHinducesHtheHaccumulationHofH
lateUdifferentiatedHqrbSHandHqrfSHTUcellsHinHhumansVHJournalaofaGeneralaVirologyTH2011THgZTHZebdUZecd 4.9 126

552 vighUyieldHnoninvasiveHhumanHgenomicHrNoHisolationHmethodHforHgeneticHstudiesHinHgeographicallyH
dispersedHfamiliesHandHpopulationsVHAmericanaJournalaofaHumanaGeneticsTH1995THceTHYZcZUb 11 124

551
vumanHbetaHsatelliteHrNohHgenomicHorganizationHandHsequenceHdefinitionHofHaHclassHofHhighlyH
repetitiveHtandemHrNoVHProceedingsaofatheaNationalaAcademyaofaSciencesaofatheaUnitedaStatesaofa
AmericaTH1989THfdTHdZcXUb

11.5 123

550 zipidomicsHofHfamilialHlongevityVHAgingaCellTH2013THYZTHbZdUab 9.9 122

549  ultiethnicHgenomeUwideHassociationHstudyHofHcerebralHwhiteHmatterHhyperintensitiesHonH εwVH
Circulation:aCardiovascularaGeneticsTH2015THfTHagfUbXg 119

548 SmallHnucleoliHareHaHcellularHhallmarkHofHlongevityVHNatureaCommunicationsTH2017THfTHYdXfa 17.4 119

547 PrenatalHfamineHandHgeneticHvariationHareHindependentlyHandHadditivelyHassociatedHwithHrNoH
methylationHatHregulatoryHlociHwithinHwutZWvYgVHPLoSaONETH2012THeTHeaegaa 3.7 118

546 TheHNetherlandsHTwinHεegisterHbiobankhHaHresourceHforHgeneticHepidemiologicalHstudiesVHTwina
ResearchaandaHumanaGeneticsTH2010THYaTHZaYUbc 2.2 118
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545 ploodHlipidsHinfluenceHrNoHmethylationHinHcirculatingHcellsVHGenomeaBiologyTH2016THYeTHYaf 18.3 118

544 uenomeUwideHassociationHstudyHofHsmokingHinitiationHandHcurrentHsmokingVHAmericanaJournalaofa
HumanaGeneticsTH2009THfbTHadeUeg 11 116

543 rNoHmethylationHofHwutZTHuNoSoSTHwNSwutHandHzsPHandHbeingHbornHsmallHforHgestationalHageVH
EpigeneticsTH2011THdTHYeYUd 5.7 113

542 veritabilitiesHofHradiologicHosteoarthritisHinHperipheralHjointsHandHofHdiscHdegenerationHofHtheHspineVH
ArthritisaandaRheumatismTH1999THbZTHYeZgUac 113

541
uenomeUwideHassociationHstudyHPuWoSQUidentifiedHdiseaseHriskHallelesHdoHnotHcompromiseHhumanH
longevityVHProceedingsaofatheaNationalaAcademyaofaSciencesaofatheaUnitedaStatesaofaAmericaTH2010TH
YXeTHYfXbdUg

11.5 111

540 ossociationHbetweenHleptinTHadiponectinHandHresistinHandHlongUtermHprogressionHofHhandH
osteoarthritisVHAnnalsaofatheaRheumaticaDiseasesTH2011THeXTHYZfZUb 2.4 108

539
retectionHofHrestrictionHfragmentHlengthHpolymorphismsHatHtheHcentromeresHofHhumanH
chromosomesHbyHusingHchromosomeUspecificHalphaHsatelliteHrNoHprobeshHimplicationsHforH
developmentHofHcentromereUbasedHgeneticHlinkageHmapsVHProceedingsaofatheaNationalaAcademyaofa
SciencesaofatheaUnitedaStatesaofaAmericaTH1986THfaTHcdYYUc

11.5 108

538 sarlyHgestationHasHtheHcriticalHtimeUwindowHforHchangesHinHtheHprenatalHenvironmentHtoHaffectHtheH
adultHhumanHbloodHmethylomeVHInternationalaJournalaofaEpidemiologyTH2015THbbTHYZYYUZa 7.8 107

537 uenomeUwideHmetaUanalysisHuncoversHnovelHlociHinfluencingHcirculatingHleptinHlevelsVHNaturea
CommunicationsTH2016THeTHYXbgb 17.4 107

536
oHmetaUanalysisHofHfourHgenomeUwideHassociationHstudiesHofHsurvivalHtoHageHgXHyearsHorHolderhHtheH
qohortsHforHveartHandHogingHεesearchHinHuenomicHspidemiologyHqonsortiumVHJournalsaofa
GerontologyanaSeriesaAaBiologicalaSciencesaandaMedicalaSciencesTH2010THdcTHbefUfe

6.4 107

535 εelativeHvalidityHofHtheHfoodHfrequencyHquestionnaireHusedHtoHassessHdietaryHintakeHinHtheHzeidenH
zongevityHStudyVHNutritionaJournalTH2013THYZTHec 4.3 106

534 ueneHvariantsHinHtheHnovelHtypeHZHdiabetesHlociHqrqYZaWqo yYrTHTvoroTHoro TSgTHpqzYYoTHandH
 TNεYpHaffectHdifferentHaspectsHofHpancreaticHbetaUcellHfunctionVHDiabetesTH2010THcgTHZgaUaXY 0.9 106

533 uenomeUwideHmetaUanalysisHofHZbYTZcfHadultsHaccountingHforHsmokingHbehaviourHidentifiesHnovelH
lociHforHobesityHtraitsVHNatureaCommunicationsTH2017THfTHYbgee 17.4 105

532 βuantitativeHcomparisonHofHmεNoHlevelsHinHmammalianHtissueshHZfSHribosomalHεNoHlevelHasHanH
accurateHinternalHcontrolVHNucleicaAcidsaResearchTH1989THYeTHYXYaeUf 20.1 105

531 NovelHlociHandHpathwaysHsignificantlyHassociatedHwithHlongevityVHScientificaReportsTH2016THdTHZYZba 4.9 105

530 SevereHosteoarthritisHofHtheHhandHassociatesHwithHcommonHvariantsHwithinHtheHozrvYoZHgeneHandH
withHrareHvariantsHatHYpaYVHNatureaGeneticsTH2014THbdTHbgfUcXZ 36.3 104

529 uenesHinvolvedHinHtheHosteoarthritisHprocessHidentifiedHthroughHgenomeHwideHexpressionHanalysisHinH
articularHcartilageiHtheHεooyHstudyVHPLoSaONETH2014THgTHeYXaXcd 3.7 103

528 oHmetaUanalysisHofHgenomeUwideHassociationHstudiesHidentifiesHmultipleHlongevityHgenesVHNaturea
CommunicationsTH2019THYXTHaddg 17.4 102

(2019-2016)
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527 sxomeHsequencingUdrivenHdiscoveryHofHcodingHpolymorphismsHassociatedHwithHcommonHmetabolicH
phenotypesVHDiabetologiaTH2013THcdTHZgfUaYX 10.3 102

526  etaUanalysisHofHgenomeUwideHassociationHstudiesHconfirmsHaHsusceptibilityHlocusHforHkneeH
osteoarthritisHonHchromosomeHeqZZVHAnnalsaofatheaRheumaticaDiseasesTH2011THeXTHabgUcc 2.4 102

525 ossociationHofHtheHtrizzledUrelatedHproteinHgeneHwithHsymptomaticHosteoarthritisHatHmultipleHsitesVH
ArthritisaandaRheumatismTH2005THcZTHYXeeUfX 102

524 VrεHgeneHvariantsHassociateHwithHcognitiveHfunctionHandHdepressiveHsymptomsHinHoldHageVH
NeurobiologyaofaAgingTH2009THaXTHbddUea 5.6 101

523  entalHperformanceHinHoldHageHdependentHonHcortisolHandHgeneticHvarianceHinHtheHmineralocorticoidH
andHglucocorticoidHreceptorsVHNeuropsychopharmacologyTH2007THaZTHYZgcUaXY 8.7 100

522 svidenceHforHfamilialHaggregationHofHhandTHhipTHandHspineHbutHnotHkneeHosteoarthritisHinHsiblingsHwithH
multipleHjointHinvolvementhHtheHuoεPHstudyVHAnnalsaofatheaRheumaticaDiseasesTH2005THdbTHbafUba 2.4 98

521 uenomeUwideHassociationHstudyHmetaUanalysisHofHchronicHwidespreadHpainhHevidenceHforH
involvementHofHtheHcpYcVZHregionVHAnnalsaofatheaRheumaticaDiseasesTH2013THeZTHbZeUad 2.4 96

520 oHgenomewideHscanHforHintelligenceHidentifiesHquantitativeHtraitHlociHonHZqHandHdpVHAmericanaJournala
ofaHumanaGeneticsTH2005THeeTHaYfUZd 11 96

519  ethyloidhHvisualHandHinteractiveHqualityHcontrolHofHlargeHwlluminaHbcXkHdatasetsVHBioinformaticsTH
2014THaXTHabacUe 7.2 95

518 oHmetaUanalysisHofHgenomeUwideHassociationHstudiesHidentifiesHnovelHvariantsHassociatedHwithH
osteoarthritisHofHtheHhipVHAnnalsaofatheaRheumaticaDiseasesTH2014THeaTHZYaXUd 2.4 95

517 tamilialHlongevityHisHassociatedHwithHdecreasedHthyroidHfunctionVHJournalaofaClinicalaEndocrinologya
andaMetabolismTH2010THgcTHbgegUfb 5.6 93

516 WhatHevidenceHisHthereHforHtheHexistenceHofHindividualHgenesHwithHantagonisticHpleiotropicHeffectsmVH
MechanismsaofaAgeingaandaDevelopmentTH2005THYZdTHbZYUg 5.6 93

515 oHgeneHvariantHnearHoT HisHsignificantlyHassociatedHwithHmetforminHtreatmentHresponseHinHtypeHZH
diabeteshHaHreplicationHandHmetaUanalysisHofHfiveHcohortsVHDiabetologiaTH2012THccTHYgeYUe 10.3 92

514 vaplotypesHinHtheHhumanHtoxoYaHandHtoxoaaHgenesiHimpactHonHdiseaseHandHmortalityHatHoldHageVH
EuropeanaJournalaofaHumanaGeneticsTH2007THYcTHZgbUaXY 5.3 91

513
vomologousHsubfamiliesHofHhumanHalphoidHrepetitiveHrNoHonHdifferentHnucleolusHorganizingH
chromosomesVHProceedingsaofatheaNationalaAcademyaofaSciencesaofatheaUnitedaStatesaofaAmericaTH
1987THfbTHYXecUg

11.5 91

512 oHmetabolicHprofileHofHallUcauseHmortalityHriskHidentifiedHinHanHobservationalHstudyHofHbbTYdfH
individualsVHNatureaCommunicationsTH2019THYXTHaabd 17.4 89

511 oposHplasmaHlevelsHandHriskHofHcardiovascularHmortalityHinHoldHageVHPLoSaMedicineTH2006THaTHeYed 11.6 89

510 ZygosityHdiagnosisHinHyoungHtwinsHbyHparentalHreportVHTwinaResearchaandaHumanaGeneticsTH2000THaTHYabUbY 89

PuElineuSlagboom
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509 oHcommonHvariantHofHtheHmethylenetetrahydrofolateHreductaseHgeneHPYpadQHisHassociatedHwithHanH
increasedHriskHofHcancerVHCanceraResearchTH2003THdaTHYZbgUca 10.1 89

508 ossessmentHofHosteoarthritisHcandidateHgenesHinHaHmetaUanalysisHofHnineHgenomeUwideHassociationH
studiesVHArthritisaandaRheumatologyTH2014THddTHgbXUg 9.5 88

507 tamilialHlongevityHisHmarkedHbyHenhancedHinsulinHsensitivityVHAgingaCellTH2011THYXTHYYbUZY 9.9 88

506 recreasedHlevelsHofHbisectingHulcNocHglycoformsHofHwguHareHassociatedHwithHhumanHlongevityVHPLoSa
ONETH2010THcTHeYZcdd 3.7 88

505 sffectsHofHaHwebUbasedHinterventionHonHphysicalHactivityHandHmetabolismHinHolderHadultshH
randomizedHcontrolledHtrialVHJournalaofaMedicalaInternetaResearchTH2013THYcTHeZaa 7.6 88

504 ueneHsetHanalysisHofHuWoSHdataHforHhumanHlongevityHhighlightsHtheHrelevanceHofHtheHinsulinWwutUYH
signalingHandHtelomereHmaintenanceHpathwaysVHAgeTH2013THacTHZacUbg 86

503 uenesHencodingHlongevityhHfromHmodelHorganismsHtoHhumansVHAgingaCellTH2008THeTHZeXUfX 9.9 86

502 uWoSHforHexecutiveHfunctionHandHprocessingHspeedHsuggestsHinvolvementHofHtheHqor ZHgeneVH
MolecularaPsychiatryTH2016THZYTHYfgUYge 15.1 85

501 wmprovingHPhenotypicHPredictionHbyHqombiningHueneticHandHspigeneticHossociationsVHAmericana
JournalaofaHumanaGeneticsTH2015THgeTHecUfc 11 85

500 ueneHexpressionHanalysisHofHmTïεHpathwayhHassociationHwithHhumanHlongevityVHAgingaCellTH2013THYZTHZbUaY9.9 85

499 wnsightsHintoHtheHgeneticHarchitectureHofHosteoarthritisHfromHstageHYHofHtheHarcïusNHstudyVHAnnalsa
ofatheaRheumaticaDiseasesTH2011THeXTHfdbUe 2.4 85

498
vomologousHalphaHsatelliteHsequencesHonHhumanHacrocentricHchromosomesHwithHselectivityHforH
chromosomesHYaTHYbHandHZYhHimplicationsHforHrecombinationHbetweenHnonhomologuesHandH
εobertsonianHtranslocationsVHNucleicaAcidsaResearchTH1988THYdTHYZeaUfb

20.1 85

497 NovelHgeneticHvariantsHassociatedHwithHlumbarHdiscHdegenerationHinHnorthernHsuropeanshHaH
metaUanalysisHofHbdXXHsubjectsVHAnnalsaofatheaRheumaticaDiseasesTH2013THeZTHYYbYUf 2.4 84

496 qharacteristicsHofHdeHnovoHstructuralHchangesHinHtheHhumanHgenomeVHGenomeaResearchTH2015THZcTHegZUfXY9.7 83

495 rNoH ethylationHonalysisHwdentifiesHzociHforHploodHPressureHεegulationVHAmericanaJournalaofaHumana
GeneticsTH2017THYXYTHfffUgXZ 11 83

494 zeukocyteHtelomereHlengthHassociatesHwithHprospectiveHmortalityHindependentHofHimmuneUrelatedH
parametersHandHknownHgeneticHmarkersVHInternationalaJournalaofaEpidemiologyTH2014THbaTHfefUfd 7.8 83

493 NetherlandsHtwinHfamilyHstudyHofHanxiousHdepressionHPNsTSorQVHTwinaResearchaandaHumanaGeneticsTH
2000THaTHaZaUab 83

492 εeducedHresponseHtoHactivatedHproteinHqHisHassociatedHwithHincreasedHriskHforHcerebrovascularH
diseaseVHAnnalsaofaInternalaMedicineTH1996THYZcTHZdcUg 8 83

(1996-2003)

9



491 rurationHofHbreastfeedingHandHgenderHareHassociatedHwithHmethylationHofHtheHzsPTwNHgeneHinHveryH
youngHchildrenVHPediatricaResearchTH2013THebTHabbUg 3.2 82

490 PlasmaHproteinHNUglycanHprofilesHareHassociatedHwithHcalendarHageTHfamilialHlongevityHandHhealthVH
JournalaofaProteomeaResearchTH2011THYXTHYddeUeb 5.6 82

489
UrinaryHqTXUwwHlevelsHareHassociatedHwithHradiographicHsubtypesHofHosteoarthritisHinHhipTHkneeTHhandTH
andHfacetHjointsHinHsubjectHwithHfamilialHosteoarthritisHatHmultipleHsiteshHtheHuoεPHstudyVHAnnalsaofa
theaRheumaticaDiseasesTH2006THdcTHadXUc

2.4 82

488 SequenceHheterogeneityHwithinHtheHhumanHalphoidHrepetitiveHrNoHfamilyVHNucleicaAcidsaResearchTH
1986THYbTHZXcgUea 20.1 82

487 oHuenomeUWideHossociationHStudyHwdentifiesHtheHSkinHqolorHuenesHwεtbTH qYεTHoSwPTHandHpNqZH
wnfluencingHtacialHPigmentedHSpotsVHJournalaofaInvestigativeaDermatologyTH2015THYacTHYeacUYebZ 4.3 80

486 ogeUrelatedHaccrualHofHmethylomicHvariabilityHisHlinkedHtoHfundamentalHageingHmechanismsVHGenomea
BiologyTH2016THYeTHYgY 18.3 80

485 uenomeUwideHmetaUanalysisHassociatesHvzoUrβoYWrεpYHandHzPoHandHlifestyleHfactorsHwithHhumanH
longevityVHNatureaCommunicationsTH2017THfTHgYX 17.4 78

484 uutH icrobialHossociationsHtoHPlasmaH etabolitesHzinkedHtoHqardiovascularHPhenotypesHandHεiskVH
CirculationaResearchTH2019THYZbTHYfXfUYfZX 15.7 77

483 ossociationHofHtheHinterleukinUYHgeneHclusterHwithHradiographicHsignsHofHosteoarthritisHofHtheHhipVH
ArthritisaandaRheumatismTH2004THcXTHYYegUfd 77

482 qirculatingHmetabolitesHandHgeneralHcognitiveHabilityHandHdementiahHsvidenceHfromHYYHcohortH
studiesVHAlzheimerhsaandaDementiaTH2018THYbTHeXeUeZZ 1.2 76

481 ogeUrelatedHrNoHmethylationHchangesHareHtissueUspecificHwithHszïVzZHpromoterHmethylationHasH
exceptionVHEpigeneticsaandaChromatinTH2018THYYTHZc 5.8 76

480 wdentifyingHtheHgenomicHdeterminantsHofHagingHandHlongevityHinHhumanHpopulationHstudieshH
progressHandHchallengesVHBioEssaysTH2013THacTHafdUgd 4.1 76

479 yneeHandHhipHarticularHcartilageHhaveHdistinctHepigenomicHlandscapeshHimplicationsHforHfutureH
cartilageHregenerationHapproachesVHAnnalsaofatheaRheumaticaDiseasesTH2014THeaTHZZXfUYZ 2.4 76

478 veritabilitiesHofHapolipoproteinHandHlipidHlevelsHinHthreeHcountriesVHTwinaResearchaandaHumana
GeneticsTH2002THcTHfeUge 76

477 zatentHinfectionHwithHcytomegalovirusHisHassociatedHwithHpoorHmemoryHqrbHresponsesHtoHinfluenzaH
oHcoreHproteinsHinHtheHelderlyVHJournalaofaImmunologyTH2014THYgaTHadZbUaY 5.3 75

476 uenomeUwideHanalysesHidentifyHaHroleHforHSzqYeobHandHooroTHinHthyroidHhormoneHregulationVH
NatureaCommunicationsTH2018THgTHbbcc 17.4 75

475 SubclassUspecificHwguHglycosylationHisHassociatedHwithHmarkersHofHinflammationHandHmetabolicH
healthVHScientificaReportsTH2017THeTHYZaZc 4.9 74

474 wmprovedHimputationHqualityHofHlowUfrequencyHandHrareHvariantsHinHsuropeanHsamplesHusingHtheH
OuenomeHofHTheHNetherlandsOVHEuropeanaJournalaofaHumanaGeneticsTH2014THZZTHYaZYUd 5.3 74

PuElineuSlagboom
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473 tamilyHbasedHassociationHanalysesHbetweenHtheHserotoninHtransporterHgeneHpolymorphismH
PcUvTTzPεQHandHneuroticismTHanxietyHandHdepressionVHBehavioraGeneticsTH2007THaeTHZgbUaXY 3.2 74

472 ueneticsHofHhealthyHagingHinHsuropehHtheHsUUintegratedHprojectHusvoHPusneticsHofHvealthyHogingQVH
AnnalsaofatheaNewaYorkaAcademyaofaSciencesTH2007THYYXXTHZYUbc 6.5 74

471 εecommendationsHforHstandardizationHandHphenotypeHdefinitionsHinHgeneticHstudiesHofH
osteoarthritishHtheHTεsoTUïoHconsortiumVHOsteoarthritisaandaCartilageTH2011THYgTHZcbUdb 6.2 71

470 ïsteoarthritisHsusceptibilityHgenesHinfluenceHtheHassociationHbetweenHhipHmorphologyHandH
osteoarthritisVHArthritisaandaRheumatismTH2011THdaTHYabgUcb 71

469 uenomewideHmetaUanalysisHidentifiesHlociHassociatedHwithHwutUwHandHwutpPUaHlevelsHwithHimpactHonH
ageUrelatedHtraitsVHAgingaCellTH2016THYcTHfYYUZb 9.9 71

468 oHhighUqualityHhumanHreferenceHpanelHrevealsHtheHcomplexityHandHdistributionHofHgenomicHstructuralH
variantsVHNatureaCommunicationsTH2016THeTHYZgfg 17.4 70

467 svidenceHfromHcaseUcontrolHandHlongitudinalHstudiesHsupportsHassociationsHofHgeneticHvariationHinH
oPïsTHqsTPTHandHwzdHwithHhumanHlongevityVHAgeTH2013THacTHbfeUcXX 70

466 SenescentHhumanHmelanocytesHdriveHskinHageingHviaHparacrineHtelomereHdysfunctionVHEMBOaJournalTH
2019THafTHeYXYgfZ 13 69

465 ossociationsHbetweenHageHandHgrayHmatterHvolumeHinHanatomicalHbrainHnetworksHinHmiddleUagedHtoH
olderHadultsVHAgingaCellTH2014THYaTHYXdfUeb 9.9 68

464 SwεTYHgeneTHageUrelatedHdiseasesTHandHmortalityhHtheHzeidenHfcUplusHstudyVHJournalsaofaGerontologyana
SeriesaAaBiologicalaSciencesaandaMedicalaSciencesTH2007THdZTHgdXUc 6.4 68

463 wdentificationHofHdifferentiallyHexpressedHgenesHbyHrestrictionHendonucleaseUbasedHgeneHexpressionH
fingerprintingVHNucleicaAcidsaResearchTH1995THZaTHZgcbUf 20.1 68

462
zowerHproportionHofHnaˆflveHperipheralHqrfSHTHcellsHandHanHunopposedHproUinflammatoryHresponseHtoH
humanHqytomegalovirusHproteinsHinHvitroHareHassociatedHwithHlongerHsurvivalHinHveryHelderlyHpeopleVH
AgeTH2013THacTHYafeUgg

67

461
tavorableHglucoseHtoleranceHandHlowerHprevalenceHofHmetabolicHsyndromeHinHoffspringHwithoutH
diabetesHmellitusHofHnonagenarianHsiblingshHtheHzeidenHlongevityHstudyVHJournalaofatheaAmericana
GeriatricsaSocietyTH2010THcfTHcdbUg

5.6 67

460
TheHcoUoccurrenceHofHmtrNoHmutationsHonHdifferentHoxidativeHphosphorylationHsubunitsTHnotH
detectedHbyHhaplogroupHanalysisTHaffectsHhumanHlongevityHandHisHpopulationHspecificVHAgingaCellTH
2014THYaTHbXYUe

9.9 66

459 zongerHgenotypicallyUestimatedHleukocyteHtelomereHlengthHisHassociatedHwithHincreasedHadultH
gliomaHriskVHOncotargetTH2015THdTHbZbdfUee 3.3 66

458 ProgressionHofHhandHosteoarthritisHoverHZHyearshHaHclinicalHandHradiologicalHfollowUupHstudyVHAnnalsaofa
theaRheumaticaDiseasesTH2009THdfTHYZdXUb 2.4 65

457
zargeUscaleHmetaUanalysisHofHinterleukinUYHbetaHandHinterleukinUYHreceptorHantagonistH
polymorphismsHonHriskHofHradiographicHhipHandHkneeHosteoarthritisHandHseverityHofHkneeH
osteoarthritisVHOsteoarthritisaandaCartilageTH2011THYgTHZdcUeY

6.2 64

456 TheHparrHbodyHisHaHloopedHXHchromosomeHformedHbyHtelomereHassociationVHProceedingsaofathea
NationalaAcademyaofaSciencesaofatheaUnitedaStatesaofaAmericaTH1991THffTHdYgYUc 11.5 64

(1991-2007)
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455 TheHqTεpYWZHlocusHaffectsHdiabetesHsusceptibilityHandHtreatmentHviaHtheHincretinHpathwayVHDiabetesTH
2013THdZTHaZecUfY 0.9 63

454 εoleHofHhormonesHinHcartilageHandHjointHmetabolismhHunderstandingHanHunhealthyHmetabolicH
phenotypeHinHosteoarthritisVHMenopauseTH2013THZXTHcefUfd 2.5 63

453  essengerHεNoHlevelsHandHmethylationHpatternsHofHuoPrvHandHbetaUactinHgenesHinHratHliverTHspleenH
andHbrainHinHrelationHtoHagingVHMechanismsaofaAgeingaandaDevelopmentTH1990THcaTHZbaUce 5.6 63

452 SystematicHdiscoveryHofHcomplexHinsertionsHandHdeletionsHinHhumanHcancersVHNatureaMedicineTH2016TH
ZZTHgeUYXb 50.5 62

451  obsterhHaccurateHdetectionHofHmobileHelementHinsertionsHinHnextHgenerationHsequencingHdataVH
GenomeaBiologyTH2014THYcTHbff 18.3 62

450 TwoUdimensionalHrNoHfingerprintingHofHhumanHindividualsVHProceedingsaofatheaNationalaAcademyaofa
SciencesaofatheaUnitedaStatesaofaAmericaTH1989THfdTHZebZUd 11.5 62

449 εNoHsequencingHdataHintegrationHrevealsHanHmiεNoHinteractomeHofHosteoarthritisHcartilageVHAnnalsa
ofatheaRheumaticaDiseasesTH2019THefTHZeXUZee 2.4 62

448
zargeHscaleHmetaUanalysisHofHurinaryHqUterminalHtelopeptideTHserumHcartilageHoligomericHproteinHandH
matrixHmetalloproteaseHdegradedHtypeHwwHcollagenHandHtheirHroleHinHprevalenceTHincidenceHandH
progressionHofHosteoarthritisVHOsteoarthritisaandaCartilageTH2014THZZTHdfaUg

6.2 61

447 zipidHmetabolismHinHlongUlivedHfamilieshHtheHzeidenHzongevityHStudyVHAgeTH2011THaaTHZYgUZe 61

446 ueneticHvariationHinHtheHinterleukinUYHbetaUconvertingHenzymeHassociatesHwithHcognitiveHfunctionVH
TheHPεïSPsεHstudyVHBrainTH2008THYaYTHYXdgUee 11.2 61

445 veritabilitiesHofHopolipoproteinHandHzipidHzevelsHinHThreeHqountriesVHTwinaResearchaandaHumana
GeneticsTH2002THcTHfeUge 61

444
 acromolecularHorganizationHofHhumanHcentromericHregionsHrevealsHhighUfrequencyTHpolymorphicH
macroHrNoHrepeatsVHProceedingsaofatheaNationalaAcademyaofaSciencesaofatheaUnitedaStatesaofaAmerica
TH1989THfdTHZXZUd

11.5 61

443 NovelHueneticHVariantsHforHqartilageHThicknessHandHvipHïsteoarthritisVHPLoSaGeneticsTH2016THYZTHeYXXdZdX6 61

442 zargeUscaleHcisUHandHtransUeβTzHanalysesHidentifyHthousandsHofHgeneticHlociHandHpolygenicHscoresH
thatHregulateHbloodHgeneHexpressionVHNatureaGeneticsTH2021THcaTHYaXXUYaYX 36.3 60

441 PopulationUspecificHgenotypeHimputationsHusingHminimacHorHw PUTsZVHNatureaProtocolsTH2015THYXTHYZfcUgd18.8 59

440 riscoveryHandHtineU appingHofHulycaemicHandHïbesityUεelatedHTraitHzociHUsingHvighUrensityH
wmputationVHPLoSaGeneticsTH2015THYYTHeYXXcZaX 6 59

439 uenomicsHofHhumanHlongevityVHPhilosophicalaTransactionsaofatheaRoyalaSocietyaB:aBiologicalaSciencesTH
2011THaddTHacUbZ 5.8 59

438 vumanHlongevityHandHYYpYcVchHaHstudyHinHYaZYHcentenariansVHEuropeanaJournalaofaHumanaGeneticsTH
2009THYeTHYcYcUg 5.3 59

PuElineuSlagboom
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437 vypermethylationHatHlociHsensitiveHtoHtheHprenatalHenvironmentHisHassociatedHwithHincreasedH
incidenceHofHmyocardialHinfarctionVHInternationalaJournalaofaEpidemiologyTH2012THbYTHYXdUYc 7.8 59

436 ueneticHpolymorphismsHofHtheHreninUangiotensinHsystemHandHcomplicationsHofHinsulinUdependentH
diabetesHmellitusVHNephrologyaDialysisaTransplantationTH2000THYcTHYXXXUe 4.3 59

435 qommonHparaoxonaseHgeneHvariantsTHmortalityHriskHandHfatalHcardiovascularHeventsHinHelderlyH
subjectsVHAtherosclerosisTH2000THYbgTHgYUe 3.1 58

434 qharacterizationHofHaHhumanHOmidisatelliteOHsequenceVHNucleicaAcidsaResearchTH1987THYcTHZcaeUbe 20.1 58

433 vumanHinsulinWwutUYHandHfamilialHlongevityHatHmiddleHageVHAgingTH2009THYTHeYbUZZ 5.6 58

432 zeveragingHristantHεelatednessHtoHβuantifyHvumanH utationHandHueneUqonversionHεatesVH
AmericanaJournalaofaHumanaGeneticsTH2015THgeTHeecUfg 11 56

431 oHmetabolomicHprofileHisHassociatedHwithHtheHriskHofHincidentHcoronaryHheartHdiseaseVHAmericanaHearta
JournalTH2014THYdfTHbcUcZVee 4.9 56

430 UnderlyingHmolecularHmechanismsHofHrwïZHsusceptibilityHinHsymptomaticHosteoarthritisVHAnnalsaofa
theaRheumaticaDiseasesTH2015THebTHYceYUg 2.4 55

429 oHmetaUanalysisHofHYZXHZbdHindividualsHidentifiesHYfHnewHlociHforHfibrinogenHconcentrationVHHumana
MolecularaGeneticsTH2016THZcTHacfUeX 5.6 54

428 rNoH ethylationHzandscapesHofHvumanHtetalHrevelopmentVHPLoSaGeneticsTH2015THYYTHeYXXccfa 6 54

427 oHgenomeUwideHassociationHstudyHsuggestsHthatHaHlocusHwithinHtheHataxinHZHbindingHproteinHYHgeneHisH
associatedHwithHhandHosteoarthritishHtheHTreatUïoHconsortiumVHJournalaofaMedicalaGeneticsTH2009THbdTHdYbUd5.8 54

426 qlustersHofHbiochemicalHmarkersHareHassociatedHwithHradiographicHsubtypesHofHosteoarthritisHPïoQHinH
subjectHwithHfamilialHïoHatHmultipleHsitesVHTheHuoεPHstudyVHOsteoarthritisaandaCartilageTH2007THYcTHaegUfc 6.2 54

425 NegativeHselectionHinHhumansHandHfruitHfliesHinvolvesHsynergisticHepistasisVHScienceTH2017THacdTHcagUcbZ 33.3 53

424 ossociationHofHaHnsSNPHinHoro TSYbHtoHsomeHosteoarthritisHphenotypesVHOsteoarthritisaanda
CartilageTH2009THYeTHaZYUe 6.2 53

423 ominoHacidHprofilingHinHurineHbyHcapillaryHzoneHelectrophoresisHUHmassHspectrometryVHJournalaofa
ChromatographyaATH2007THYYcgTHYbgUca 4.5 53

422 zinkageHanalysisHofHsmokingHinitiationHandHquantityHinHrutchHsiblingHpairsVHPharmacogenomicsa
JournalTH2004THbTHZebUfZ 3.5 52

421 vumanHlongevityHisHcharacterisedHbyHhighHthyroidHstimulatingHhormoneHsecretionHwithoutHalteredH
energyHmetabolismVHScientificaReportsTH2015THcTHYYcZc 4.9 51

420 resignTHmeasurementHandHprocessingHofHregionUspecificHrNoHmethylationHassayshHtheHmassH
spectrometryUbasedHmethodHspiTYPsεVHFrontiersainaGeneticsTH2015THdTHZfe 4.5 51

(2015-2012)
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419
vumanHlongevityHandHvariationHinHuvWwutUYWinsulinHsignalingTHrNoHdamageHsignalingHandHrepairHandH
proWantioxidantHpathwayHgeneshHcrossHsectionalHandHlongitudinalHstudiesVHExperimentalaGerontologyTH
2012THbeTHaegUfe

4.5 51

418 NewHinsightsHintoHosteoarthritishHearlyHdevelopmentalHfeaturesHofHanHageingUrelatedHdiseaseVH
CurrentaOpinionainaRheumatologyTH2008THZXTHccaUg 5.3 51

417 oHgeneticHassociationHstudyHofHtheHwutUYHgeneHandHradiologicalHosteoarthritisHinHaHpopulationUbasedH
cohortHstudyHPtheHεotterdamHStudyQVHAnnalsaofatheaRheumaticaDiseasesTH1998THceTHaeYUb 2.4 51

416 ogeUdependentHexpressionHofHrN TYHandHrN TapHinHPp qsHfromHaHlargeHsuropeanHpopulationH
enrolledHinHtheH oεyUousHstudyVHAgingaCellTH2016THYcTHeccUdc 9.9 51

415  etabolomicsHProfileHinHrepressionhHoHPooledHonalysisHofHZaXH etabolicH arkersHinHcZfaHqasesH
WithHrepressionHandHYXTYbcHqontrolsVHBiologicalaPsychiatryTH2020THfeTHbXgUbYf 7.9 51

414
oHnonsynonymousHmutationHinHPzquZHreducesHtheHriskHofHolzheimerOsHdiseaseTHdementiaHwithHzewyH
bodiesHandHfrontotemporalHdementiaTHandHincreasesHtheHlikelihoodHofHlongevityVHActaa
NeuropathologicaTH2019THYafTHZaeUZcX

14.3 50

413 rNoHmodificationHstudyHofHmajorHdepressiveHdisorderhHbeyondHlocusUbyUlocusHcomparisonsVH
BiologicalaPsychiatryTH2015THeeTHZbdUZcc 7.9 49

412 releteriousHallelesHinHtheHhumanHgenomeHareHonHaverageHyoungerHthanHneutralHallelesHofHtheHsameH
frequencyVHPLoSaGeneticsTH2013THgTHeYXXaaXY 6 49

411
wncreasedHtypeHwwHdeiodinaseHproteinHinHïoUaffectedHcartilageHandHallelicHimbalanceHofHïoHriskH
polymorphismHrsZZcXYbHatHrwïZHinHhumanHïoHjointHtissuesVHAnnalsaofatheaRheumaticaDiseasesTH2012TH
eYTHYZcbUf

2.4 49

410 putyrylcholinesterasehHassociationHwithHtheHmetabolicHsyndromeHandHidentificationHofHZHgeneHlociH
affectingHactivityVHClinicalaChemistryTH2006THcZTHYXYbUZX 5.5 49

409 urowthHhormoneHsecretionHisHdiminishedHandHtightlyHcontrolledHinHhumansHenrichedHforHfamilialH
longevityVHAgingaCellTH2016THYcTHYYZdUYYaY 9.9 49

408 TransmissionHofHhumanHmtrNoHheteroplasmyHinHtheHuenomeHofHtheHNetherlandsHfamilieshHsupportH
forHaHvariableUsizeHbottleneckVHGenomeaResearchTH2016THZdTHbYeUZd 9.7 48

407 TheHrïTYzHrsYZgfZebbHpolymorphismHisHassociatedHwithHosteoarthritisHofHtheHhipHwithH
genomeUwideHstatisticalHsignificanceHinHmalesVHAnnalsaofatheaRheumaticaDiseasesTH2013THeZTHYZdbUc 2.4 48

406
PqSygHSNPHrsYYcgYYbeHisHassociatedHwithHlowHcholesterolHlevelsHbutHnotHwithHcognitiveH
performanceHorHnoncardiovascularHclinicalHeventsHinHanHelderlyHpopulationVHJournalaofaLipidaResearchTH
2013THcbTHcdYUd

6.3 48

405 qombinedHriskHalleleHscoreHofHeightHtypeHZHdiabetesHgenesHisHassociatedHwithHreducedHfirstUphaseH
glucoseUstimulatedHinsulinHsecretionHduringHhyperglycemicHclampsVHDiabetesTH2010THcgTHZfeUgZ 0.9 48

404 octivityHlimitationsHinHtheHlowerHextremitiesHinHpatientsHwithHosteoarthritishHtheHmodifyingHeffectsHofH
illnessHperceptionsHandHmentalHhealthVHOsteoarthritisaandaCartilageTH2006THYbTHYYXbUYX 6.2 48

403 ossociationHofHtheHtumourHnecrosisHfactorHalphaHUaXfuWoHpolymorphismHwithHtheHriskHofHdiabetesHinH
anHelderlyHpopulationUbasedHcohortVHGenesaandaImmunityTH2002THaTHZZcUf 4.4 48

402 ueneticHinstabilityHandHaginghHtheoriesTHfactsTHandHfutureHperspectivesVHGenomeTH1989THaYTHaeaUfc 2.4 48

PuElineuSlagboom
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401 uenesHexpressedHinHbloodHlinkHosteoarthritisHwithHapoptoticHpathwaysVHAnnalsaofatheaRheumatica
DiseasesTH2014THeaTHYfbbUca 2.4 47

400 zowHserumHfreeHtriiodothyronineHlevelsHmarkHfamilialHlongevityhHtheHzeidenHzongevityHStudyVH
JournalsaofaGerontologyanaSeriesaAaBiologicalaSciencesaandaMedicalaSciencesTH2010THdcTHadcUf 6.4 47

399 ueneticHpredictorsHofHfibrinHrUdimerHlevelsHinHhealthyHadultsVHCirculationTH2011THYZaTHYfdbUeZ 16.7 47

398 ossociationHofHmatrilinUaHpolymorphismsHwithHspinalHdiscHdegenerationHandHosteoarthritisHofHtheH
firstHcarpometacarpalHjointHofHtheHhandVHAnnalsaofatheaRheumaticaDiseasesTH2006THdcTHYXdXUd 2.4 47

397
ossociationHofHtheHriskHofHosteoarthritisHwithHhighHinnateHproductionHofHinterleukinUYbetaHandHlowH
innateHproductionHofHinterleukinUYXHexHvivoTHuponHlipopolysaccharideHstimulationVHArthritisaanda
RheumatismTH2005THcZTHYbbaUcX

47

396 oHhomologousHsubfamilyHofHsatelliteHwwwHrNoHonHhumanHchromosomesHYbHandHZZVHNucleicaAcidsa
ResearchTH1990THYfTHcdbYUf 20.1 47

395
vumanHPlasmaHNUglycosylationHasHonalyzedHbyH atrixUossistedHzaserHresorptionWwonizationUtourierH
TransformHwonHqyclotronHεesonanceU SHossociatesHwithH arkersHofHwnflammationHandH etabolicH
vealthVHMolecularaandaCellularaProteomicsTH2017THYdTHZZfUZbZ

7.6 46

394 resignTHrecruitmentTHlogisticsTHandHdataHmanagementHofHtheHusvoHPueneticsHofHvealthyHogeingQH
projectVHExperimentalaGerontologyTH2011THbdTHgabUbc 4.5 45

393 zipoproteinHparticleHprofilesHmarkHfamilialHandHsporadicHhumanHlongevityVHPLoSaMedicineTH2006THaTHebgc 11.6 45

392 εefinedHmappingHofHautoimmuneHdiseaseHassociatedHgeneticHvariantsHwithHgeneHexpressionH
suggestsHanHimportantHroleHforHnonUcodingHεNosVHJournalaofaAutoimmunityTH2016THdfTHdZUeb 15.5 44

391  arkersHofHendogenousHdesaturaseHactivityHandHriskHofHcoronaryHheartHdiseaseHinHtheHqoεs oH
cohortHstudyVHPLoSaONETH2012THeTHebYdfY 3.7 44

390 TheHtransUancestralHgenomicHarchitectureHofHglycemicHtraitsVHNatureaGeneticsTH2021THcaTHfbXUfdX 36.3 44

389 spigeneticHvariationHinHmonozygoticHtwinshHaHgenomeUwideHanalysisHofHrNoHmethylationHinHbuccalH
cellsVHGenesTH2014THcTHabeUdc 4.2 43

388 ossociationHofHoPïsHepsilonZWepsilonaWepsilonbHandHpromoterHgeneHvariantsHwithHdementiaHbutH
notHcardiovascularHmortalityHinHoldHageVHAmericanaJournalaofaMedicalaGeneticsaPartaATH2002THYXeTHZXYUf 43

387 tourHdistinctHalphaHsatelliteHsubfamiliesHsharedHbyHhumanHchromosomesHYaTHYbHandHZYVHNucleicaAcidsa
ResearchTH1991THYgTHZeYUe 20.1 43

386 uenomeUwideHassociationHandHfunctionalHstudiesHidentifyHaHroleHforHmatrixHulaHproteinHinH
osteoarthritisHofHtheHhandVHAnnalsaofatheaRheumaticaDiseasesTH2017THedTHZXbdUZXca 2.4 42

385 zargeHreplicationHstudyHandHmetaUanalysesHofHrVWoHasHanHosteoarthritisHsusceptibilityHlocusHinH
suropeanHandHosianHpopulationsVHHumanaMolecularaGeneticsTH2009THYfTHYcYfUZa 5.6 42

384  etaUanalysisHofHfourHnewHgenomeHscansHforHlipidHparametersHandHanalysisHofHpositionalHcandidatesH
inHpositiveHlinkageHregionsVHEuropeanaJournalaofaHumanaGeneticsTH2005THYaTHYYbaUca 5.3 42

(2005-2014)
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383 qommonHgeneHvariantsTHmortalityHandHextremeHlongevityHinHhumansVHExperimentalaGerontologyTH
2000THacTHfdcUee 4.5 42

382  ortalityHriskHinHmenHisHassociatedHwithHaHcommonHmutationHinHtheHmethyleneUtetrahydrofolateH
reductaseHgeneHP TvtεQVHEuropeanaJournalaofaHumanaGeneticsTH1999THeTHYgeUZXb 5.3 42

381 TheH qYεHueneHandHYouthfulHzooksVHCurrentaBiologyTH2016THZdTHYZYaUZX 6.3 42

380
qhromosomeHbqZcTHmicrosomalHtransferHproteinHgeneTHandHhumanHlongevityhHnovelHdataHandHaH
metaUanalysisHofHassociationHstudiesVHJournalsaofaGerontologyanaSeriesaAaBiologicalaSciencesaanda
MedicalaSciencesTH2006THdYTHaccUdZ

6.4 41

379 octiveHtranspositionHinHzebrafishVHProceedingsaofatheaNationalaAcademyaofaSciencesaofatheaUniteda
StatesaofaAmericaTH1996THgaTHYXfeXUc 11.5 41

378 uenomeUwideHossociationHonalysisHinHvumansHzinksHNucleotideH etabolismHtoHzeukocyteHTelomereH
zengthVHAmericanaJournalaofaHumanaGeneticsTH2020THYXdTHafgUbXb 11 40

377  etaUanalysesHofHgenesHmodulatingHintracellularHTaHbioUavailabilityHrevealHaHpossibleHroleHforHtheH
rwïaHgeneHinHosteoarthritisHsusceptibilityVHAnnalsaofatheaRheumaticaDiseasesTH2011THeXTHYdbUe 2.4 40

376 SexHrifferencesHinHueneticHossociationsHWithHzongevityVHJAMAaNetworkaOpenTH2018THYTHeYfYdeX 10.4 40

375 ossociationHofHtheHautoimmunityHlocusHbqZeHwithHjuvenileHidiopathicHarthritisVHArthritisaanda
RheumatismTH2009THdXTHgXYUb 39

374 wnnateHproductionHofHtumourHnecrosisHfactorHalphaHandHinterleukinHYXHisHassociatedHwithHradiologicalH
progressionHofHkneeHosteoarthritisVHAnnalsaofatheaRheumaticaDiseasesTH2008THdeTHYYdcUg 2.4 39

373 ueneticHvariationHdetectedHbyHquantitativeHanalysisHofHendUlabeledHgenomicHrNoHfragmentsVH
ProceedingsaofatheaNationalaAcademyaofaSciencesaofatheaUnitedaStatesaofaAmericaTH1994THgYTHgXcZUd 11.5 39

372
zongUdistanceHrestrictionHmappingHofHtheHproximalHlongHarmHofHhumanHchromosomeHZYHwithHNotHwH
linkingHclonesVHProceedingsaofatheaNationalaAcademyaofaSciencesaofatheaUnitedaStatesaofaAmericaTH1992
THfgTHZaUe

11.5 39

371 ShortHtelomereHlengthHisHassociatedHwithHimpairedHcognitiveHperformanceHinHsuropeanHancestryH
cohortsVHTranslationalaPsychiatryTH2017THeTHeYYXX 8.6 38

370 ulycosylationHofHimmunoglobulinHuHisHregulatedHbyHaHlargeHnetworkHofHgenesHpleiotropicHwithH
inflammatoryHdiseasesVHScienceaAdvancesTH2020THdTHeaaxXaXY 14.3 38

369  icrostructuralHbrainHtissueHdamageHinHmetabolicHsyndromeVHDiabetesaCareTH2014THaeTHbgaUcXX 14.6 38

368 sxploringHgeneticHdeterminantsHofHplasmaHtotalHcholesterolHlevelsHandHtheirHpredictiveHvalueHinHaH
longitudinalHstudyVHAtherosclerosisTH2010THZYaTHZXXUc 3.1 38

367 wnvestigationHofHtheHassociationHofHtheHqεT HandHqεTzYHgenesHwithHradiographicallyHevidentH
osteoarthritisHinHsubjectsHfromHtheHεotterdamHstudyVHArthritisaandaRheumatismTH1997THbXTHYedXUc 38

366 TranscriptionalHassociationsHofHosteoarthritisUmediatedHlossHofHepigeneticHcontrolHinHarticularH
cartilageVHArthritisaandaRheumatologyTH2015THdeTHZYXfUYd 9.5 37

PuElineuSlagboom
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365 ossociationHanalysisHofHinsulinUlikeHgrowthHfactorUYHaxisHparametersHwithHsurvivalHandHfunctionalH
statusHinHnonagenariansHofHtheHzeidenHzongevityHStudyVHAgingTH2015THeTHgcdUda 5.6 37

364  etaUanalysisHonHbloodHtranscriptomicHstudiesHidentifiesHconsistentlyHcoexpressedHproteinUproteinH
interactionHmodulesHasHrobustHmarkersHofHhumanHagingVHAgingaCellTH2014THYaTHZYdUZc 9.9 37

363 TargetedHbiomarkerHdiscoveryHbyHhighHthroughputHglycosylationHprofilingHofHhumanHplasmaH
alphaYUantitrypsinHandHimmunoglobulinHoVHPLoSaONETH2013THfTHeeaXfZ 3.7 37

362 ziteratureUbasedHgeneticHriskHscoresHforHcoronaryHheartHdiseasehHtheHqardiovascularHεegistryH
 aastrichtHPqoεs oQHprospectiveHcohortHstudyVHCirculation:aCardiovascularaGeneticsTH2012THcTHZXZUg 37

361 uenomeUWideHossociationHStudyHonHwmmunoglobulinHuHulycosylationHPatternsVHFrontiersaina
ImmunologyTH2018THgTHZee 8.4 36

360 TheHplaceHofHgeneticsHinHageingHresearchVHNatureaReviewsaGeneticsTH2012THYaTHcfgUgb 30.1 36

359 ShuttlingHbetweenHspeciesHforHpathwaysHofHlifespanHregulationhHaHcentralHroleHforHtheHvitellogeninH
geneHfamilymVHBioEssaysTH2005THZeTHaagUbd 4.1 36

358 SelectionHforHgeneticHvariationHinducingHproUinflammatoryHresponsesHunderHadverseHenvironmentalH
conditionsHinHaHuhanaianHpopulationVHPLoSaONETH2009THbTHeeegc 3.7 35

357 zongevityHdefinedHasHtopHYXMHsurvivorsHandHbeyondHisHtransmittedHasHaHquantitativeHgeneticHtraitVH
NatureaCommunicationsTH2019THYXTHac 17.4 35

356 tactorHVwwHoctivatingHProteaseHPolymorphismHPucabsQHwsHossociatedHwithHwncreasedHεiskHforHStrokeH
andH ortalityVHStrokeaResearchaandaTreatmentTH2011THZXYYTHbZbecg 1.7 34

355 podyHmassHindexHandHalignmentHandHtheirHinteractionHasHriskHfactorsHforHprogressionHofHkneesHwithH
radiographicHsignsHofHosteoarthritisVHOsteoarthritisaandaCartilageTH2011THYgTHYYYeUZZ 6.2 34

354 ueneticHvariationHinHtheHinterleukinUYXHgeneHpromoterHandHriskHofHcoronaryHandHcerebrovascularH
eventshHtheHPεïSPsεHstudyVHAnnalsaofatheaNewaYorkaAcademyaofaSciencesTH2007THYYXXTHYfgUgf 6.5 34

353 tqεzaHpromoterHYdgHqqHhomozygosityHisHassociatedHwithHsusceptibilityHtoHrheumatoidHarthritisHinH
rutchHqaucasiansVHAnnalsaofatheaRheumaticaDiseasesTH2007THddTHfXaUd 2.4 34

352 ueneticHvariantsHinHtheHglucocorticoidHreceptorHgeneHPNεaqYQHandHcardiovascularHdiseaseHriskVHTheH
zeidenHfcUplusHStudyVHBiogerontologyTH2006THeTHZaYUf 4.5 34

351
svolutionarilyHdifferentHalphoidHrepeatHrNoHonHhomologousHchromosomesHinHhumanHandH
chimpanzeeVHProceedingsaofatheaNationalaAcademyaofaSciencesaofatheaUnitedaStatesaofaAmericaTH1992TH
fgTHaaYXUb

11.5 34

350 TranscriptionalHprofilingHofHhumanHfamilialHlongevityHindicatesHaHroleHforHoStYoHandHwzeεVHPLoSaONETH
2012THeTHeZeecg 3.7 34

349
PYdwNybaHPositiveHqellsHinHvumanHSkinHoreHwndicativeHofHzocalHslasticHtiberH orphologyTHtacialH
WrinklingTHandHPerceivedHogeVHJournalsaofaGerontologyanaSeriesaAaBiologicalaSciencesaandaMedicala
SciencesTH2016THeYTHYXZZUf

6.4 33

348 TobaccoHsmokingHisHassociatedHwithHrNoHmethylationHofHdiabetesHsusceptibilityHgenesVHDiabetologia
TH2016THcgTHggfUYXXd 10.3 33

(2016-2015)
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347 revelopmentalHdeterminantsHinHnonUcommunicableHchronicHdiseasesHandHageingVHThoraxTH2015THeXTHcgcUe7.3 33

346
uenomeUwideHassociationHstudyHforHcirculatingHtissueHplasminogenHactivatorHlevelsHandHfunctionalH
followUupHimplicatesHendothelialHSTXpPcHandHSTXZVHArteriosclerosismaThrombosismaandaVasculara
BiologyTH2014THabTHYXgaUYXY

9.4 33

345 zinkageHonHchromosomeHYbHinHaHgenomeUwideHlinkageHstudyHofHaHbroadHanxietyHphenotypeVH
MolecularaPsychiatryTH2008THYaTHfbUg 15.1 33

344 vaplotypeHanalysisHofHthreeHpolymorphismsHofHtheHqïzZoYHgeneHandHassociationsHwithHgeneralisedH
radiologicalHosteoarthritisVHAnnalsaofaHumanaGeneticsTH1999THdaTHagaUbXX 2.2 33

343 uenomeHofHTheHNetherlandsHpopulationUspecificHimputationsHidentifyHanHopqodHvariantHassociatedH
withHcholesterolHlevelsVHNatureaCommunicationsTH2015THdTHdXdc 17.4 32

342 oHgenomeUwideHcopyHnumberHassociationHstudyHofHosteoporoticHfracturesHpointsHtoHtheHdpZcVYH
locusVHJournalaofaMedicalaGeneticsTH2014THcYTHYZZUaY 5.8 32

341 onxietyHandHdepressionHinHchildrenHandHadultshHinfluenceHofHserotonergicHandHneurotrophicHgenesmVH
GenesmaBrainaandaBehaviorTH2010THgTHfXfUYd 3.6 32

340 ueneticHlinkageHandHassociationHanalysisHforHlonelinessHinHrutchHtwinHandHsiblingHpairsHpointsHtoHaH
regionHonHchromosomeHYZqZaUZbVHBehavioraGeneticsTH2006THadTHYaeUbd 3.2 32

339 svidenceHforHthreeHgeneticHlociHinvolvedHinHbothHanorexiaHnervosaHriskHandHvariationHofHbodyHmassH
indexVHMolecularaPsychiatryTH2017THZZTHYgZUZXY 15.1 31

338 ProlongedHhighUfatHdietHinducesHgradualHandHfatHdepotUspecificHrNoHmethylationHchangesHinHadultH
miceVHScientificaReportsTH2017THeTHbaZdY 4.9 31

337 εeplicationHofHzrzHuWosHhitsHinHPεïSPsεWPvoSsHasHvalidationHforHfutureHPpharmacoQgeneticH
analysesVHBMCaMedicalaGeneticsTH2011THYZTHYaY 2.1 31

336 uenomeUwideHlinkageHanalysisHofHmultipleHmeasuresHofHneuroticismHofHZHlargeHcohortsHfromH
oustraliaHandHtheHNetherlandsVHArchivesaofaGeneralaPsychiatryTH2008THdcTHdbgUcf 31

335
NoHincreaseHinHmortalityHandHmorbidityHamongHcarriersHofHtheHqZfZYHmutationHofHtheHhereditaryH
haemochromatosisHgeneHinHtheHoldestHoldhHtheHzeidenHfcUplusHstudyVHEuropeanaJournalaofaClinicala
InvestigationTH2002THaZTHecXUb

4.6 31

334 onalysisHofHtheHmachineryHandHintermediatesHofHtheHchmqUmediatedHrNoHdemethylationHpathwayHinH
agingHonHsamplesHfromHtheH oεyUousHStudyVHAgingTH2016THfTHYfgdUYgZZ 5.6 31

333 uenomeUwideHTransUethnicH etaUanalysisHwdentifiesHSevenHueneticHzociHwnfluencingHsrythrocyteH
TraitsHandHaHεoleHforHεpP SHinHsrythropoiesisVHAmericanaJournalaofaHumanaGeneticsTH2017THYXXTHcYUda 11 30

332 ogingHasHacceleratedHaccumulationHofHsomaticHvariantshHwholeUgenomeHsequencingHofHcentenarianH
andHmiddleUagedHmonozygoticHtwinHpairsVHTwinaResearchaandaHumanaGeneticsTH2013THYdTHYXZdUaZ 2.2 30

331 UsingHancestryUinformativeHmarkersHtoHidentifyHfineHstructureHacrossHYcHpopulationsHofHsuropeanH
originVHEuropeanaJournalaofaHumanaGeneticsTH2014THZZTHYYgXUZXX 5.3 30

330 qommonHvariantsHinHtheHtypeHZHdiabetesHyqNβYHgeneHareHassociatedHwithHimpairmentsHinHinsulinH
secretionHduringHhyperglycaemicHglucoseHclampVHPLoSaONETH2012THeTHeaZYbf 3.7 30

PuElineuSlagboom
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329 vighHserumHglucoseHlevelsHareHassociatedHwithHaHhigherHperceivedHageVHAgeTH2013THacTHYfgUgc 29

328 wzeεHgeneHexpressionHnetworkHassociatesHwithHhumanHhealthyHageingVHImmunityaandaAgeingTH2015TH
YZTHZY 9.7 29

327 PharmacogeneticsHofHstatinshHachievementsTHwholeUgenomeHanalysesHandHfutureHperspectivesVH
PharmacogenomicsTH2012THYaTHfaYUbX 2.6 29

326 ueneticHvariationHinHpentraxinHPPTXQHaHgeneHassociatesHwithHPTXaHproductionHandHfertilityHinHwomenVH
BiologyaofaReproductionTH2010THfZTHZggUaXb 3.9 29

325 JqompensatoryJHuniparentalHdisomyHofHchromosomeHZYHinHtwoHcasesVHJournalaofaMedicalaGeneticsTH
1994THaYTHcabUbX 5.8 29

324 uenomeUwideHstudyHofHgeneHvariantsHassociatedHwithHdifferentialHcardiovascularHeventHreductionHbyH
pravastatinHtherapyVHPLoSaONETH2012THeTHeafZbX 3.7 29

323 WholeUcellHbiosensorHforHlabelUfreeHdetectionHofHuPqεUmediatedHdrugHresponsesHinHpersonalHcellH
linesVHBiosensorsaandaBioelectronicsTH2015THebTHZaaUbZ 11.8 28

322 oHgainHofHfunctionHmutationHinHTNtεStYYpHencodingHosteoprotegerinHcausesHosteoarthritisHwithH
chondrocalcinosisVHAnnalsaofatheaRheumaticaDiseasesTH2015THebTHYecdUdZ 2.4 28

321 tacialHappearanceHreflectsHhumanHfamilialHlongevityHandHcardiovascularHdiseaseHriskHinHhealthyH
individualsVHJournalsaofaGerontologyanaSeriesaAaBiologicalaSciencesaandaMedicalaSciencesTH2013THdfTHYbcUcZ 6.4 28

320 ueneticsHofHhumanHagingVHTheHsearchHforHgenesHcontributingHtoHhumanHlongevityHandHdiseasesHofHtheH
oldVHAnnalsaofatheaNewaYorkaAcademyaofaSciencesTH2000THgXfTHcXUda 6.5 28

319
ongiotensinHwUconvertingHenzymeHandHplasminogenHactivatorHinhibitorUYHgeneHvariantshHriskHofH
mortalityHandHfatalHcardiovascularHdiseaseHinHanHelderlyHpopulationUbasedHcohortVHJournalaofathea
AmericanaCollegeaofaCardiologyTH1999THabTHYYedUfa

15.1 28

318 onHwnternetUpasedHPhysicalHoctivityHwnterventionHtoHwmproveHβualityHofHzifeHofHwnactiveHïlderHodultshH
oHεandomizedHqontrolledHTrialVHJournalaofaMedicalaInternetaResearchTH2016THYfTHeeb 7.6 28

317  etaUanalysisHofHgenomeUwideHassociationHstudiesHofHvrzHcholesterolHresponseHtoHstatinsVHJournala
ofaMedicalaGeneticsTH2016THcaTHfacUfbc 5.8 28

316 octivationUwnducedHoutophagyHwsHPreservedHinHqrbSHTUqellsHinHtamilialHzongevityVHJournalsaofa
GerontologyanaSeriesaAaBiologicalaSciencesaandaMedicalaSciencesTH2017THeZTHYZXYUYZXd 6.4 27

315 TheHValdd etHpolymorphismHofHtheHprNtHgeneHinHanorexiaHnervosahHnewHdataHandHaHmetaUanalysisVH
WorldaJournalaofaBiologicalaPsychiatryTH2013THYbTHbbYUcY 3.8 27

314 vealthHstatusHandHdHyearsHsurvivalHofHccZHgXSHwtalianHsibUshipsHrecruitedHwithinHtheHsUHProjectHusvoH
PusneticsHofHvealthyHogeingQVHAgeTH2014THadTHgbgUdd 27

313 wnterleukinUYHregionHmetaUanalysisHwithHosteoarthritisHphenotypesVHOsteoarthritisaandaCartilageTH
2010THYfTHZXXUe 6.2 27

312  etaUanalysisHofHbgHcbgHindividualsHimputedHwithHtheHYXXXHuenomesHProjectHrevealsHanHexonicH
damagingHvariantHinHoNuPTzbHdeterminingHfastingHTuHlevelsVHJournalaofaMedicalaGeneticsTH2016THcaTHbbYUg5.8 27

(2016-2013)
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311 UncompromisedHYXUyearHsurvivalHofHoldestHoldHcarryingHsomaticHmutationsHinHrN TaoHandHTsTZVH
BloodTH2016THYZeTHYcYZUc 2.2 27

310 uenomicHandHphenotypicHinsightsHfromHanHatlasHofHgeneticHeffectsHonHrNoHmethylationVHNaturea
GeneticsTH2021THcaTHYaYYUYaZY 36.3 27

309 zargeUscaleHplasmaHmetabolomeHanalysisHrevealsHalterationsHinHvrzHmetabolismHinHmigraineVH
NeurologyTH2019THgZTHeYfggUeYgYY 6.5 26

308 zrzHcholesterolHstillHaHproblemHinHoldHagemHoH endelianHrandomizationHstudyVHInternationalaJournala
ofaEpidemiologyTH2015THbbTHdXbUYZ 7.8 26

307 tamilialHzongevityHwsHossociatedHWithHvigherHTSvHSecretionHandHStrongHTSvUfTaHεelationshipVH
JournalaofaClinicalaEndocrinologyaandaMetabolismTH2015THYXXTHafXdUYa 5.6 26

306 SomaticHpointHmutationsHinHmtrNoHcontrolHregionHareHinfluencedHbyHgeneticHbackgroundHandH
associatedHwithHhealthyHaginghHaHusvoHstudyVHPLoSaONETH2010THcTHeYaagc 3.7 26

305 NoHorHonlyHpopulationUspecificHeffectHofHPïNYHonHhumanHlongevityhHaHcomprehensiveHmetaUanalysisVH
AgeingaResearchaReviewsTH2010THgTHZafUbb 12 26

304
ollelicHvariationHatHtheHqUreactiveHproteinHgeneHassociatesHtoHbothHhandHosteoarthritisHseverityHandH
serumHhighHsensitiveHqUreactiveHproteinHlevelsHinHtheHuoεPHstudyVHAnnalsaofatheaRheumaticaDiseasesTH
2008THdeTHfeeUg

2.4 26

303
wnfluenceHofHfamilialHfactorsHonHradiologicHdiseaseHprogressionHoverHtwoHyearsHinHsiblingsHwithH
osteoarthritisHatHmultipleHsiteshHaHprospectiveHlongitudinalHcohortHstudyVHArthritisaandaRheumatismTH
2007THceTHdZdUaZ

26

302 wronHdeficiencyHandHNεo PYHpolymorphismsHPwNTbTHrcbaNHandHaOUTεQHdoHnotHcontributeHtoHseverityH
ofHanaemiaHinHtuberculosisHinHtheHwndonesianHpopulationVHBritishaJournalaofaNutritionTH2007THgfTHdfbUgX 3.6 26

301 wguHglycosylationHandHrNoHmethylationHareHinterconnectedHwithHsmokingVHBiochimicaaEtaBiophysicaa
ActaanaGeneralaSubjectsTH2018THYfdZTHdaeUdbf 4 25

300 TheHsharedHallelicHarchitectureHofHadiponectinHlevelsHandHcoronaryHarteryHdiseaseVHAtherosclerosisTH
2013THZZgTHYbcUf 3.1 25

299 qVHelegansHrotUYZTHNuclearHvormoneHεeceptorsHandHhumanHlongevityHandHdiseaseHatHoldHageVH
AgeingaResearchaReviewsTH2005THbTHacYUeY 12 25

298 βTzsHforHheighthHresultsHofHaHfullHgenomeHscanHinHrutchHsiblingHpairsVHEuropeanaJournalaofaHumana
GeneticsTH2004THYZTHfZXUf 5.3 25

297 svidenceHforHaHβTzHonHchromosomeHYgHinfluencingHzrzHcholesterolHlevelsHinHtheHgeneralHpopulationVH
EuropeanaJournalaofaHumanaGeneticsTH2003THYYTHfbcUcX 5.3 25

296 satingHdisordershHfromHtwinHstudiesHtoHcandidateHgenesHandHbeyondVHTwinaResearchaandaHumana
GeneticsTH2005THfTHbdeUfZ 2.2 25

295  etabolicHbiomarkerHprofilingHforHidentificationHofHsusceptibilityHtoHsevereHpneumoniaHandH
qïVwrUYgHinHtheHgeneralHpopulationVHELifeTH2021THYXTH 8.9 25

294 TheHriskHofHmortalityHandHtheHfactorHVHzeidenHmutationHinHaHpopulationUbasedHcohortVHThrombosisa
andaHaemostasisTH1998THfXTHdXeUg 7 25

PuElineuSlagboom
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293
 etabolomicHandHlipidomicHassessmentHofHtheHmetabolicHsyndromeHinHrutchHmiddleUagedH
individualsHrevealsHnovelHbiologicalHsignaturesHseparatingHhealthHandHdiseaseVHMetabolomicsTH2019TH
YcTHZa

4.7 24

292 ossociationHstudyHofHcandidateHgenesHforHtheHprogressionHofHhandHosteoarthritisVHOsteoarthritisaanda
CartilageTH2013THZYTHcdcUg 6.2 24

291 svidenceHforHtheHassociationHofHtheHSYXXbetaHgeneHwithHlowHcognitiveHperformanceHandHdementiaHinH
theHelderlyVHMolecularaPsychiatryTH2007THYZTHfeXUfX 15.1 24

290
TheHZayHvariantHofHtheHεZayHpolymorphismHinHtheHglucocorticoidHreceptorHgeneHprotectsHagainstH
postnatalHgrowthHfailureHandHinsulinHresistanceHafterHpretermHbirthVHJournalaofaClinicalaEndocrinologya
andaMetabolismTH2007THgZTHbeeeUfZ

5.6 24

289 ThermolabileHmethylenetetrahydrofolateHreductaseHgeneHandHtheHriskHofHcognitiveHimpairmentHinH
thoseHoverHfcVHJournalaofaNeurologymaNeurosurgeryaandaPsychiatryTH1999THdeTHcacUf 5.5 24

288 spigenomeUwideHossociationHStudyHofHottentionUreficitWvyperactivityHrisorderHSymptomsHinH
odultsVHBiologicalaPsychiatryTH2019THfdTHcggUdXe 7.9 24

287 recipheringHosteoarthritisHgeneticsHacrossHfZdTdgXHindividualsHfromHgHpopulationsVHCellTH2021THYfbTHbefbUbfYfVeYe56.2 24

286 qrZZdHPrNo UYQHisHassociatedHwithHsusceptibilityHtoHjuvenileHidiopathicHarthritisVHAnnalsaofathea
RheumaticaDiseasesTH2015THebTHZYgaUf 2.4 23

285 onorexiaHnervosaHandHtheHValYcf etHpolymorphismHofHtheHqï THgenehHmetaUanalysisHandHnewH
dataVHPsychiatricaGeneticsTH2012THZZTHYaXUd 2.9 23

284 vowHtoHdealHwithHtheHearlyHuWoSHdataHwhenHimputingHandHcombiningHdifferentHarraysHisHnecessaryVH
EuropeanaJournalaofaHumanaGeneticsTH2012THZXTHceZUd 5.3 23

283 εiskHfactorsHinHfamilialHosteoarthritishHtheHuoεPHsiblingHstudyVHOsteoarthritisaandaCartilageTH2008THYdTHdcbUg6.2 23

282 εeplicatedHlinkageHforHeyeHcolorHonHYcqHusingHcomparativeHratingsHofHsiblingHpairsVHBehavioraGenetics
TH2006THadTHYZUe 3.2 23

281 qerebralHsmallHvesselHdiseaseHgenomicsHandHitsHimplicationsHacrossHtheHlifespanVHNaturea
CommunicationsTH2020THYYTHdZfc 17.4 22

280 NeoUcartilageHengineeredHfromHprimaryHchondrocytesHisHepigeneticallyHsimilarHtoHautologousH
cartilageTHinHcontrastHtoHusingHmesenchymalHstemHcellsVHOsteoarthritisaandaCartilageTH2016THZbTHYbZaUaX 6.2 22

279
ristinguishingHbetweenHlongevityHandHbufferedUdeleteriousHgenotypesHforHexceptionalHhumanH
longevityhHtheHcaseHofHtheH TPHgeneVHJournalsaofaGerontologyanaSeriesaAaBiologicalaSciencesaanda
MedicalaSciencesTH2012THdeTHYYcaUdX

6.4 22

278 tamilialHlongevityHisHmarkedHbyHlowerHdiurnalHsalivaryHcortisolHlevelshHtheHzeidenHzongevityHStudyVH
PLoSaONETH2012THeTHeaYYdd 3.7 22

277  etaUanalysesHofHgenomeUwideHlinkageHscansHofHanxietyUrelatedHphenotypesVHEuropeanaJournalaofa
HumanaGeneticsTH2012THZXTHYXefUfb 5.3 22

276 ProUinflammatoryHcapacityHofHclassicallyHactivatedHmonocytesHrelatesHpositivelyHtoHmuscleHmassHandH
strengthVHAgingaCellTH2013THYZTHdfZUg 9.9 22

(2013-2019)
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275
ProtonHmagneticHresonanceHspectroscopyHshowsHlowerHintramyocellularHlipidHaccumulationHinH
middleUagedHsubjectsHpredisposedHtoHfamilialHlongevityVHAmericanaJournalaofaPhysiologyana
EndocrinologyaandaMetabolismTH2012THaXZTHsabbUf

6 22

274 TheHvdarHvariantHinHtheHvtsHgeneHpredisposesHtoHarthralgiaTHchondrocalcinosisHandHosteoarthritisVH
AnnalsaofatheaRheumaticaDiseasesTH2007THddTHYbadUbZ 2.4 22

273 StrongHlinkageHonHZqaaVaHtoHfamilialHearlyUonsetHgeneralizedHosteoarthritisHandHaHconsiderationHofH
twoHpositionalHcandidateHgenesVHEuropeanaJournalaofaHumanaGeneticsTH2006THYbTHYZfXUe 5.3 22

272 uenomeUwideHlinkageHscanHtoHidentifyHzociHforHageHatHfirstHcigaretteHinHrutchHsiblingHpairsVHBehaviora
GeneticsTH2006THadTHYXXUYY 3.2 22

271 VariationHinHtheHSvqYHgeneHandHlongevityHinHhumansVHExperimentalaGerontologyTH2004THagTHZdaUf 4.5 22

270 satingHrisordershHtromHTwinHStudiesHtoHqandidateHuenesHandHpeyondVHTwinaResearchaandaHumana
GeneticsTH2005THfTHbdeUbfZ 2.2 22

269 PhenomeHandHgenomeHbasedHstudiesHintoHhumanHageingHandHlongevityhHonHoverviewVHBiochimicaaEta
BiophysicaaActaanaMolecularaBasisaofaDiseaseTH2018THYfdbTHZebZUZecY 6.9 21

268  etaboliteHratiosHasHpotentialHbiomarkersHforHtypeHZHdiabeteshHaHrwεsqTHstudyVHDiabetologiaTH2018TH
dYTHYYeUYZg 10.3 21

267 εelationshipHbetweenHgenomeHandHepigenomeUUchallengesHandHrequirementsHforHfutureHresearchVH
BMCaGenomicsTH2014THYcTHbfe 4.5 21

266 qhromatinHremodelingHofHhumanHsubtelomeresHandHTsεεoHpromotersHuponHcellularHsenescencehH
commonalitiesHandHdifferencesHbetweenHchromosomesVHEpigeneticsTH2013THfTHcYZUZY 5.7 21

265 oHgenomeUwideHlinkageHscanHrevealsHqrcaHasHanHimportantHregulatorHofHinnateHTNtUalphaHlevelsVH
EuropeanaJournalaofaHumanaGeneticsTH2010THYfTHgcaUg 5.3 21

264 ueneticHlinkageHanalysisHofHYbHcandidateHgeneHlociHinHaHfamilyHwithHautosomalHdominantH
osteoarthritisHwithoutHdysplasiaVHJournalaofaMedicalaGeneticsTH1997THabTHYXZbUe 5.8 21

263 wmpactHofHgeneticHvariationsHinHtheHWεNHgeneHonHageHrelatedHpathologiesHandHmortalityVH
MechanismsaofaAgeingaandaDevelopmentTH2006THYZeTHaXeUYa 5.6 21

262 qomparisonHofHvap apHandHYXXXHuenomesHεeferenceHPanelsHinHaHzargeUScaleHuenomeUWideH
ossociationHStudyVHPLoSaONETH2017THYZTHeXYdeebZ 3.7 21

261 veritabilityHestimatesHforHadYHbloodHmetabolitesHacrossHbXHgenomeUwideHassociationHstudiesVH
NatureaCommunicationsTH2020THYYTHag 17.4 21

260 smployingHbiomarkersHofHhealthyHageingHforHleveragingHgeneticHstudiesHintoHhumanHlongevityVH
ExperimentalaGerontologyTH2016THfZTHYddUeb 4.5 21

259 rrugUgeneHinteractionsHandHtheHsearchHforHmissingHheritabilityhHaHcrossUsectionalHpharmacogenomicsH
studyHofHtheHβTHintervalVHPharmacogenomicsaJournalTH2014THYbTHdUYa 3.5 20

258 zowerHsusceptibilityHtoHcerebralHsmallHvesselHdiseaseHinHhumanHfamilialHlongevityhHtheHzeidenH
zongevityHStudyVHStrokeTH2013THbbTHgUYb 6.7 20

PuElineuSlagboom

22



257 orvrHinHrutchHadultshHheritabilityHandHlinkageHstudyVHAmericanaJournalaofaMedicalaGeneticsaPartaB:a
NeuropsychiatricaGeneticsTH2011THYcdpTHacZUdZ 3.5 20

256 SexHdifferencesHinHsumHscoresHmayHbeHhardHtoHinterprethHtheHimportanceHofHmeasurementHinvarianceVH
AssessmentTH2009THYdTHbYcUZa 3.7 20

255 PoSSionhHaHpatternHgrowthHalgorithmUbasedHpipelineHforHspliceHjunctionHdetectionHinHpairedUendH
εNoUSeqHdataVHBioinformaticsTH2012THZfTHbegUfd 7.2 20

254
wnsulinUlikeHgrowthHfactorHwHgeneHpromoterHpolymorphismTHcollagenHtypeHwwHalphaYHPqïzZoYQHgeneTH
andHtheHprevalenceHofHradiographicHosteoarthritishHtheHεotterdamHStudyVHAnnalsaofatheaRheumatica
DiseasesTH2004THdaTHcbbUf

2.4 20

253 TheHqaenorhabditisHelegansHgenomeHcontainsHmonomorphicHminisatellitesHandHsimpleHsequencesVH
NucleicaAcidsaResearchTH1989THYeTHgcZeUaX 20.1 20

252 ossociationHbetweenHseveralHclinicalHandHradiologicalHdeterminantsHwithHlongUtermHclinicalH
progressionHandHgoodHprognosisHofHlowerHlimbHosteoarthritisVHPLoSaONETH2011THdTHeZcbZd 3.7 20

251 zifestyleHandHyouthfulHlooksVHBritishaJournalaofaDermatologyTH2015THYeZTHYaafUbc 4 19

250 wntegrationHofHepidemiologicTHpharmacologicTHgeneticHandHgutHmicrobiomeHdataHinHaH
drugUmetaboliteHatlasVHNatureaMedicineTH2020THZdTHYYXUYYe 50.5 19

249
TheHeffectHofHforcedHexerciseHonHkneeHjointsHinHrioZPUWUQHmicehHtypeHwwHiodothyronineH
deiodinaseUdeficientHmiceHareHlessHproneHtoHdevelopHïoUlikeHcartilageHdamageHuponHexcessiveH
mechanicalHstressVHAnnalsaofatheaRheumaticaDiseasesTH2016THecTHceYUe

2.4 19

248 oHframeworkHforHtheHdetectionHofHdeHnovoHmutationsHinHfamilyUbasedHsequencingHdataVHEuropeana
JournalaofaHumanaGeneticsTH2017THZcTHZZeUZaa 5.3 19

247 VisceralHadiposeHtissueHisHassociatedHwithHmicrostructuralHbrainHtissueHdamageVHObesityTH2015THZaTHYXgZUd 8 19

246 SerumHinsulinUlikeHgrowthHfactorHYHandHfacialHageinghHhighHlevelsHassociateHwithHreducedHskinH
wrinklingHinHaHcrossUsectionalHstudyVHBritishaJournalaofaDermatologyTH2013THYdfTHcaaUf 4 19

245 tamilialHlongevityHisHmarkedHbyHbetterHcognitiveHperformanceHatHmiddleHagehHtheHzeidenHzongevityH
StudyVHPLoSaONETH2013THfTHecegdZ 3.7 19

244
 ulticenterHdizygoticHtwinHcohortHstudyHconfirmsHtwoHlinkageHsusceptibilityHlociHforHbodyHmassHindexH
atHaqZgHandHeqadHandHidentifiesHthreeHfurtherHpotentialHnovelHlociVHInternationalaJournalaofaObesityTH
2009THaaTHYZacUbZ

5.5 19

243  utationHanalysisHofHcandidateHgenesHwithinHtheHZqaaVaHlinkageHareaHforHfamilialHearlyUonsetH
generalisedHosteoarthritisVHEuropeanaJournalaofaHumanaGeneticsTH2007THYcTHegYUg 5.3 19

242 ossociationHofHmaternalHprenatalHsmokingHutwYUlocusHandHcardioUmetabolicHphenotypesHinHYfTZYZH
adultsVHEBioMedicineTH2018THafTHZXdUZYd 8.8 19

241 outomatedHquantificationHofHmetabolitesHinHbloodUderivedHsamplesHbyHN εVHAnalyticaaChimicaaActaTH
2017THgedTHcZUdZ 6.6 18

240 WhiteH atterHzesionHProgressionhHuenomeUWideHSearchHforHueneticHwnfluencesVHStrokeTH2015THbdTHaXbfUce6.7 18

(2015-2011)
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239 wntegratingHmetabolomicsHprofilingHmeasurementsHacrossHmultipleHbiobanksVHAnalyticalaChemistryTH
2014THfdTHbYYXUb 7.8 18

238 ossociationHofHadiponectinHandHleptinHwithHrelativeHtelomereHlengthHinHsevenHindependentHcohortsH
includingHYYTbbfHparticipantsVHEuropeanaJournalaofaEpidemiologyTH2014THZgTHdZgUaf 12.1 18

237
uenomeUwideHlinkageHscanHinHaffectedHsiblingHpairsHidentifiesHnovelHsusceptibilityHregionHforHvenousH
thromboembolismhHueneticsHwnHtamilialHThrombosisHstudyVHJournalaofaThrombosisaandaHaemostasisTH
2013THYYTHYbebUfb

15.4 18

236 ombulantHZbUhHglucoseHrhythmsHmarkHcalendarHandHbiologicalHageHinHapparentlyHhealthyHindividualsVH
AgingaCellTH2013THYZTHZXeUYa 9.9 18

235
PqSygHSNPHrsYYcgYYbeHisHassociatedHwithHlowHcholesterolHlevelsHbutHnotHwithHcognitiveH
performanceHorHnoncardiovascularHclinicalHeventsHinHanHelderlyHpopulationVHJournalaofaLipidaResearchTH
2013THcbTHcdYUcdd

6.3 18

234
TheHserotoninHtransporterHgeneHlengthHpolymorphismHPcUvTTzPεQHandHlifeHeventshHnoHevidenceHforH
anHinteractionHeffectHonHneuroticismHandHanxiousHdepressiveHsymptomsVHTwinaResearchaandaHumana
GeneticsTH2010THYaTHcbbUg

2.2 18

233 royleHwndexHisHaHvaluableHadditionalHpainHmeasureHinHosteoarthritisVHOsteoarthritisaandaCartilageTH
2010THYfTHYXbdUcX 6.2 18

232
vighH icrosatelliteHandHSNPHuenotypingHSuccessHεatesHsstablishedHinHaHzargeHNumberHofHuenomicH
rNoHSamplesHsxtractedHtromH outhHSwabsHandHuenotypesVHTwinaResearchaandaHumanaGeneticsTH
2006THgTHcXYUcXd

2.2 18

231 ploodH etabolomicH easuresHossociateHWithHPresentHandHtutureHulycemicHqontrolHinHTypeHZH
riabetesVHJournalaofaClinicalaEndocrinologyaandaMetabolismTH2018THYXaTHbcdgUbceg 5.6 18

230 SuggestiveHlinkageHonHchromosomeHZTHfTHandHYeHforHlifetimeHmajorHdepressionVHAmericanaJournalaofa
MedicalaGeneticsaPartaB:aNeuropsychiatricaGeneticsTH2009THYcXpTHacZUf 3.5 17

229 ziverHXHreceptorHalphaHassociatesHwithHhumanHlifeHspanVHJournalsaofaGerontologyanaSeriesaAaBiologicala
SciencesaandaMedicalaSciencesTH2007THdZTHabaUg 6.4 17

228
svidenceHforHaHroleHofHtheHgenomicHregionHofHtheHgeneHencodingHforHtheHalphaYHchainHofHtypeHwXH
collagenHPqïzgoYQHinHhipHosteoarthritishHoHpopulationUbasedHstudyVHArthritisaandaRheumatismTH2005TH
cZTHYbaeUbZ

17

227 uenomeHscanningHofHbreastHcancersHbyHtwoUdimensionalHrNoHtypingVHBritishaJournalaofaCancerTH1994TH
dgTHfbUgZ 8.7 17

226 PolymorphismsHassociatedHwithHtypeHZHdiabetesHinHfamilialHlongevityhHTheHzeidenHzongevityHStudyVH
AgingTH2011THaTHccUdZ 5.6 17

225  etabolicHeffectsHofHaHYaUweeksHlifestyleHinterventionHinHolderHadultshHTheHurowingHïldHTogetherH
StudyVHAgingTH2016THfTHYYYUZd 5.6 17

224
roseUresponseHeffectsHofHaHWebUbasedHphysicalHactivityHprogramHonHbodyHcompositionHandH
metabolicHhealthHinHinactiveHolderHadultshHadditionalHanalysesHofHaHrandomizedHcontrolledHtrialVH
JournalaofaMedicalaInternetaResearchTH2014THYdTHeZdc

7.6 17

223 ueneticHandHlifestyleHriskHfactorsHforH εwUdefinedHbrainHinfarctsHinHaHpopulationUbasedHsettingVH
NeurologyTH2019TH 6.5 17

222 tamilialHlongevityHisHcharacterizedHbyHhighHcircadianHrhythmicityHofHserumHcholesterolHinHhealthyH
elderlyHindividualsVHAgingaCellTH2017THYdTHZaeUZba 9.9 16
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221 vandgripHstrengthHatHmidlifeHandHfamilialHlongevityHhHTheHzeidenHzongevityHStudyVHAgeTH2012THabTHYZdYUf 16

220 ossociationHstudyHinHeatingHdisordershHTPvZHassociatesHwithHanorexiaHnervosaHandHselfUinducedH
vomitingVHGenesmaBrainaandaBehaviorTH2011THYXTHZadUba 3.6 16

219
obdominalHfatHaccumulationHinHadultsHbornHpretermHexposedHantenatallyHtoHmaternalHglucocorticoidH
treatmentHisHdependentHonHglucocorticoidHreceptorHgeneHvariationVHJournalaofaClinicalaEndocrinologya
andaMetabolismTH2011THgdTHsYdcXUc

5.6 16

218
ueneticHvariationHinHPqotTHaHkeyHmediatorHinHepigeneticsTHisHassociatedHwithHreducedHvascularH
morbidityHandHmortalityhHevidenceHforHaHnewHconceptHfromHthreeHindependentHprospectiveHstudiesVH
HeartTH2011THgeTHYbaUcX

5.1 16

217 PericonceptionHmaternalHsmokingHandHlowHeducationHareHassociatedHwithHmethylationHofHwNSwutHinH
childrenHatHtheHageHofHYeHmonthsVHJournalaofaDevelopmentalaOriginsaofaHealthaandaDiseaseTH2012THaTHaYcUZX2.4 16

216 TheHcomplexHgeneticsHofHgaitHspeedhHgenomeUwideHmetaUanalysisHapproachVHAgingTH2017THgTHZXgUZbd 5.6 16

215
wntegratingHproteinUproteinHinteractionHnetworksHwithHgeneUgeneHcoUexpressionHnetworksHimprovesH
geneHsignaturesHforHclassifyingHbreastHcancerHmetastasisVHJournalaofaIntegrativeaBioinformaticsTH2011TH
fTHYff

3.8 16

214 proadHphenotypeHofHcysteineUalteringHvariantsHinHUyHpiobankhHqoroSwzHtoHnonpenetranceVH
NeurologyTH2020THgcTHeYfacUeYfba 6.5 16

213
ontioxidantsHlinkedHwithHphysicalTHcognitiveHandHpsychologicalHfrailtyhHonalysisHofHcandidateH
biomarkersHandHmarkersHderivedHfromHtheH oεyUousHstudyVHMechanismsaofaAgeingaanda
DevelopmentTH2019THYeeTHYacUYba

5.6 16

212 NonUresponseHtoHPstatinQHtherapyhHtheHimportanceHofHdistinguishingHnonUrespondersHfromH
nonUadherersHinHpharmacogeneticHstudiesVHEuropeanaJournalaofaClinicalaPharmacologyTH2016THeZTHbaYUe 2.8 15

211 zowHmitochondrialHrNoHcontentHassociatesHwithHfamilialHlongevityhHtheHzeidenHzongevityHStudyVHAgeTH
2014THadTHgdZg 15

210  etaUanalysisHidentifiesHlociHaffectingHlevelsHofHtheHpotentialHosteoarthritisHbiomarkersHsqï PHandH
uqTXUwwHwithHgenomeHwideHsignificanceVHJournalaofaMedicalaGeneticsTH2014THcYTHcgdUdXb 5.8 15

209  orphometricHskinHcharacteristicsHdependentHonHchronologicalHandHbiologicalHagehHtheHzeidenH
zongevityHStudyVHAgeTH2012THabTHYcbaUcZ 15

208 TheHroleHofHplasmaHcytokineHlevelsTHqεPHandHSelenoproteinHSHgeneHvariationHinHïoVHOsteoarthritisaanda
CartilageTH2009THYeTHdZYUd 6.2 15

207 uenomicHstudiesHinHageingHresearchhHtheHneedHtoHintegrateHgeneticHandHgeneHexpressionH
approachesVHJournalaofaInternalaMedicineTH2008THZdaTHYcaUdd 10.8 15

206 turtherHevidenceHforHaHβTzHinfluencingHbodyHmassHindexHonHchromosomeHepHfromHaHgenomeUwideH
scanHinHrutchHfamiliesVHTwinaResearchaandaHumanaGeneticsTH2004THeTHYgZUd 15

205 rNoHmethodsHforHdetectingHandHanalyzingHmutationsHinHvivoVHMutationaResearchanaFundamentalaanda
MolecularaMechanismsaofaMutagenesisTH1987THYfYTHZZeUab 3.3 15

204 qopyHnumberHvariationHassociatesHwithHmortalityHinHlongUlivedHindividualshHaHgenomeUwideH
assessmentVHAgingaCellTH2016THYcTHbgUcc 9.9 15

(2016-2012)

25



203 sstablishingHaHTwinHεegisterhHonHwnvaluableHεesourceHforHPpehaviorQHueneticTHspidemiologicalTH
piomarkerTHandHOïmicsOHStudiesVHTwinaResearchaandaHumanaGeneticsTH2018THZYTHZagUZcZ 2.2 15

202 rNoHmethylationHsignaturesHofHeducationalHattainmentVHNpjaScienceaofaLearningTH2018THaTHe 6 14

201 oHgenomeUwideHassociationHstudyHidentifiesHgeneticHlociHassociatedHwithHspecificHlobarHbrainH
volumesVHCommunicationsaBiologyTH2019THZTHZfc 6.7 14

200 qortisolHserumHlevelsHinHfamilialHlongevityHandHperceivedHagehHtheHzeidenHlongevityHstudyVH
PsychoneuroendocrinologyTH2012THaeTHYddgUec 5 14

199 twSvHanalysisHofHsixHchromosomesHinHunfertilizedHhumanHoocytesHafterHpolarHbodyHremovalVHJournala
ofaAssistedaReproductionaandaGeneticsTH2000THYeTHZedUfa 3.4 14

198 twSvHdetectionHofHtrisomyHZYHinHinterphaseHbyHtheHsimultaneousHuseHofHtwoHdifferentiallyHlabelledH
cosmidHcontigsVHJournalaofaMedicalaGeneticsTH1994THaYTHdegUfc 5.8 14

197 SystematicHtestingHofHliteratureHreportedHgeneticHvariationHassociatedHwithHcoronaryHrestenosishH
resultsHofHtheHusNrsεHStudyVHPLoSaONETH2012THeTHebZbXY 3.7 14

196 rNoHdamageHmarkersHinHdermalHfibroblastsHinHvitroHreflectHchronologicalHdonorHageVHAgingTH2016THfTHYbeUce5.6 14

195
TheHzeidenHtamilyHzabHstudyHonHSocialHonxietyHrisorderhHoHmultiplexTHmultigenerationalHfamilyHstudyH
onHneurocognitiveHendophenotypesVHInternationalaJournalaofaMethodsainaPsychiatricaResearchTH2018TH
ZeTHeYdYd

4.3 13

194 uenomeUwideHidentificationHofHdirectedHgeneHnetworksHusingHlargeUscaleHpopulationHgenomicsHdataVH
NatureaCommunicationsTH2018THgTHaXge 17.4 13

193 ueneticHvariationHinHVTqNYHPpeUvbQHisHassociatedHwithHcourseHofHdiseaseHinHjuvenileHidiopathicH
arthritisVHAnnalsaofatheaRheumaticaDiseasesTH2014THeaTHYYgfUZXY 2.4 13

192 tamilialHresemblanceHforHserumHmetaboliteHconcentrationsVHTwinaResearchaandaHumanaGeneticsTH
2013THYdTHgbfUdY 2.2 13

191 NonUhomologousHendUjoiningHpathwayHassociatedHwithHoccurrenceHofHmyocardialHinfarctionhHgeneH
setHanalysisHofHgenomeUwideHassociationHstudyHdataVHPLoSaONETH2013THfTHecdZdZ 3.7 13

190 PolymorphismsHinHTzεbHandHTzεZHgenesTHcytokineHproductionHandHsurvivalHinHruralHuhanaVHEuropeana
JournalaofaHumanaGeneticsTH2010THYfTHbgXUc 5.3 13

189 oHgenomeUwideHassociationHstudyHidentifiesHaHregionHatHchromosomeHYZHasHaHpotentialHsusceptibilityH
locusHforHrestenosisHafterHpercutaneousHcoronaryHinterventionVHHumanaMolecularaGeneticsTH2011THZXTHbebfUce5.6 13

188 ueneticsHandHbehavioralHmedicinehHriskHfactorsHforHcardiovascularHdiseaseVHBehavioralaMedicineTH1997TH
ZZTHYbYUg 4.4 13

187 ueneticHinfluencesHonHdisorderedHeatingHbehaviourHareHlargelyHindependentHofHbodyHmassHindexVH
ActaaPsychiatricaaScandinavicaTH2008THYYeTHabfUcd 6.5 13

186 octivityHrecognitionHusingHwearableHsensorsHforHtrackingHtheHelderlyVHUseraModelingaanda
UsernAdaptedaInteractionTH2020THaXTHcdeUdXc 3.9 13

PuElineuSlagboom
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185 TheHoposH˛µbHwsoformhHqanHtheHεiskHofHriseasesHbeHεeducedHbyHsnvironmentalHtactorsmVHJournalsaofa
GerontologyanaSeriesaAaBiologicalaSciencesaandaMedicalaSciencesTH2019THebTHggUYXe 6.4 13

184 SecondaryHphenotypeHanalysisHinHascertainedHfamilyHdesignshHapplicationHtoHtheHzeidenHlongevityH
studyVHStatisticsainaMedicineTH2017THadTHZZffUZaXY 2.3 12

183 onHalternativeHapproachHtoHmultipleHtestingHforHmethylationHβTzHmappingHreducesHtheHproportionH
ofHfalselyHidentifiedHqpusVHBioinformaticsTH2015THaYTHabXUc 7.2 12

182
ulucocorticoidHreceptorHgeneHpolymorphismsHareHassociatedHwithHreducedHfirstUphaseH
glucoseUstimulatedHinsulinHsecretionHandHdispositionHindexHinHwomenTHbutHnotHinHmenVHDiabetica
MedicineTH2012THZgTHeZYYUd

3.5 12

181 rrugUueneHwnteractionsHofHontihypertensiveH edicationsHandHεiskHofHwncidentHqardiovascularH
riseasehHoHPharmacogenomicsHStudyHfromHtheHqvoεusHqonsortiumVHPLoSaONETH2015THYXTHeXYbXbgd 3.7 12

180  etabolicHhealthHinHfamiliesHenrichedHforHlongevityHisHassociatedHwithHlowHprevalenceHofHhandH
osteoarthritisHandHinfluencesHïoHbiomarkerHprofilesVHAnnalsaofatheaRheumaticaDiseasesTH2013THeZTHYddgUeb2.4 12

179 TheHinfluenceHofHclanHstructureHonHtheHgeneticHvariationHinHaHsingleHuhanaianHvillageVHEuropeana
JournalaofaHumanaGeneticsTH2013THZYTHYYabUg 5.3 12

178 WeightedHstatisticsHforHaggregationHandHlinkageHanalysisHofHhumanHlongevityHinHselectedHfamilieshH
theHzeidenHzongevityHStudyVHStatisticsainaMedicineTH2009THZfTHYbXUcY 2.3 12

177 ueneticHassociationHanalysisHofHYaHnuclearUencodedHmitochondrialHcandidateHgenesHwithHtypeHwwH
diabetesHmellitushHtheHro ousHstudyVHEuropeanaJournalaofaHumanaGeneticsTH2009THYeTHYXcdUdZ 5.3 12

176 zevelsHofHZcUhydroxyvitaminHrHinHfamilialHlongevityhHtheHzeidenHzongevityHStudyVHCmajTH2012THYfbTHsgdaUf3.5 12

175 ueneticHassociationHanalysisHofHεvïpHandHTXNrqaHinHosteoarthritisVHAmericanaJournalaofaHumana
GeneticsTH2007THfXTHafaUdiHauthorHreplyHafdUe 11 12

174 oHwholeUgenomeHscanHforHZbUhourHrespirationHratehHaHmajorHlocusHatHYXqZdHinfluencesHrespirationH
duringHsleepVHAmericanaJournalaofaHumanaGeneticsTH2005THedTHYXXUYY 11 12

173 vumanHqytokineHεesponseHtoHexHvivoHomyloidU˛†HStimulationHisH ediatedHbyHueneticHtactorsVHTwina
ResearchaandaHumanaGeneticsTH2005THfTHYaZUYae 2.2 12

172 wprHsharingHaroundHtheHPPoεuHlocusHisHnotHincreasedHinHdizygoticHtwinsHorHtheirHmothersVHNaturea
GeneticsTH2001THZfTHaYc 36.3 12

171 uenomeHscanningHbyHtwoUdimensionalHrNoHtypinghHtheHuseHofHrepetitiveHrNoHsequencesHforHrapidH
mappingHofHgeneticHtraitsVHElectrophoresisTH1991THYZTHYYgUab 3.6 12

170 ThyroidHstatusHandHmortalityHinHnonagenariansHfromHlongUlivedHfamiliesHandHtheHgeneralHpopulationVH
AgingTH2017THgTHZZZaUZZab 5.6 12

169 qerebralH icrobleedsHandHzacunarHwnfarctsHoreHossociatedHwithHWalkingHSpeedHwndependentHofH
qognitiveHPerformanceHinH iddleUogedHtoHïlderHodultsVHGerontologyTH2016THdZTHcXXUe 5.5 12

168 SharedHgeneticHriskHbetweenHeatingHdisorderUHandHsubstanceUuseUrelatedHphenotypeshHsvidenceH
fromHgenomeUwideHassociationHstudiesVHAddictionaBiologyTH2021THZdTHeYZffX 4.6 12

(2021-2019)
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167 outosomalHgeneticHvariationHisHassociatedHwithHrNoHmethylationHinHregionsHvariablyHescapingH
XUchromosomeHinactivationVHNatureaCommunicationsTH2018THgTHaeaf 17.4 12

166 zongitudinalHweightHdifferencesTHgeneHexpressionHandHbloodHbiomarkersHinHp wUdiscordantHidenticalH
twinsVHInternationalaJournalaofaObesityTH2015THagTHfggUgXg 5.5 11

165
zongevityHoroundHtheHTurnHofHtheHZXthHqenturyhHzifeUzongHSustainedHSurvivalHodvantageHforHParentsH
ofHTodayOsHNonagenariansVHJournalsaofaGerontologyanaSeriesaAaBiologicalaSciencesaandaMedicalaSciences
TH2018THeaTHYZgcUYaXZ

6.4 11

164 qUreactiveHproteinHandHglucoseHregulationHinHfamilialHlongevityVHAgeTH2011THaaTHdZaUaX 11

163 wncidentHvenousHthromboembolicHeventsHinHtheHProspectiveHStudyHofHPravastatinHinHtheHslderlyHatH
εiskHPPεïSPsεQVHBMCaGeriatricsTH2011THYYTHf 4.1 11

162 VitaminHrHreceptorHgeneHpolymorphismsHhaveHnegligibleHeffectHonHhumanHheightVHTwinaResearcha
andaHumanaGeneticsTH2008THYYTHbffUgb 2.2 11

161 oHpowerfulHandHrapidHapproachHtoHhumanHgenomeHscanningHusingHsmallHquantitiesHofHgenomicHrNoVH
GeneticalaResearchTH2001THeeTHYZgUab 1.1 11

160 roHsenescenceHmarkersHcorrelateHinHvitroHandHinHsituHwithinHindividualHhumanHdonorsmVHAgingTH2018TH
YXTHZefUZfg 5.6 11

159 trailtyHinHendUstageHhipHorHkneeHosteoarthritishHvalidationHofHtheHuroningenHtrailtyHwndicatorHPutwQH
questionnaireVHRheumatologyaInternationalTH2018THafTHgYeUgZb 3.6 11

158 ValidatedHinferenceHofHsmokingHhabitsHfromHbloodHwithHaHfiniteHrNoHmethylationHmarkerHsetVH
EuropeanaJournalaofaEpidemiologyTH2019THabTHYXccUYXeb 12.1 10

157 retectingHdispersedHduplicationsHinHhighUthroughputHsequencingHdataHusingHaHdatabaseUfreeH
approachVHBioinformaticsTH2016THaZTHcXcUYX 7.2 10

156 SexUspecificHeffectsHofHnaturallyHoccurringHvariantsHinHtheHdopamineHreceptorHrZHlocusHonHinsulinH
secretionHandHtypeHZHdiabetesHsusceptibilityVHDiabeticaMedicineTH2014THaYTHYXXYUf 3.5 10

155 wnfluenceHofHcandidateHgenesHonHattentionHproblemsHinHchildrenhHaHlongitudinalHstudyVHBehaviora
GeneticsTH2011THbYTHYccUdb 3.2 10

154 qombinedHassociationHandHlinkageHanalysisHappliedHtoHtheHoPïsHlocusVHGeneticaEpidemiologyTH2004TH
ZdTHaZfUae 2.6 10

153 TheHdynamicsHofHgenomeHorganizationHandHexpressionHduringHtheHagingHprocessVHAnnalsaofatheaNewa
YorkaAcademyaofaSciencesTH1992THdeaTHcfUdg 6.5 10

152
vighHmicrosatelliteHandHSNPHgenotypingHsuccessHratesHestablishedHinHaHlargeHnumberHofHgenomicH
rNoHsamplesHextractedHfromHmouthHswabsHandHgenotypesVHTwinaResearchaandaHumanaGeneticsTH
2006THgTHcXYUd

2.2 10

151 uenomeUwideHidentificationHofHgenesHregulatingHrNoHmethylationHusingHgeneticHanchorsHforHcausalH
inferenceVHGenomeaBiologyTH2020THZYTHZZX 18.3 10

150 ossociationHofHcommonHgeneticHvariantsHwithHbrainHmicrobleedshHoHgenomeUwideHassociationHstudyVH
NeurologyTH2020THgcTHeaaaYUeaaba 6.5 10

PuElineuSlagboom
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149 SelfUratedHhealthHinHindividualsHwithHandHwithoutHdiseaseHisHassociatedHwithHmultipleHbiomarkersH
representingHmultipleHbiologicalHdomainsVHScientificaReportsTH2021THYYTHdYag 4.9 10

148 zargeUscaleHpharmacogenomicHstudyHofHsulfonylureasHandHtheHβTTHxTHandHβεSHintervalshHqvoεusH
PharmacogenomicsHWorkingHuroupVHPharmacogenomicsaJournalTH2018THYfTHYZeUYac 3.5 9

147 qorticalHphaseHchangesHmeasuredHusingHeUTH εwHinHsubjectsHwithHsubjectiveHcognitiveHimpairmentTH
andHtheirHassociationHwithHcognitiveHfunctionVHNMRainaBiomedicineTH2016THZgTHYZfgUgb 4.4 9

146 ueneticHvariationHatHtheHTPvZHgeneHinfluencesHimpulsivityHinHadditionHtoHeatingHdisordersVHBehaviora
GeneticsTH2013THbaTHZbUaa 3.2 9

145 prainHtissueHvolumesHinHfamilialHlongevityhHtheHzeidenHzongevityHStudyVHAgingaCellTH2012THYYTHgaaUg 9.9 9

144 oHgenomeHwideHassociationHanalysisHinHtheHusNrsεHstudyVHNetherlandsaHeartaJournalTH2009THYeTHZdZUb 2.2 9

143 PolymorphismsHinHproinflammatoryHgenesHandHsusceptibilityHtoHtyphoidHfeverHandHparatyphoidH
feverVHJournalaofaInterferonaandaCytokineaResearchTH2007THZeTHZeYUg 3.5 9

142 TwoUlocusHlinkageHanalysisHappliedHtoHputativeHquantitativeHtraitHlociHforHlipoproteinPaQHlevelsVHTwina
ResearchaandaHumanaGeneticsTH2003THdTHaZZUb 9

141 TheHeffectHofHstandardizedHfoodHintakeHonHtheHassociationHbetweenHp wHandHvUN εHmetabolitesVH
ScientificaReportsTH2016THdTHafgfX 4.9 9

140  aternalHandHchildHcytokineHrelationshipHinHearlyHlifeHisHnotHalteredHbyHcytokineHgeneHpolymorphismsVH
GenesaandaImmunityTH2016THYeTHafXUafc 4.4 9

139 ossessmentHofHhealthHstatusHbyHmolecularHmeasuresHinHadultsHrangingHfromHmiddleUagedHtoHoldhH
εeadyHforHclinicalHusemVHExperimentalaGerontologyTH2017THfeTHYecUYfY 4.5 8

138 tastHzqUsSwU SW SHanalysisHandHinfluenceHofHsamplingHconditionsHforHgutHmetabolitesHinHplasmaHandH
serumVHScientificaReportsTH2019THgTHYZaeX 4.9 8

137 oHcharacterizationHofHpostzygoticHmutationsHidentifiedHinHmonozygoticHtwinsVHHumanaMutationTH2018
THagTHYagaUYbXY 4.7 8

136 εepeatHlengthHvariationsHinHpolyglutamineHdiseaseUassociatedHgenesHaffectHbodyHmassHindexVH
InternationalaJournalaofaObesityTH2019THbaTHbbXUbbg 5.5 8

135
wntegratingHProteinUProteinHwnteractionHNetworksHwithHueneUHueneHqoUsxpressionHNetworksH
improvesHueneHSignaturesHforHqlassifyingHpreastHqancerH etastasisVHJournalaofaIntegrativea
BioinformaticsTH2011THfTHZZZUZaf

3.8 8

134
qhronicHinhibitionHofHtheHrespiratoryHchainHinHhumanHfibroblastHcultureshHdifferentialHresponsesH
relatedHtoHsubjectHchronologicalHandHbiologicalHageVHJournalsaofaGerontologyanaSeriesaAaBiologicala
SciencesaandaMedicalaSciencesTH2012THdeTHbcdUdb

6.4 8

133 ueneticHassociationHanalysisHofHzoεSZHwithHtypeHZHdiabetesVHDiabetologiaTH2010THcaTHYXaUYX 10.3 8

132 ossociationHofHliverHenzymesHandHcomputedHtomographyHmarkersHofHliverHsteatosisHwithHfamilialH
longevityVHPLoSaONETH2014THgTHegYXfc 3.7 8

(2014-2021)

29



131 ossociationHbetweenHtheHrsegXaYbdHPolymorphismHinHtheHTqtezZHueneHandHParametersHrerivedH
withHqontinuousHulucoseH onitoringHinHwndividualsHwithoutHriabetesVHPLoSaONETH2016THYYTHeXYbgggZ 3.7 8

130 ueneticallyHdefinedHelevatedHhomocysteineHlevelsHdoHnotHresultHinHwidespreadHchangesHofHrNoH
methylationHinHleukocytesVHPLoSaONETH2017THYZTHeXYfZbeZ 3.7 8

129 TheHmultifacetedHinterplayHbetweenHlipidsHandHepigeneticsVHCurrentaOpinionainaLipidologyTH2016THZeTHZffUgb4.4 8

128 ossociationsHofHqytomegalovirusHwnfectionHWithHollUqauseHandHqardiovascularH ortalityHinH ultipleH
ïbservationalHqohortHStudiesHofHïlderHodultsVHJournalaofaInfectiousaDiseasesTH2021THZZaTHZafUZbd 7 8

127 zowHtobaccoUrelatedHcancerHincidenceHinHoffspringHofHlongUlivedHsiblingshHaHcomparisonHwithHranishH
nationalHcancerHregistryHdataVHAnnalsaofaEpidemiologyTH2015THZcTHcdgUcebVea 6.4 7

126 ParametersHofHglucoseHmetabolismHandHtheHagingHbrainhHaHmagnetizationHtransferHimagingHstudyHofH
brainHmacroUHandHmicroUstructureHinHolderHadultsHwithoutHdiabetesVHAgeTH2015THaeTHgfXZ 7

125 VariantsHofHtheHwzUYXHgeneHassociateHwithHmuscleHstrengthHinHelderlyHfromHruralHofricahHaHcandidateH
geneHstudyVHAgingaCellTH2014THYaTHfdZUf 9.9 7

124
vowHtoHclassifyHtheHoldestHoldHaccordingHtoHtheirHhealthHstatushHaHstudyHonHYYdXHsubjectsHbelongingH
toHccZHgXSHwtalianHsibUshipsHcharacterizedHbyHfamilialHlongevityHrecruitedHwithinHtheHusvoHsUH
ProjectVHMechanismsaofaAgeingaandaDevelopmentTH2013THYabTHcdXUg

5.6 7

123  arkersHofHhealthHandHdiseaseHandHpigmentedHspotsHinHaHmiddleUagedHpopulationVHBritishaJournalaofa
DermatologyTH2015THYeaTHYccXUZ 4 7

122 ParentalHlongevityHcorrelatesHwithHoffspringOsHoptimismHinHtwoHcohortsHofHcommunityUdwellingH
olderHsubjectsVHAgeTH2012THabTHbdYUf 7

121 TestingHtheHdruggableHendothelialHdifferentiationHgeneHZHkneeHosteoarthritisHgeneticHfactorHforH
replicationHinHaHwideHrangeHofHsampleHcollectionsVHAnnalsaofatheaRheumaticaDiseasesTH2009THdfTHYXYeUZY 2.4 7

120
wnterleukinUYHgeneHclusterHvariantsHwithHinnateHcytokineHproductionHprofilesHandHosteoarthritisHinH
subjectsHfromHtheHueneticsTHïsteoarthritisHandHProgressionHStudyVHArthritisaandaRheumatismTH2010TH
dZTHYYYgUZd

7

119 qommonHgeneticHvariationHinHtheHsstrogenHεeceptorHpetaHPsSεZQHgeneHandHosteoarthritishHresultsHofH
aHmetaUanalysisVHBMCaMedicalaGeneticsTH2010THYYTHYdb 2.1 7

118 zymphotoxinUalphaHqfXboHpolymorphismHisHaHriskHfactorHforHstrokeVHTheHPεïSPsεHstudyVH
ExperimentalaGerontologyTH2008THbaTHfXYUc 4.5 7

117 ïrganisationHofHtheHhumanHgenomeHandHourHtoolsHforHidentifyingHdiseaseHgenesVHBiologicala
PsychologyTH2002THdYTHYYUaY 3.2 7

116 mεNoHlevelsHandHmethylationHpatternsHofHtheHtyrosineHaminotransferaseHgeneHinHagingHinbredHratsVH
FEBSaLettersTH1990THZdgTHYZfUaX 3.8 7

115 PathwayHanalysisHusingHgenomeUwideHassociationHstudyHdataHforHcoronaryHrestenosisUUaHpotentialH
roleHforHtheHPoεVpHgeneVHPLoSaONETH2013THfTHeeXded 3.7 7

114 vypothesisUfreeHidentificationHofHmodulatorsHofHgeneticHriskHfactors 7

PuElineuSlagboom
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113 ploodHbiomarkerHscoreHidentifiesHindividualsHatHhighHriskHforHsevereHqïVwrUYgHaHdecadeHpriorHtoH
diagnosishHmetabolicHprofilingHofHYXcTXXXHadultsHinHtheHUyHpiobank 7

112 uenomicHandHphenomicHinsightsHfromHanHatlasHofHgeneticHeffectsHonHrNoHmethylation 7

111 wnterrelationshipsHpetweenHPituitaryHvormonesHasHossessedHtromHZbUhourHSerumHqoncentrationsHinH
vealthyHïlderHSubjectsVHJournalaofaClinicalaEndocrinologyaandaMetabolismTH2020THYXcTH 5.6 7

110  etabolicHogeHpasedHonHtheHpp εwUNzHvUN εH etabolomicsHεepositoryHasHpiomarkerHofH
ogeUrelatedHriseaseVHCirculationaGenomicaandaPrecisionaMedicineTH2020THYaTHcbYUcbe 5.2 7

109 qlassificationHforHzongevityHPotentialhHTheHUseHofHNovelHpiomarkersVHFrontiersainaPublicaHealthTH2016TH
bTHZaa 6 7

108 tamiliesHinHcomparisonhHonHindividualUlevelHcomparisonHofHlifeUcourseHandHfamilyHreconstructionsH
betweenHpopulationHandHvitalHeventHregistersVHPopulationaStudiesTH2021THecTHgYUYYX 2.5 7

107 rNoHmethylationHsignaturesHofHaggressionHandHcloselyHrelatedHconstructshHoHmetaUanalysisHofH
epigenomeUwideHstudiesHacrossHtheHlifespanVHMolecularaPsychiatryTH2021THZdTHZYbfUZYdZ 15.1 7

106
ZincUwnducedH etallothioneinHinHqentenarianHïffspringHtromHaHzargeHsuropeanHPopulationhHTheH
 oεyUousHProjectVHJournalsaofaGerontologyanaSeriesaAaBiologicalaSciencesaandaMedicalaSciencesTH2018TH
eaTHebcUeca

6.4 6

105
wnHsearchHforHgeneticHdeterminantsHofHclinicallyHmeaningfulHdifferentialHcardiovascularHeventH
reductionHbyHpravastatinHinHtheHPvormacogeneticHstudyHofHStatinsHinHtheHslderlyHatHriskH
PPvoSsQWPεïSPsεHstudyVHAtherosclerosisTH2014THZacTHcfUdb

3.1 6

104 ueneticallyHdeterminedHprospectHtoHbecomeHlongUlivedHisHassociatedHwithHlessHabdominalHfatHandHinH
particularHlessHabdominalHvisceralHfatHinHmenVHAgeaandaAgeingTH2015THbbTHeYaUe 3 6

103 VariationHinHtheHqpPHgeneHinvolvedHinHepigeneticHcontrolHassociatesHwithHcognitiveHfunctionVH
NeurobiologyaofaAgingTH2011THaZTHcbgVeYUf 5.6 6

102 vomocysteineHandHfamilialHlongevityhHtheHzeidenHzongevityHStudyVHPLoSaONETH2011THdTHeYecba 3.7 6

101 qombinedHlinkageHandHassociationHanalysesHofHtheHYZbUbpHalleleHofHmarkerHrZSZgbbHwithHanxietyTH
depressionTHneuroticismHandHmajorHdepressionVHBehavioraGeneticsTH2006THadTHYZeUad 3.2 6

100 PopulationHhaplotypeHanalysisHandHevolutionaryHrelationsHofHtheHqïzZoYHgeneVHAnnalsaofaHumana
GeneticsTH1996THdXTHYfgUgg 2.2 6

99 SomaticHmutationsHandHcellularHaginghHtwoUdimensionalHrNoHtypingHofHratHfibroblastHclonesVH
MutationaResearchanaDNAgingTH1991THZcdTHaYYUZY 6

98 tunctionalHgenomicsHanalysisHidentifiesHTHandHNyHcellHactivationHasHaHdriverHofHepigeneticHclockH
progressionVVHGenomeaBiologyTH2022THZaTHZb 18.3 6

97 riseaseHvariantsHalterHtranscriptionHfactorHlevelsHandHmethylationHofHtheirHbindingHsites 6

96 PrevalenceHandHzoadsHofHTorquetenovirusHinHtheHsuropeanH oεyUousHStudyHPopulationVHJournalsaofa
GerontologyanaSeriesaAaBiologicalaSciencesaandaMedicalaSciencesTH2020THecTHYfafUYfbc 6.4 6

(2020-)
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95 uenomeUwideHassociationHstudyHofHcirculatingHinterleukinHdHlevelsHidentifiesHnovelHlociVHHumana
MolecularaGeneticsTH2021THaXTHagaUbXg 5.6 6

94 wdenticalHtwinsHcarryHaHpersistentHepigeneticHsignatureHofHearlyHgenomeHprogrammingVHNaturea
CommunicationsTH2021THYZTHcdYf 17.4 6

93
oHgenomeUwideHinteractionHanalysisHofHtricyclicWtetracyclicHantidepressantsHandHεεHandHβTHintervalshH
aHpharmacogenomicsHstudyHfromHtheHqohortsHforHveartHandHogingHεesearchHinHuenomicH
spidemiologyHPqvoεusQHconsortiumVHJournalaofaMedicalaGeneticsTH2017THcbTHaYaUaZa

5.8 5

92 sxomeHandHwholeHgenomeHsequencingHinHagingHandHlongevityVHAdvancesainaExperimentalaMedicinea
andaBiologyTH2015THfbeTHYZeUag 3.6 5

91 zongevityHεelativesHqountHscoreHidentifiesHheritableHlongevityHcarriersHandHsuggestsHcaseH
improvementHinHgeneticHstudiesVHAgingaCellTH2020THYgTHeYaYag 9.9 5

90 SystematicHsvaluationHofHNormalizationH ethodsHforHulycomicsHrataHpasedHonHPerformanceHofH
NetworkHwnferenceVHMetabolitesTH2020THYXTH 5.6 5

89 StressHevokesHstrongerHmedialHposteriorHcingulateHdeactivationsHduringHemotionalHdistractionHinH
slowerHpacedHagingVHBiologicalaPsychologyTH2018THYacTHfbUgZ 3.2 5

88 SurvivalHanalysisHwithHdelayedHentryHinHselectedHfamiliesHwithHapplicationHtoHhumanHlongevityVH
StatisticalaMethodsainaMedicalaResearchTH2018THZeTHgaaUgcb 2.3 5

87 pothHlowHcirculatingHinsulinUlikeHgrowthHfactorUYHandHhighUdensityHlipoproteinHcholesterolHareH
associatedHwithHhairHlossHinHmiddleUagedHwomenVHBritishaJournalaofaDermatologyTH2016THYecTHeZfUab 4 5

86 ossociationHstudyHofHtheHestrogenHreceptorHwHgeneHPsSεYQHinHanorexiaHnervosaHandHeatingHdisordershH
noHreplicationHfoundVHInternationalaJournalaofaEatingaDisordersTH2014THbeTHZYYUb 6.3 5

85 qUreactiveHproteinHhaplotypesHandHdispositionalHoptimismHinHobeseHandHnonobeseHelderlyHsubjectsVH
InflammationaResearchTH2012THdYTHbaUcY 7.2 5

84 tineHmappingHtheHregionHrevealsHaHcommonHintronicHinsertionHassociatedHtoHvrzUqVHNpjaAgingaanda
MechanismsaofaDiseaseTH2015THYTHYcXYY 5.5 5

83 NoHevidenceHforHgenomeUwideHinteractionsHonHplasmaHfibrinogenHbyHsmokingTHalcoholHconsumptionH
andHbodyHmassHindexhHresultsHfromHmetaUanalysesHofHfXTdXeHsubjectsVHPLoSaONETH2014THgTHeYYYYcd 3.7 5

82 ossociationsHbetweenHjointHeffusionHinHtheHkneeHandHgeneHexpressionHlevelsHinHtheHcirculationhHaH
metaUanalysisVHFsrrrResearchTH2016THcTHYXg 3.6 5

81 uettingHpersonalhHsndogenousHadenosineHreceptorHsignalingHinHlymphoblastoidHcellHlinesVH
BiochemicalaPharmacologyTH2016THYYcTHYYbUZZ 6 5

80 vomocysteineHlevelsHassociateHwithHsubtleHchangesHinHleukocyteHrNoHmethylationhHanH
epigenomeUwideHanalysisVHEpigenomicsTH2017THgTHYbXaUYbZZ 4.4 4

79 trailtyHβuestionnaireHwsHNotHaHStrongHPrognosticHtactorHforHtunctionalHïutcomesHinHvipHorHyneeH
orthroplastyHPatientsVHGeriatricaOrthopaedicaSurgeryaandaRehabilitationTH2019THYXTHZYcYbcgaYffXfYdb 2 4

78 tacialHWrinklesHinHsuropeanshHo´ uenomeUWideHossociationHStudyVHJournalaofaInvestigativea
DermatologyTH2018THYafTHYfeeUYffX 4.3 4

PuElineuSlagboom
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77 vighHodiposityHwsHossociatedHWithHvigherHNocturnalHandHriurnalHulycaemiaTHbutHNotHWithHulycemicH
VariabilityHinHïlderHwndividualsHWithoutHriabetesVHFrontiersainaEndocrinologyTH2018THgTHZaf 5.7 4

76 εelationshipHbetweenHtheHfunctionalHexonHaHdeletedHgrowthHhormoneHreceptorHpolymorphismHandH
symptomaticHosteoarthritisHinHwomenVHAnnalsaofatheaRheumaticaDiseasesTH2014THeaTHbaaUd 2.4 4

75 NoHqausalHossociationHbetweenHZcUvydroxyvitaminHrHandHteaturesHofHSkinHoginghHsvidenceHfromHaH
pidirectionalH endelianHεandomizationHStudyVHJournalaofaInvestigativeaDermatologyTH2017THYaeTHZZgYUZZge4.3 4

74 vighHziverHsnzymeHqoncentrationsHareHossociatedHwithHvigherHulycemiaTHbutHnotHwithHulycemicH
VariabilityTHinHwndividualsHwithoutHriabetesH ellitusVHFrontiersainaEndocrinologyTH2017THfTHZad 5.7 4

73 vumanHinHvivoHlongevityHisHreflectedHinHvitroHbyHdifferentialHmetabolismHasHmeasuredHbyHPYQvUN εH
profilingHofHcellHcultureHsupernatantsVHMolecularaBioSystemsTH2012THfTHefaUg 4

72 PreservedHwhiteHmatterHintegrityHisHaHmarkerHofHfamilialHlongevityVHAnnalsaofaNeurologyTH2013THebTHffaUgZ 9.4 4

71 olleleUsharingHstatisticsHusingHinformationHonHfamilyHhistoryVHAnnalsaofaHumanaGeneticsTH2010THebTHcbeUcb 2.2 4

70 vumanHcytokineHresponseHtoHexHvivoHamyloidUbetaHstimulationHisHmediatedHbyHgeneticHfactorsVHTwina
ResearchaandaHumanaGeneticsTH2005THfTHYaZUe 2.2 4

69 ossessmentHofHtheHcontributionHofHoPïsHgeneHvariantsHtoHmetabolicHphenotypesHassociatedHwithH
familialHlongevityHatHmiddleHageVHAgingTH2016THfTHYegXUfXY 5.6 4

68 tamiliesHinHqomparisonhHonHindividualUlevelHcomparisonHofHlifeHcourseHandHfamilyHreconstructionsH
betweenHpopulationHandHvitalHeventHregisters 4

67 uenomeUwideHassociationHstudyHofHplasmaHtriglyceridesTHphospholipidsHandHrelationHtoH
cardioUmetabolicHriskHfactors 4

66 SerumHfattyHacidHchainHlengthHassociatesHwithHprevalentHsymptomaticHendUstageHosteoarthritisTH
independentHofHp wVHScientificaReportsTH2020THYXTHYcbcg 4.9 4

65 ossociationHofHThyroidHrysfunctionHWithHqognitiveHtunctionhHonHwndividualHParticipantHrataH
onalysisVHJAMAaInternalaMedicineTH2021THYfYTHYbbXUYbcX 11.5 4

64 tunctionalHqhangesHofHTUqellHSubsetsHwithHogeHandHq VHwnfectionVHInternationalaJournalaofa
MolecularaSciencesTH2021THZZTH 6.3 4

63 uenomeUwideHstudyHofHrNoHmethylationHshowsHalterationsHinHmetabolicTHinflammatoryTHandH
cholesterolHpathwaysHinHozSVVHScienceaTranslationalaMedicineTH2022THYbTHeabjXZdb 17.5 4

62 PhenotypicHscreeningHofHcannabinoidHreceptorHZHligandsHshowsHdifferentHsensitivityHtoHgenotypeVH
BiochemicalaPharmacologyTH2017THYaXTHdXUeX 6 3

61 εepeatHvariationsHinHpolyglutamineHdiseaseUassociatedHgenesHandHcognitiveHfunctionHinHoldHageVH
NeurobiologyaofaAgingTH2019THfbTHZadVeYeUZadVeZf 5.6 3

60  etabolomicsHanalysesHinHnonUdiabeticHmiddleUagedHindividualsHrevealHmetabolitesHimpactingHearlyH
glucoseHdisturbancesHandHinsulinHsensitivityVHMetabolomicsTH2020THYdTHac 4.7 3

(2020-2018)
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59 zifestyleUwnterventionUwnducedHεeductionHofHobdominalHtatHwsHεeflectedHbyHaHrecreasedHqirculatingH
ulycerolHzevelHandHanHwncreasedHvrzHriameterVHMolecularaNutritionaandaFoodaResearchTH2020THdbTHeYgXXfYf5.9 3

58 oHcommonHmineralocorticoidHreceptorHpolymorphismHPwYfXVQHinteractsHwithHlifeHeventsHinHrelationHtoH
perfectionismHinHeatingHdisordershHaHpilotHstudyVHEuropeanaEatingaDisordersaReviewTH2014THZZTHbZaUg 5.3 3

57 εenalHfunctionHinHfamilialHlongevityhHtheHzeidenHzongevityHStudyVHExperimentalaGerontologyTH2014TH
cYTHdcUeX 4.5 3

56 qommonHqtTεHgeneHvariantsHinfluenceHbodyHcompositionHandHsurvivalHinHruralHuhanaVHHumana
GeneticsTH2010THYZeTHZXYUd 6.3 3

55 vematopoieticHcapacityHandHexceptionalHsurvivalhHtheHzeidenHzongevityHStudyVHJournalaofathea
AmericanaGeriatricsaSocietyTH2008THcdTHZXXgUYa 5.6 3

54 εUNXYHintronicHSNPHisHnotHassociatedHwithHrheumatoidHarthritisHsusceptibilityHinHrutchHqaucasiansVH
RheumatologyTH2005THbbTHYYgd 3.9 3

53 retectionHofHsequenceHvariabilityHofHtheHcollagenHtypeHwwalphaHYHaOHvariableHnumberHofHtandemH
repeatVHElectrophoresisTH2000THZYTHaceYUe 3.6 3

52 εareHSzqYaoYHvariantsHassociateHwithHintervertebralHdiscHdisorderHhighlightingHroleHofHsulfateHinHdiscH
pathologyVVHNatureaCommunicationsTH2022THYaTHdab 17.4 3

51
vigherHthyrotropinHleadsHtoHunfavorableHlipidHprofileHandHsomewhatHhigherHcardiovascularHdiseaseH
riskhHevidenceHfromHmultiUcohortH endelianHrandomizationHandHmetabolomicHprofilingVHBMCa
MedicineTH2021THYgTHZdd

11.4 3

50 oHhighUqualityHreferenceHpanelHrevealsHtheHcomplexityHandHdistributionHofHstructuralHgenomeH
changesHinHaHhumanHpopulation 3

49 PredictingHbiologicalHageHbasedHonHtheHpp εwUNzHYvUN εHmetabolomicsHrepository 3

48 ueneticsHandHNotHSharedHsnvironmentHsxplainsHtamilialHεesemblanceHinHodultH etabolomicsHrataVH
TwinaResearchaandaHumanaGeneticsTH2020THZaTHYbcUYcc 2.2 3

47
ogeTHSexTHandHp wHwnfluenceHonHqopperTHZincTHandHTheirH ajorHSerumHqarrierHProteinsHinHaHzargeH
suropeanHPopulationHwncludingHNonagenarianHïffspringHtromH oεyUousHStudyVHJournalsaofa
GerontologyanaSeriesaAaBiologicalaSciencesaandaMedicalaSciencesTH2021THedTHZXgeUZYXd

6.4 3

46  icrobiomeHinHploodHSamplesHtromHtheHueneralHPopulationHεecruitedHinHtheH oεyUousHProjecthHoH
PilotHStudyVHFrontiersainaMicrobiologyTH2021THYZTHeXecYc 5.7 3

45 ziverHtatHossessedHWithHqTHεelatesHtoH εwH arkersHofHwncipientHprainHwnjuryHinH iddleUogedHtoH
slderlyHïverweightHPersonsVHAmericanaJournalaofaRoentgenologyTH2016THZXdTHYXfeUgZ 5.4 3

44 NutritionalHtactorsH odulatingHoluH ethylationHinHanHwtalianHSampleHfromHTheH arkUogeHStudyH
wncludingHïffspringHofHvealthyHNonagenariansVHNutrientsTH2019THYYTH 6.7 3

43 pasalHcellHcarcinomaHgeneticHsusceptibilityHincreasesHtheHrateHofHskinHageinghHaH endelianH
randomizationHstudyVHJournalaofatheaEuropeanaAcademyaofaDermatologyaandaVenereologyTH2020THabTHgeUYXX4.6 3

42 ossociationsHbetweenHinsulinHactionHandHintegrityHofHbrainHmicrostructureHdifferHwithHfamilialH
longevityHandHwithHageVHFrontiersainaAgingaNeuroscienceTH2015THeTHgZ 5.3 2

PuElineuSlagboom
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41 ossociationHofHhandgripHstrengthHwithHpatientUreportedHoutcomeHmeasuresHafterHtotalHhipHandHkneeH
arthroplastyVHRheumatologyaInternationalTH2020THbXTHcdcUceY 3.6 2

40  etabolomicsHrevealsHaHlinkHbetweenHhomocysteineHandHlipidHmetabolismHandHleukocyteHtelomereH
lengthhHtheHsNuousHconsortiumVHScientificaReportsTH2019THgTHYYdZa 4.9 2

39 oHmixtureHmodelHwithHrandomUeffectsHcomponentsHforHclassifyingHsiblingHpairsVHStatisticsainaMedicineTH
2011THaXTHaZcZUdb 2.3 2

38 oHunifiedHapproachHtoHmodellingHlinkageHtoHquantitativeHandHqualitativeHtraitsVHAnnalsaofaHumana
GeneticsTH2003THdeTHbceUda 2.2 2

37 rynamicHclonalHhematopoiesisHandHfunctionalHTUcellHimmunityHinHaHsupercentenarianVHLeukemiaTH
2021THacTHZYZcUZYZg 10.7 2

36 wntergenerationalHtransmissionHofHlongevityHisHnotHaffectedHbyHotherHfamilialHfactorshHevidenceHfromH
YdTgXcHrutchHfamiliesHfromHZeelandTHYfYZUYgdZVHTheaHistoryaofatheaFamilyTH2020THZcTHbfbUcZd 1 2

35 oberrantHqalreticulinHsxpressionHinHorticularHqartilageHofHrioZHreficientH iceVHPLoSaONETH2016THYYTHeXYcbggg3.7 2

34 εepeatHUVoHexposureHofHhumanHskinHfibroblastsHinducesHbothHaHtransitionaryHandHrecoveryHrNoH
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