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14 Whole-genome sequence variation, population structure and demographic history of the Dutch
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15 Genome-wide association study identifies eight risk loci and implicates metabo-psychiatric origins for
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17 Telomere length and replicative aging in human vascular tissues.. Proceedings of the National
Academy of Sciences of the United States of America, 1995, 92, 11190-11194. 3.3 587

18 Genome-wide study for circulating metabolites identifies 62 loci and reveals novel systemic effects of
LPA. Nature Communications, 2016, 7, 11122. 5.8 576
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24 Novel Loci for Adiponectin Levels and Their Influence on Type 2 Diabetes and Metabolic Traits: A
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28 Disease variants alter transcription factor levels and methylation of their binding sites. Nature
Genetics, 2017, 49, 131-138. 9.4 390

29 Genome-wide patterns and properties of de novo mutations in humans. Nature Genetics, 2015, 47,
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30 Meta-analysis of telomere length in 19â€‰713 subjects reveals high heritability, stronger maternal
inheritance and a paternal age effect. European Journal of Human Genetics, 2013, 21, 1163-1168. 1.4 380

31 Identification of new susceptibility loci for osteoarthritis (arcOGEN): a genome-wide association
study. Lancet, The, 2012, 380, 815-823. 6.3 373

32 Identification of context-dependent expression quantitative trait loci in whole blood. Nature
Genetics, 2017, 49, 139-145. 9.4 363

33 The trans-ancestral genomic architecture of glycemic traits. Nature Genetics, 2021, 53, 840-860. 9.4 341

34 Evidence of genetic enrichment for exceptional survival using a family approach: the Leiden Longevity
Study. European Journal of Human Genetics, 2006, 14, 79-84. 1.4 339

35 The Influence of Age and Sex on Genetic Associations with Adult Body Size and Shape: A Large-Scale
Genome-Wide Interaction Study. PLoS Genetics, 2015, 11, e1005378. 1.5 331

36 A genomic scanning method for higher organisms using restriction sites as landmarks.. Proceedings
of the National Academy of Sciences of the United States of America, 1991, 88, 9523-9527. 3.3 326



4

P Eline Slagboom

# Article IF Citations

37 Loci Associated with N-Glycosylation of Human Immunoglobulin G Show Pleiotropy with Autoimmune
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38 The continuing value of twin studies in the omics era. Nature Reviews Genetics, 2012, 13, 640-653. 7.7 314

39 The impact of low-frequency and rare variants on lipid levels. Nature Genetics, 2015, 47, 589-597. 9.4 310

40 Genetic and environmental influences interact with age and sex in shaping the human methylome.
Nature Communications, 2016, 7, 11115. 5.8 299

41 Genome-wide association study in 79,366 European-ancestry individuals informs the genetic
architecture of 25-hydroxyvitamin D levels. Nature Communications, 2018, 9, 260. 5.8 295

42 Reduced insulin/IGF-1 signalling and human longevity. Aging Cell, 2005, 4, 79-85. 3.0 288

43 Variation, patterns, and temporal stability of DNA methylation: considerations for epigenetic
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44 A genome-wide association study of anorexia nervosa. Molecular Psychiatry, 2014, 19, 1085-1094. 4.1 282

45 Telomere length predicts survival independent of genetic influences. Aging Cell, 2007, 6, 769-774. 3.0 271
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3.3 262
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Nonagenarian Siblings and Their Offspring Display Lower Risk of Mortality and Morbidity than
Sporadic Nonagenarians: The Leiden Longevity Study. Journal of the American Geriatrics Society, 2009,
57, 1634-1637.

1.3 258

48 Epigenetic variation during the adult lifespan: crossâ€•sectional and longitudinal data on monozygotic
twin pairs. Aging Cell, 2012, 11, 694-703. 3.0 257

49 Rapid detection of human chromosome 21 aberrations by in situ hybridization.. Proceedings of the
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52 A survey of the genomic distribution of alpha satellite DNA on all the human chromosomes, and
derivation of a new consensus sequence. Nucleic Acids Research, 1991, 19, 1179-1182. 6.5 249
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the <i>APOE</i> locus revisited. Aging Cell, 2011, 10, 686-698. 3.0 249
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57 Genome-wide association meta-analysis of human longevity identifies a novel locus conferring
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61 The epigenome: Archive of the prenatal environment. Epigenetics, 2009, 4, 526-531. 1.3 218

62 Genomic and phenotypic insights from an atlas of genetic effects on DNA methylation. Nature
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63 Pharmacogenetic meta-analysis of genome-wide association studies of LDL cholesterol response to
statins. Nature Communications, 2014, 5, 5068. 5.8 216

64 A meta-analysis of genome-wide association studies identifies multiple longevity genes. Nature
Communications, 2019, 10, 3669. 5.8 214

65 The number of p16INK4a positive cells in human skin reflects biological age. Aging Cell, 2012, 11, 722-725. 3.0 200

66 Nucleotide sequence heterogeneity of alpha satellite repetitive DNA: a survey of alphoid sequences
from different human chromosomes. Nucleic Acids Research, 1987, 15, 7549-7569. 6.5 197

67 Variation in the human TP53 gene affects old age survival and cancer mortality. Experimental
Gerontology, 2005, 40, 11-15. 1.2 196

68 A Meta-Analysis of Thyroid-Related Traits Reveals Novel Loci and Gender-Specific Differences in the
Regulation of Thyroid Function. PLoS Genetics, 2013, 9, e1003266. 1.5 194

69 Identification and systematic annotation of tissue-specific differentially methylated regions using the
Illumina 450k array. Epigenetics and Chromatin, 2013, 6, 26. 1.8 192

70 Identification of DIO2 as a new susceptibility locus for symptomatic osteoarthritis. Human Molecular
Genetics, 2008, 17, 1867-1875. 1.4 190

71 Small nucleoli are a cellular hallmark of longevity. Nature Communications, 2017, 8, 16083. 5.8 190

72 N-glycomic biomarkers of biological aging and longevity: A link with inflammaging. Ageing Research
Reviews, 2013, 12, 685-698. 5.0 189
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Efficacy and toxicity of methotrexate in early rheumatoid arthritis are associated with
single-nucleotide polymorphisms in genes coding for folate pathway enzymes. Arthritis and
Rheumatism, 2006, 54, 1087-1095.

6.7 188

75 A metabolic profile of all-cause mortality risk identified in an observational study of 44,168
individuals. Nature Communications, 2019, 10, 3346. 5.8 188

76 Deciphering osteoarthritis genetics across 826,690 individuals from 9 populations. Cell, 2021, 184,
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77 A genome-wide association study on common SNPs and rare CNVs in anorexia nervosa. Molecular
Psychiatry, 2011, 16, 949-959. 4.1 186

78 The Adult Netherlands Twin Register: Twenty-Five Years of Survey and Biological Data Collection.
Twin Research and Human Genetics, 2013, 16, 271-281. 0.3 186

79 Largeâ€•scale analysis of association between <i>GDF5</i> and <i>FRZB</i> variants and osteoarthritis of
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81 A genomeâ€•wide association study identifies an osteoarthritis susceptibility locus on chromosome
7q22. Arthritis and Rheumatism, 2010, 62, 499-510. 6.7 178

82 Genome-wide association study identifies novel genetic variants contributing to variation in blood
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12, 184-193. 3.0 170
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86 Multiethnic Genome-Wide Association Study of Cerebral White Matter Hyperintensities on MRI.
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87 Variants near TERT and TERC influencing telomere length are associated with high-grade glioma risk.
Nature Genetics, 2014, 46, 731-735. 9.4 161

88 Lipidomics of familial longevity. Aging Cell, 2013, 12, 426-434. 3.0 157

89 A meta-analysis of European and Asian cohorts reveals a global role of a functional SNP in the 5' UTR
of GDF5 with osteoarthritis susceptibility. Human Molecular Genetics, 2008, 17, 1497-1504. 1.4 156

90 MethylAid: visual and interactive quality control of large Illumina 450k datasets. Bioinformatics, 2014,
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Longevity Study. Nutrition Journal, 2013, 12, 75. 1.5 153

94 Genome-wide meta-analysis uncovers novel loci influencing circulating leptin levels. Nature
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95 Dynamic changes in the higher-level chromatin organization of specific sequences revealed by in situ
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2010, 185, 4618-4624. 0.4 147

97 A whole genome association study of neuroticism using DNA pooling. Molecular Psychiatry, 2008, 13,
302-312. 4.1 145

98 Novel loci and pathways significantly associated with longevity. Scientific Reports, 2016, 6, 21243. 1.6 145
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Alzheimer's and Dementia, 2018, 14, 707-722. 0.4 143
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108 GWAS for executive function and processing speed suggests involvement of the CADM2 gene.
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117 Meta-analysis of genome-wide association studies confirms a susceptibility locus for knee
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Scientific Reports, 2017, 7, 12325. 1.6 123
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Biology, 2016, 17, 191. 3.8 120
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140 Metabolic biomarker profiling for identification of susceptibility to severe pneumonia and COVID-19 in
the general population. ELife, 2021, 10, . 2.8 112
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150 Familial longevity is marked by enhanced insulin sensitivity. Aging Cell, 2011, 10, 114-121. 3.0 106

151 Associations between age and gray matter volume in anatomical brain networks in middleâ€•aged to
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3.3 103
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159 Latent Infection with Cytomegalovirus Is Associated with Poor Memory CD4 Responses to Influenza A
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