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i Paper IF Citations

52 EpigeneticNagingNofNtheNdemographicallyNnoncagingNnakedNmolecratddNNatureiCommunicationsbN2022bN
gibNikk 17.4 2

51 wNmammalianNmethylationNarrayNforNprofilingNmethylationNlevelsNatNconservedNsequencesddNNaturei
CommunicationsbN2022bNgibNmni 17.4 15

50 wssociationNofNsubjectiveNsocialNstatusNwithNepigeneticNagingNamongNxlackNandNWhiteNwomenddN
PsychoneuroendocrinologybN2022bNgjgbNgfkmjn 5 0

49 zNwNmethylationNclocksNforNdogsNandNhumansddNProceedingsiofitheiNationaliAcademyiofiSciencesiofi
theiUnitediStatesiofiAmericabN2022bNggobNehghfnnmggo 11.5 1

48 zNwNmethylationcbasedNsurrogatesNofNplasmaNproteinsNareNassociatedNwithNParkinsonVsNdiseaseNriskdN
JournaliofitheiNeurologicaliSciencesbN2021bNjigbNghffjl 3.2 0

47 zNwNmethylationNpredictsNageNandNprovidesNinsightNintoNexceptionalNlongevityNofNbatsdNNaturei
CommunicationsbN2021bNghbNglgk 17.4 23

46 IncorporationNofNaNnucleosideNanalogNmapsNgenomeNrepairNsitesNinNpostmitoticNhumanNneuronsdN
SciencebN2021bNimhbNogcoj 33.3 14

45 MulticspeciesNandNmultictissueNmethylationNclocksNforNageNestimationNinNtoothedNwhalesNandN
dolphinsdNCommunicationsiBiologybN2021bNjbNljh 6.7 14

44 ylonalNhematopoiesisNassociatedNwithNepigeneticNagingNandNclinicalNoutcomesdNAgingiCellbN2021bNhfbNegiill9.9 9

43 GenomecwideNassociationNstudiesNidentifyNgimNgeneticNlociNforNzNwNmethylationNbiomarkersNofN
agingdNGenomeiBiologybN2021bNhhbNgoj 18.3 14

42 zNwmcbasedNsignaturesNofNacceleratedNagingNandNmortalityNinNbloodNareNassociatedNwithNlowNrenalN
functiondNClinicaliEpigeneticsbN2021bNgibNghg 7.7 1

41
GrimwgeNOutperformsNOtherNEpigeneticNylocksNinNtheNPredictionNofNwgecRelatedNylinicalN
PhenotypesNandNwllcyauseNMortalitydNJournalsiofiGerontologyi-iSeriesiAiBiologicaliSciencesiandi
MedicaliSciencesbN2021bNmlbNmjgcmjo

6.4 45

40 yastrationNdelaysNepigeneticNagingNandNfeminizesNzNwNmethylationNatNandrogencregulatedNlocidN
ELifebN2021bNgfbN 8.9 16

39 EpigeneticNwgeNandNtheNRiskNofNIncidentNwtrialNFibrillationdNCirculationbN2021bN 16.7 2

38 zNwNmethylationNageNanalysisNofNrapamycinNinNcommonNmarmosetsdNGeroSciencebN2021bNjibNhjgichjhk 8.9 10

37 EpigeneticNwgeNwccelerationNReflectsNLongcTermNyardiovascularNHealthdNCirculationiResearchbN2021bN
ghobNmmfcmng 15.7 7

36 EpigenomecwideNassociationNstudyNofNserumNurateNrevealsNinsightsNintoNurateNcocregulationNandNtheN
SLyhwoNlocusdNNatureiCommunicationsbN2021bNghbNmgmi 17.4 1
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35 MetacanalysesNidentifyNzNwNmethylationNassociatedNwithNkidneyNfunctionNandNdamagedNNaturei
CommunicationsbN2021bNghbNmgmj 17.4 0

34 xloodNzNwNmethylationNsitesNpredictNdeathNriskNinNaNlongitudinalNstudyNofNghbNiffNindividualsdNAgingbN
2020bNghbNgjfohcgjghj 5.6 6

33 EpigeneticNmutationNloadNisNweaklyNcorrelatedNwithNepigeneticNageNaccelerationdNAgingbN2020bNghbNgmnlicgmnoj5.6 5

32
yoagulationNfactorNVIIIpNRelationshipNtoNcardiovascularNdiseaseNriskNandNwholeNgenomeNsequenceN
andNepigenomecwideNanalysisNinNwfricanNwmericansdNJournaliofiThrombosisiandiHaemostasisbN2020bN
gnbNgiikcgijm

15.4 9

31 zNwNmethylationNstudyNofNHuntingtonVsNdiseaseNandNmotorNprogressionNinNpatientsNandNinNanimalN
modelsdNNatureiCommunicationsbN2020bNggbNjkho 17.4 15

30 RapamycinNretardsNepigeneticNageingNofNkeratinocytesNindependentlyNofNitsNeffectsNonNreplicativeN
senescencebNproliferationNandNdifferentiationdNAgingbN2019bNggbNihincihjo 5.6 32

29 zNwNmethylationNGrimwgeNstronglyNpredictsNlifespanNandNhealthspandNAgingbN2019bNggbNificihm 5.6 424

28 LongitudinalNEpigenomecWideNMethylationNStudyNofNyognitiveNzeclineNandNMotorNProgressionNinN
ParkinsonVsNziseasedNJournaliofiParkinsonrsiDiseasebN2019bNobNinocjff 5.3 15

27 PlacentalNepigeneticNclockspNestimatingNgestationalNageNusingNplacentalNzNwNmethylationNlevelsdN
AgingbN2019bNggbNjhincjhki 5.6 29

26 zNwNmethylationcbasedNestimatorNofNtelomereNlengthdNAgingbN2019bNggbNknokckohi 5.6 69

25 EpigenomecwideNassociationNstudyNofNleukocyteNtelomereNlengthdNAgingbN2019bNggbNknmlcknoj 5.6 4

24 EPIGENETIyNyLOyKSNOFNyOMPUTEzNTOMOGRwPHYNMEwSURESNOFNFwTTYNORGwNSdNInnovationiini
AgingbN2019bNibNSmikcSmil 0.1 78

23 wNmetacanalysisNofNgenomecwideNassociationNstudiesNofNepigeneticNageNaccelerationdNPLoSiGeneticsbN
2019bNgkbNegffngfj 6 38

22 GWwSNofNepigeneticNagingNratesNinNbloodNrevealsNaNcriticalNroleNforNTERTdNNatureiCommunicationsbN
2018bNobNinm 17.4 106

21 EpigeneticNclockNforNskinNandNbloodNcellsNappliedNtoNHutchinsonNGilfordNProgeriaNSyndromeNandN
studiesdNAgingbN2018bNgfbNgmkncgmmk 5.6 187

20 wnNepigeneticNbiomarkerNofNagingNforNlifespanNandNhealthspandNAgingbN2018bNgfbNkmickog 5.6 658

19 GeneticNarchitectureNofNepigeneticNandNneuronalNageingNratesNinNhumanNbrainNregionsdNNaturei
CommunicationsbN2017bNnbNgkiki 17.4 57

18 EpigeneticNclockNanalysisNofNdietbNexercisebNeducationbNandNlifestyleNfactorsdNAgingbN2017bNobNjgocjjl 5.6 317

(2017-2021)
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17 wnNepigeneticNclockNanalysisNofNraceeethnicitybNsexbNandNcoronaryNheartNdiseasedNGenomeiBiologybN
2016bNgmbNgmg 18.3 357

16 MenopauseNacceleratesNbiologicalNagingdNProceedingsiofitheiNationaliAcademyiofiSciencesiofithei
UnitediStatesiofiAmericabN2016bNggibNoihmcih 11.5 248

15 zNwNmethylationcbasedNmeasuresNofNbiologicalNagepNmetacanalysisNpredictingNtimeNtoNdeathdNAgingbN
2016bNnbNgnjjcgnlk 5.6 531

14 GeneticNvariantsNnearNMLSTnNandNzHXkmNaffectNtheNepigeneticNageNofNtheNcerebellumdNNaturei
CommunicationsbN2016bNmbNgfklg 17.4 55

13 EpigeneticNageNofNtheNprecfrontalNcortexNisNassociatedNwithNneuriticNplaquesbNamyloidNloadbNandN
wlzheimerVsNdiseaseNrelatedNcognitiveNfunctioningdNAgingbN2015bNmbNggonchgg 5.6 251

12 TheNcerebellumNagesNslowlyNaccordingNtoNtheNepigeneticNclockdNAgingbN2015bNmbNhojcifl 5.6 117

11 IdentifyingNrarecvariantNassociationsNinNparentcchildNtriosNusingNaNGaussianNsupportNvectorNmachinedN
BMCiProceedingsbN2014bNnbNSon 2.3 6

10 OnlineNselfcreportNdataNforNduchenneNmuscularNdystrophyNconfirmsNnaturalNhistoryNandNcanNbeNusedN
toNassessNforNtherapeuticNbenefitsdNPLOSiCurrentsbN2014bNlbN 22

9 wssociationNofNtheNcannabinoidNreceptorNgeneNWyNRgXNwithNwzHzNandNpostctraumaticNstressN
disorderdNAmericaniJournaliofiMedicaliGeneticsiPartiB:iNeuropsychiatriciGeneticsbN2008bNgjmxbNgjnncoj 3.5 78

8 zivergentNagecrelatedNmethylationNpatternsNinNlongNandNshortclivedNmammals 2

7 GenomecwideNassociationNstudiesNidentifyNgimNlociNforNzNwNmethylationNbiomarkersNofNageing 8

6 wNmetacanalysisNofNgenomecwideNassociationNstudiesNofNepigeneticNageNacceleration 2

5 GWwSNofNepigeneticNageingNratesNinNbloodNrevealsNaNcriticalNroleNforTERT 1

4 EpigeneticNclockNandNmethylationNstudiesNinNdogs 3

3 GeneticNwnalysesNofNEpigeneticNPredictorsNthatNEstimateNwgingbNMetabolicNTraitsbNandNLifespan 2

2 wNmammalianNmethylationNarrayNforNprofilingNmethylationNlevelsNatNconservedNsequences 31

1 UniversalNzNwNmethylationNageNacrossNmammalianNtissues 31
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