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ARTICLE

GeneBreaker: Variant simulation to improve the diagnosis of Mendelian rare genetic diseases. Human
Mutation, 2021, 42, 346-358.

Demonstrating the utilit{ of flexible sequence queries against indexed short reads with FlexTyper.
PLoS Computational Biology, 2021, 17, e1008815.

BEEM-Static: Accurate inference of ecological interactions from cross-sectional microbiome data.
PLoS Computational Biology, 2021, 17, e1009343.

Cartography of opportunistic pathogens and antibiotic resistance genes in a tertiary hospital
environment. Nature Medicine, 2020, 26, 941-951.

An exgectation-maximization algorithm enables accurate ecological modeling using longitudinal
iome sequencing data. Microbiome, 2019, 7, 118.
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