
Schyler O Nunziata

List of Publications by Year
in descending order

Source: https://exaly.com/author-pdf/3753566/publications.pdf

Version: 2024-02-01

22

papers

280

citations

9

h-index

1040056

16

g-index

940533

22

all docs

22

docs citations

22

times ranked

475

citing authors



Schyler O Nunziata

2

# Article IF Citations

1 Genome Resource for the Huanglongbing Causal Agent â€˜<i>Candidatus</i> Liberibacter asiaticusâ€™
Strain AHCA17 from Citrus Root Tissue in California, USA. Plant Disease, 2020, 104, 627-629. 1.4 5

2 Understanding variation in salamander ionomes: A nutrient balance approach. Freshwater Biology,
2019, 64, 294-305. 2.4 8

3 Estimation of contemporary effective population size and population declines using RAD sequence
data. Heredity, 2018, 120, 196-207. 2.6 66

4 Surmounting the Large-Genome â€œProblemâ€• for Genomic Data Generation in Salamanders. Population
Genomics, 2018, , 115-142. 0.5 18

5 Genomic data detect corresponding signatures of population size change on an ecological time scale
in two salamander species. Molecular Ecology, 2017, 26, 1060-1074. 3.9 39

6 Population and Conservation Genetics in an Endangered Lemur, Indri indri, Across Three Forest
Reserves in Madagascar. International Journal of Primatology, 2016, 37, 688-702. 1.9 11

7 Patterns of amphibian infection prevalence across wetlands on the Savannah River Site, South
Carolina, USA. Diseases of Aquatic Organisms, 2016, 121, 1-14. 1.0 11

8 Development and characterization of microsatellite loci for the endangered scrub lupine, <i>Lupinus
aridorum</i> (Fabaceae). Applications in Plant Sciences, 2015, 3, 1500013. 2.1 3

9 Temporal genetic and demographic monitoring of pond-breeding amphibians in three contrasting
population systems. Conservation Genetics, 2015, 16, 1335-1344. 1.5 9

10 Interactive effects of male and female age on extra-pair paternity in a socially monogamous seabird.
Behavioral Ecology and Sociobiology, 2014, 68, 1603-1609. 1.4 19

11 Habitat structure and colony structure constrain extrapair paternity inÂ a colonial bird. Animal
Behaviour, 2014, 95, 121-127. 1.9 18

12 Cryptic Diversity and Conservation of Gopher Frogs across the Southeastern United States. Copeia,
2014, 2014, 231-237. 1.3 9

13 Population and Conservation Genetics of Crawfish Frogs,<i>Lithobates areolatus</i>, at Their
Northeastern Range Limit. Journal of Herpetology, 2013, 47, 361-368. 0.5 4

14 Development of 31 polymorphic microsatellite markers for the mole salamander (Ambystoma) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 222 Td (talpoideum) using Illumina paired-end sequencing. Conservation Genetics Resources, 2013, 5, 951-954.0.8 3

15
Development and characterization of twenty-three microsatellite markers for the freshwater
minnow Santa Ana speckled dace (Rhinichthys osculus spp., Cyprinidae) using paired-end Illumina
shotgun sequencing. Conservation Genetics Resources, 2013, 5, 145-148.

0.8 9

16
Paired-End Illumina Shotgun Sequencing Used to Develop the First Microsatellite Primers for
Megacopta cribraria (F.) (Hemiptera: Heteroptera: Plataspidae). Journal of Entomological Science, 2013,
48, 345-351.

0.3 1

17 32 species validation of a new Illumina paired-end approach for the development of microsatellites.
PLoS ONE, 2013, 8, e81853. 2.5 28

18 Development and characterization of microsatellite markers for <i>Berberis thunbergii</i>
(Berberidaceae). American Journal of Botany, 2012, 99, e220-2. 1.7 3



3

Schyler O Nunziata

# Article IF Citations

19 Characterization of 42 polymorphic microsatellite loci in <i>Mimulus ringens</i> (Phrymaceae) using
Illumina sequencing. American Journal of Botany, 2012, 99, e477-80. 1.7 6

20 Fourteen novel microsatellite markers for the gopher frog, Lithobates capito (Amphibia: Ranidae).
Conservation Genetics Resources, 2012, 4, 201-203. 0.8 4

21 Twelve novel microsatellite markers for the marbled salamander, Ambystoma opacum. Conservation
Genetics Resources, 2011, 3, 773-775. 0.8 3

22 Predation on Green Frog Eggs (Rana clamitans) by Ostracoda. Copeia, 2010, 2010, 452-456. 1.3 3


