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k Paper IF Citations

243 uR~SPRKprovidesKacquiredKresistanceKagainstKvirusesKinKprokaryotesZKScienceWK2007WKecgWKcibkYcd 33.3 3735

242 wvolutionKandKclassificationKofKtheKuR~SPRYuasKsystemsZKNatureeReviewseMicrobiologyWK2011WKkWKfhiYii 22.2 1604

241 TheKuR~SPRauasKbacterialKimmuneKsystemKcleavesKbacteriophageKandKplasmidKvNsZKNatureWK2010WK
fhjWKhiYic 50.4 1462

240 snKupdatedKevolutionaryKclassificationKofKuR~SPRYuasKsystemsZKNatureeReviewseMicrobiologyWK2015WK
ceWKiddYeh 22.2 1434

239 tacteriophageKresistanceKmechanismsZKNatureeReviewseMicrobiologyWK2010WKjWKeciYdi 22.2 1382

238 PhageKresponseKtoKuR~SPRYencodedKresistanceKinKStreptococcusKthermophilusZKJournaleofe
BacteriologyWK2008WKckbWKcekbYfbb 3.5 897

237 viversityWKactivityWKandKevolutionKofKuR~SPRKlociKinKStreptococcusKthermophilusZKJournaleofe
BacteriologyWK2008WKckbWKcfbcYcd 3.5 586

236 wvolutionaryKclassificationKofKuR~SPRYuasKsystemslKaKburstKofKclassKdKandKderivedKvariantsZKNaturee
ReviewseMicrobiologyWK2020WKcjWKhiYje 22.2 545

235 RevengeKofKtheKphageslKdefeatingKbacterialKdefencesZKNatureeReviewseMicrobiologyWK2013WKccWKhigYji 22.2 421

234 uR~SPRauasKsystemKandKitsKroleKinKphageYbacteriaKinteractionsZKAnnualeRevieweofeMicrobiologyWK2010WK
hfWKfigYke 17.5 405

233 ôethodsKforKsamplingKofKairborneKvirusesZKMicrobiologyeandeMoleculareBiologyeReviewsWK2008WKidWKfceYff 13.2 255

232 tiodiversityKandKclassificationKofKlactococcalKphagesZKAppliedeandeEnvironmentaleMicrobiologyWK2006WK
idWKfeejYfh 4.8 200

231 tiochemistryWKgeneticsWKandKapplicationsKofKexopolysaccharideKproductionKinKStreptococcusK
thermophiluslKaKreviewZKJournaleofeDairyeScienceWK2003WKjhWKfbiYde 4 187

230 PhageKdiversityWKgenomicsKandKphylogenyZKNatureeReviewseMicrobiologyWK2020WKcjWKcdgYcej 22.2 160

229 tacteriophagesKofKlacticKacidKbacteriaKandKtheirKimpactKonKmilkKfermentationsZKMicrobialeCelle
FactoriesWK2011WKcbKSupplKcWKSdb 6.4 153

228 ~dentificationKofKaKgeneticKdeterminantKresponsibleKforKhostKspecificityKinKStreptococcusK
thermophilusKbacteriophagesZKMoleculareMicrobiologyWK2001WKfcWKedgYeh 4.1 151

227 wvolutionKofKaKéyticKtacteriophageKviaKvNsKscquisitionKfromKtheKéactococcusKlactisKuhromosomeZK
AppliedeandeEnvironmentaleMicrobiologyWK1994WKhbWKcjedYfc 4.8 145
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226 uR~SPRYuasKandKrestrictionYmodificationKsystemsKareKcompatibleKandKincreaseKphageKresistanceZK
NatureeCommunicationsWK2013WKfWKdbji 17.4 137

225 tacteriophagesKandKdairyKfermentationsZKBacteriophageWK2012WKdWKcfkYcgj 136

224 TheKpopulationKandKevolutionaryKdynamicsKofKphageKandKbacteriaKwithKuR~SPRYmediatedKimmunityZK
PLoSeGeneticsWK2013WKkWKecbbeecd 6 126

223 StructureKofKlactococcalKphageKpdKbaseplateKandKitsKmechanismKofKactivationZKProceedingseofethee
NationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaWK2010WKcbiWKhjgdYi 11.5 124

222 snKantiYuR~SPRKfromKaKvirulentKstreptococcalKphageKinhibitsKStreptococcusKpyogenesKuaskZKNaturee
MicrobiologyWK2017WKdWKceifYcejb 26.6 117

221 éactococcalKbacteriophageKpdKreceptorYbindingKproteinKstructureKsuggestsKaKcommonKancestorK
geneKwithKbacterialKandKmammalianKvirusesZKNatureeStructuraleandeMoleculareBiologyWK2006WKceWKjgYk 17.6 109

220 WidespreadKantiYuR~SPRKproteinsKinKvirulentKbacteriophagesKinhibitKaKrangeKofKuaskKproteinsZKNaturee
CommunicationsWK2018WKkWKdkck 17.4 108

219 uomparisonKofKfiveKbacteriophagesKasKmodelsKforKviralKaerosolKstudiesZKAppliedeandeEnvironmentale
MicrobiologyWK2014WKjbWKfdfdYgb 4.8 106

218 ôultiplexKPuRKforKdetectionKandKidentificationKofKlactococcalKbacteriophagesZKAppliedeande
EnvironmentaleMicrobiologyWK2000WKhhWKkjiYkf 4.8 104

217 uR~SPRYuaslKanKefficientKtoolKforKgenomeKengineeringKofKvirulentKbacteriophagesZKNucleiceAcidse
ResearchWK2014WKfdWKkgbfYce 20.1 98

216 uharacterizationKofKlactococcalKbacteriophagesKfromKQuebecKcheeseKplantsZKCanadianeJournaleofe
MicrobiologyWK1992WKejWKjigYjjd 3.2 97

215 ReceptorYbindingKproteinKofKéactococcusKlactisKphageslKidentificationKandKcharacterizationKofKtheK
saccharideKreceptorYbindingKsiteZKJournaleofeBacteriologyWK2006WKcjjWKdfbbYcb 3.5 95

214 PeptidoglycanKhydrolaseKfusionsKmaintainKtheirKparentalKspecificitiesZKAppliedeandeEnvironmentale
MicrobiologyWK2006WKidWKdkjjYkh 4.8 94

213 uompleteKgenomicKsequenceKofKtheKlyticKbacteriophageKvTcKofKStreptococcusKthermophilusZK
VirologyWK1999WKdggWKheYih 3.6 94

212 sdaptationKinKbacterialKuR~SPRYuasKimmunityKcanKbeKdrivenKbyKdefectiveKphagesZKNaturee
CommunicationsWK2014WKgWKfekk 17.4 93

211 ôodularKstructureKofKtheKreceptorKbindingKproteinsKofKéactococcusKlactisKphagesZKTheKRtPKstructureK
ofKtheKtemperateKphageKTPkbcYcZKJournaleofeBiologicaleChemistryWK2006WKdjcWKcfdghYhd 5.4 93

210 zomologousKrecombinationKbetweenKaKlactococcalKbacteriophageKandKtheKchromosomeKofKitsKhostK
strainZKVirologyWK2000WKdibWKhgYig 3.6 91

209 ~solationKandKuharacterizationKofKéactococcalKtacteriophagesKfromKuulturedKtuttermilkKPlantsKinK
theKUnitedKStatesZKJournaleofeDairyeScienceWK1996WKikWKdcbfYdccc 4 88

(1996-2013)
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208 sbortiveKinfectionKmechanismsKandKprophageKsequencesKsignificantlyKinfluenceKtheKgeneticKmakeupK
ofKemergingKlyticKlactococcalKphagesZKJournaleofeBacteriologyWK2007WKcjkWKcfjdYi 3.5 87

207 wffectKofKexopolysaccharidesKonKphageYhostKinteractionsKinKéactococcusKlactisZKAppliedeande
EnvironmentaleMicrobiologyWK2002WKhjWKfehfYk 4.8 85

206 uleavageKofKphageKvNsKbyKtheKStreptococcusKthermophilusKuR~SPReYuasKsystemZKPLoSeONEWK2012WK
iWKefbkce 3.7 82

205 spplicationsKofKphageKresistanceKinKlacticKacidKbacteriaK1999WKihWKeiiYejd 82

204 wffectKofKwxopolysaccharidesKonKPhageYzostK~nteractionsKinKéactococcusKlactisZKAppliedeande
EnvironmentaleMicrobiologyWK2003WKhkWKideYide 4.8 78

203 tacteriophagesKinKfoodKfermentationslKnewKfrontiersKinKaKcontinuousKarmsKraceZKAnnualeRevieweofe
FoodeScienceeandeTechnologyWK2013WKfWKefiYhj 14.7 73

202 vetectionKofKairborneKlactococcalKbacteriophagesKinKcheeseKmanufacturingKplantsZKAppliedeande
EnvironmentaleMicrobiologyWK2011WKiiWKfkcYi 4.8 72

201
yenomicKorganizationKandKmolecularKanalysisKofKvirulentKbacteriophageKdkidKinfectingKanK
exopolysaccharideYproducingKStreptococcusKthermophilusKstrainZKAppliedeandeEnvironmentale
MicrobiologyWK2005WKicWKfbgiYhj

4.8 72

200 uharacterizationKofKtwoKpolyvalentKphagesKinfectingKwnterobacteriaceaeZKScientificeReportsWK2017WKiWKfbefk4.9 71

199 uompleteKgenomicKsequenceKofKbacteriophageKulehlKdemonstrationKofKphageKheterogeneityKwithinK
theKPeegKquasiYspeciesKofKlactococcalKphagesZKVirologyWK2002WKdkhWKebjYdb 3.6 71

198 StructureWKadsorptionKtoKhostWKandKinfectionKmechanismKofKvirulentKlactococcalKphageKpdZKJournaleofe
VirologyWK2013WKjiWKcdebdYcd 6.6 70

197 ôorphologicalKandKgeneticKdiversityKofKtemperateKphagesKinKulostridiumKdifficileZKAppliedeande
EnvironmentaleMicrobiologyWK2007WKieWKiegjYhh 4.8 70

196 uostsKofKuR~SPRYuasYmediatedKresistanceKinKStreptococcusKthermophilusZKProceedingseofetheeRoyale
SocietyeB:eBiologicaleSciencesWK2015WKdjdWKdbcgcdib 4.4 68

195 wvolutionKofKéactococcusKlactisKphagesKwithinKaKcheeseKfactoryZKAppliedeandeEnvironmentale
MicrobiologyWK2009WKigWKgeehYff 4.8 68

194 élamaKantibodiesKagainstKaKlactococcalKproteinKlocatedKatKtheKtipKofKtheKphageKtailKpreventKphageK
infectionZKJournaleofeBacteriologyWK2005WKcjiWKfgecYfc 3.5 65

193 uharacterizationKofKmesophilicKmixedKstarterKculturesKusedKforKtheKmanufactureKofKagedKcheddarK
cheeseZKJournaleofeDairyeScienceWK2000WKjeWKhdbYi 4 64

192 SequenceKandKcomparativeKgenomicKanalysisKofKlactococcalKbacteriophagesKjjgbWKicdKandKPbbjlK
evolutionaryKinsightsKintoKtheKkehKphageKspeciesZKFEMSeMicrobiologyeLettersWK2006WKdhcWKdgeYhc 2.9 61

191
ôolecularKcharacterizationKofKaKthetaKreplicationKplasmidKandKitsKuseKforKdevelopmentKofKaK
twoYcomponentKfoodYgradeKcloningKsystemKforKéactococcusKlactisZKAppliedeandeEnvironmentale
MicrobiologyWK2001WKhiWKcibbYk

4.8 61
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190 TheKthreeKmajorKtypesKofKuR~SPRYuasKsystemsKfunctionKindependentlyKinKuR~SPRKRNsKbiogenesisKinK
StreptococcusKthermophilusZKMoleculareMicrobiologyWK2014WKkeWKkjYccd 4.1 60

189 yenomeKwngineeringKofKVirulentKéactococcalKPhagesKUsingKuR~SPRYuaskZKACSeSyntheticeBiologyWK
2017WKhWKcegcYcegj 5.7 58

188 sbiQWKanKabortiveKinfectionKmechanismKfromKéactococcusKlactisZKAppliedeandeEnvironmentale
MicrobiologyWK1998WKhfWKfifjYgh 4.8 58

187 vifferentiationKofKTwoKsbortiveKôechanismsKbyKUsingKôonoclonalKsntibodiesKvirectedKtowardK
éactococcalKtacteriophageKuapsidKProteinsZKAppliedeandeEnvironmentaleMicrobiologyWK1993WKgkWKdbjYcd 4.8 57

186 tacteriophagesKofKlactobacillusZKFrontierseineBioscienceeteLandmarkWK2009WKcfWKchhcYje 2.8 56

185 urystalKstructureKofKtheKreceptorYbindingKproteinKheadKdomainKfromKéactococcusKlactisKphageK
b~écibZKJournaleofeVirologyWK2006WKjbWKkeecYg 6.6 56

184
yalactoseKandKlactoseKgenesKfromKtheKgalactoseYpositiveKbacteriumKStreptococcusKsalivariusKandK
theKphylogeneticallyKrelatedKgalactoseYnegativeKbacteriumKStreptococcusKthermophiluslK
organizationWKsequenceWKtranscriptionWKandKactivityKofKtheKgalKgeneKproductsZKJournaleofeBacteriologyWK
2002WKcjfWKijgYke

3.5 56

183 yenomeKsequenceKandKglobalKgeneKexpressionKofKQgfWKaKnewKphageKspeciesKlinkingKtheKkehKandKcdK
phageKspeciesKofKéactococcusKlactisZKJournaleofeBacteriologyWK2006WKcjjWKhcbcYcf 3.5 55

182 uharacterizationKofKcoliphageKPRiidKandKevaluationKofKitsKuseKforKvirusKfilterKperformanceKtestingZK
AppliedeandeEnvironmentaleMicrobiologyWK2004WKibWKfjhfYic 4.8 55

181 uharacterizationKofKcibhWKaKvirulentKphageKfromKéactococcusKlactisKwithKsimilaritiesKtoKprophagesK
fromKotherKxirmicutesZKVirologyWK2008WKeieWKdkjYebk 3.6 54

180 urystalKstructureKandKfunctionKofKaKvsRPinKneutralizingKinhibitorKofKlactococcalKphageKTPkbcYclK
comparisonKofKvsRPinKandKcamelidKVzzKbindingKmodeZKJournaleofeBiologicaleChemistryWK2009WKdjfWKebicjYdh5.4 51

179 xunctionalKandKstructuralKbasisKforKaKbacteriophageKhomologKofKhumanKRsvgdZKCurrenteBiologyWK
2008WKcjWKccfdYh 6.3 51

178 PhageKproductionKandKmaintenanceKofKstocksWKincludingKexpectedKstockKlifetimesZKMethodseine
MoleculareBiologyWK2009WKgbcWKdbeYck 1.4 50

177 uharacterizationKofKaKnewKvirulentKphageKSôéuYsTKofKéactobacillusKparacaseiZKJournaleofeDairye
ScienceWK2006WKjkWKdfcfYde 4 50

176 sKUnifiedKResourceKforKTrackingKsntiYuR~SPRKNamesZKCRISPReJournalWK2018WKcWKebfYebg 2.5 50

175 ProphagesKofKtheKgenusKtifidobacteriumKasKmodulatingKagentsKofKtheKinfantKgutKmicrobiotaZK
EnvironmentaleMicrobiologyWK2016WKcjWKdckhYdce 5.2 49

174
TheKcellKlysisKactivityKofKtheKStreptococcusKagalactiaeKbacteriophageKtebKendolysinKreliesKonKtheK
cysteineWKhistidineYdependentKamidohydrolaseapeptidaseKdomainZKAppliedeandeEnvironmentale
MicrobiologyWK2006WKidWKgcbjYcd

4.8 49

173 wvolutionaryKemergenceKofKinfectiousKdiseasesKinKheterogeneousKhostKpopulationsZKPLoSeBiologyWK
2018WKchWKedbbhiej 9.7 49

(2018-2014)
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172 StreptococcusKthermophilusKbacteriophagesZKInternationaleDairyeJournalWK2010WKdbWKhgiYhhf 3.5 48

171
RestrictionaôodificationKsystemsKandKrestrictionKendonucleasesKareKmoreKeffectiveKonKlactococcalK
bacteriophagesKthatKhaveKemergedKrecentlyKinKtheKdairyKindustryZKAppliedeandeEnvironmentale
MicrobiologyWK1993WKgkWKckiYdbd

4.8 48

170 ôolecularKinsightsKonKtheKrecognitionKofKaKéactococcusKlactisKcellKwallKpellicleKbyKtheKphageKcegjK
receptorKbindingKproteinZKJournaleofeVirologyWK2014WKjjWKibbgYcg 6.6 47

169 ôorphologyWKgenomeKsequenceWKandKstructuralKproteomeKofKtypeKphageKPeegKfromKéactococcusK
lactisZKAppliedeandeEnvironmentaleMicrobiologyWK2008WKifWKfhehYff 4.8 47

168 uharacterizationKofKtheKtwoYcomponentKabortiveKphageKinfectionKmechanismKsbiTKfromK
éactococcusKlactisZKJournaleofeBacteriologyWK2002WKcjfWKhedgYed 3.5 47

167 StructureKandKactivityKofKsbiQWKaKlactococcalKendoribonucleaseKbelongingKtoKtheKtypeK~~~K
toxinYantitoxinKsystemZKMoleculareMicrobiologyWK2013WKjiWKighYhj 4.1 46

166 PhagesKasKfriendsKandKenemiesKinKfoodKprocessingZKCurrenteOpinioneineBiotechnologyWK2018WKfkWKcjgYckb 11.4 45

165 uharacterizationKofKéactococcusKlactisKphageKkfkKandKcomparisonKwithKotherKlactococcalKphagesZK
AppliedeandeEnvironmentaleMicrobiologyWK2010WKihWKhjfeYgd 4.8 45

164 éactococcalKphageKgenesKinvolvedKinKsensitivityKtoKsbiKKandKtheirKrelationKtoKsingleYstrandKannealingK
proteinsZKJournaleofeBacteriologyWK2004WKcjhWKehfkYgd 3.5 45

163 PhageKmorphologyKrecapitulatesKphylogenylKtheKcomparativeKgenomicsKofKaKnewKgroupKofK
myovirusesZKPLoSeONEWK2012WKiWKefbcbd 3.7 43

162 ~dentificationKofKaKnewKPeegKsubgroupKthroughKmolecularKanalysisKofKlactococcalKphagesKQeeKandK
tôceZKAppliedeandeEnvironmentaleMicrobiologyWK2013WKikWKffbcYk 4.8 43

161 viversityKofKStreptococcusKthermophilusKphagesKinKaKlargeYproductionKcheeseKfactoryKinKsrgentinaZK
JournaleofeDairyeScienceWK2006WKjkWKeikcYk 4 43

160 yenomeKannotationKandKintraviralKinteractomeKforKtheKStreptococcusKpneumoniaeKvirulentKphageK
vpYcZKJournaleofeBacteriologyWK2011WKckeWKggcYhd 3.5 39

159 wxpressionKandKsiteYdirectedKmutagenesisKofKtheKlactococcalKabortiveKphageKinfectionKproteinKsbiKZK
JournaleofeBacteriologyWK2005WKcjiWKeidcYeb 3.5 39

158 NovelKfoodYgradeKplasmidKvectorKbasedKonKmelibioseKfermentationKforKtheKgeneticKengineeringKofK
éactococcusKlactisZKAppliedeandeEnvironmentaleMicrobiologyWK2002WKhjWKhcgdYhc 4.8 39

157 PreventingKphageKlysisKofKéactococcusKlactisKinKcheeseKproductionKusingKaKneutralizingKheavyYchainK
antibodyKfragmentKfromKllamaZKJournaleofeDairyeScienceWK2002WKjgWKceihYjd 4 39

156 ~mprovingKtheKsafetyKofKStaphylococcusKaureusKpolyvalentKphagesKbyKtheirKproductionKonKaK
StaphylococcusKxylosusKstrainZKPLoSeONEWK2014WKkWKecbdhbb 3.7 37

155 xatYfreeKyogurtKmadeKusingKaKgalactoseYpositiveKexopolysaccharideYproducingKrecombinantKstrainK
ofKStreptococcusKthermophilusZKJournaleofeDairyeScienceWK2009WKkdWKfiiYjd 4 37
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154 KSYcWKaKlactococcalKphageKwithKaKTiYlikeKtranscriptionZKVirologyWK2007WKehgWKcYk 3.6 37

153 uharacterizationKofKStreptococcusKthermophilusKhostKrangeKphageKmutantsZKAppliedeande
EnvironmentaleMicrobiologyWK2006WKidWKebehYfc 4.8 37

152 ylobalKgeneKexpressionKanalysisKofKtwoKStreptococcusKthermophilusKbacteriophagesKusingKvNsK
microarrayZKVirologyWK2005WKefbWKckdYdbj 3.6 37

151 ~solationKandKcharacterizationKofKaKStreptococcusKthermophilusKplasmidKcloselyKrelatedKtoKtheK
pôVcgjKfamilyZKPlasmidWK2001WKfgWKcicYje 3.3 37

150 wvaluationKofKxiltersKforKtheKSamplingKandKQuantificationKofKRNsKPhageKserosolsZKAerosoleSciencee
andeTechnologyWK2010WKffWKjkeYkbc 3.4 36

149 ôonoclonalKantibodiesKraisedKagainstKnativeKmajorKcapsidKproteinsKofKlactococcalKcdYlikeK
bacteriophagesZKAppliedeandeEnvironmentaleMicrobiologyWK1998WKhfWKfdggYk 4.8 36

148 sKreverseKtranscriptaseYrelatedKproteinKmediatesKphageKresistanceKandKpolymerizesKuntemplatedK
vNsKinKvitroZKNucleiceAcidseResearchWK2011WKekWKihdbYk 20.1 35

147 uharacterizationKofKgenesKinvolvedKinKtheKmetabolismKofKalphaYgalactosidesKbyKéactococcusK
raffinolactisZKAppliedeandeEnvironmentaleMicrobiologyWK2003WKhkWKfbfkYgh 4.8 35

146 ~mmuneKlossKasKaKdriverKofKcoexistenceKduringKhostYphageKcoevolutionZKISMEeJournalWK2018WKcdWKgjgYgki 11.9 34

145 iYveazaguanineKmodificationsKprotectKphageKvNsKfromKhostKrestrictionKsystemsZKNaturee
CommunicationsWK2019WKcbWKgffd 17.4 34

144 PhageYhostKinteractionsKinKStreptococcusKthermophiluslKyenomeKanalysisKofKphagesKisolatedKinK
UruguayKandKectopicKspacerKacquisitionKinKuR~SPRKarrayZKScientificeReportsWK2017WKiWKfefej 4.9 33

143 wffectKofKtheKabortiveKinfectionKmechanismKandKtypeK~~~KtoxinaantitoxinKsystemKsbiQKonKtheKlyticK
cycleKofKéactococcusKlactisKphagesZKJournaleofeBacteriologyWK2013WKckgWKekfiYgh 3.5 33

142 yenomeKorganizationKandKcharacterizationKofKtheKvirulentKlactococcalKphageKcegjKandKitsK
similaritiesKtoKéisteriaKphagesZKAppliedeandeEnvironmentaleMicrobiologyWK2010WKihWKchdeYed 4.8 33

141 SolutionKandKelectronKmicroscopyKcharacterizationKofKlactococcalKphageKbaseplatesKexpressedKinK
wscherichiaKcoliZKJournaleofeStructuraleBiologyWK2010WKcidWKigYjf 3.4 33

140 yenomeKanalysisKofKtwoKvirulentKStreptococcusKthermophilusKphagesKisolatedKinKsrgentinaZK
InternationaleJournaleofeFoodeMicrobiologyWK2009WKcehWKcbcYk 5.8 33

139 ôachineKlearningKassistedKdesignKofKhighlyKactiveKpeptidesKforKdrugKdiscoveryZKPLoSeComputationale
BiologyWK2015WKccWKecbbfbif 5 30

138 VirulentKcoliphagesKinKcYyearYoldKchildrenKfecalKsamplesKareKfewerWKbutKmoreKinfectiousKthanK
temperateKcoliphagesZKNatureeCommunicationsWK2020WKccWKeij 17.4 30

137 yenomicKviversityKofKPhagesK~nfectingKProbioticKStrainsKofKéactobacillusKparacaseiZKAppliedeande
EnvironmentaleMicrobiologyWK2016WKjdWKkgYcbg 4.8 29

(2016-2007)

7



136 TheKtargetedKrecognitionKofKéactococcusKlactisKphagesKtoKtheirKpolysaccharideKreceptorsZKMoleculare
MicrobiologyWK2015WKkhWKjigYjh 4.1 29

135 ~nactivationKofKdairyKbacteriophagesKbyKcommercialKsanitizersKandKdisinfectantsZKInternationale
JournaleofeFoodeMicrobiologyWK2014WKcicWKfcYi 5.8 29

134 sbiVWKaKnovelKantiphageKabortiveKinfectionKmechanismKonKtheKchromosomeKofKéactococcusKlactisK
subspZKcremorisKôyceheZKAppliedeandeEnvironmentaleMicrobiologyWK2008WKifWKhgdjYei 4.8 29

133
yeneticKandKbiochemicalKcharacterizationKofKtheKphosphoenolpyruvatelglucoseamannoseK
phosphotransferaseKsystemKofKStreptococcusKthermophilusZKAppliedeandeEnvironmentale
MicrobiologyWK2003WKhkWKgfdeYed

4.8 29

132 vNsKsequenceKanalysisKofKthreeKéactococcusKlactisKplasmidsKencodingKphageKresistanceK
mechanismsZKJournaleofeDairyeScienceWK2001WKjfWKchcbYdb 4 29

131 ResistanceKofKserosolizedKtacterialKVirusesKtoKRelativeKzumidityKandKTemperatureZKAppliedeande
EnvironmentaleMicrobiologyWK2015WKjcWKiebgYcc 4.8 28

130 sKSystYOô~uSKspproachKtoKwnsuringKxoodKSafetyKandKReducingKtheKwconomicKturdenKofK
SalmonellosisZKFrontierseineMicrobiologyWK2017WKjWKkkh 5.7 28

129 uharacterizationKofKtwoKvirulentKphagesKofKéactobacillusKplantarumZKAppliedeandeEnvironmentale
MicrobiologyWK2012WKijWKjickYef 4.8 28

128 uryoYelectronKmicroscopyKstructureKofKlactococcalKsiphophageKcegjKvirionZKJournaleofeVirologyWK2014
WKjjWKjkbbYcb 6.6 27

127 PbjiWKaKlactococcalKphageKwithKaKmorphogenesisKmoduleKsimilarKtoKanKwnterococcusKfaecalisK
prophageZKVirologyWK2009WKejjWKfkYgh 3.6 27

126 ôicrobiologicalKandKmolecularKimpactsKofKsbiKKonKtheKlyticKcycleKofKéactococcusKlactisKphagesKofKtheK
kehKandKPeegKspeciesZKMicrobiologyenUnitedeKingdomoWK2000WKcfhKSKPtKdTWKffgYfge 2.9 27

125
uomparisonKofKadvancedKwholeKgenomeKsequenceYbasedKmethodsKtoKdistinguishKstrainsKofK
SalmonellaKentericaKserovarKzeidelbergKinvolvedKinKfoodborneKoutbreaksKinKQuˆ'becZKFoode
MicrobiologyWK2018WKieWKkkYccb

6 25

124 wfficacyKofKtwoKStaphylococcusKaureusKphageKcocktailsKinKcheeseKproductionZKInternationaleJournale
ofeFoodeMicrobiologyWK2016WKdciWKiYce 5.8 25

123 urystalKstructureKofKORxcdKfromKéactococcusKlactisKphageKpdKidentifiesKaKtapeKmeasureKproteinK
chaperoneZKJournaleofeBacteriologyWK2009WKckcWKidjYef 3.5 25

122 uharacterizationKofKaKgalactokinaseYpositiveKrecombinantKstrainKofKStreptococcusKthermophilusZK
AppliedeandeEnvironmentaleMicrobiologyWK2004WKibWKfgkhYhbe 4.8 25

121 VersatileKandKrobustKgenomeKeditingKwithKuR~SPRcYuaskZKGenomeeResearchWK2020WKebWKcbiYcci 9.7 25

120 ProphageKSequenceKProfilesKReflectKyenomeKviversityKandKuanKteKUsedKforKzighKviscriminationK
SubtypingZKFrontierseineMicrobiologyWK2018WKkWKjeh 5.7 24

119 uaskKsllostericK~nhibitionKbyKtheKsntiYuR~SPRKProteinKscr~~shZKMoleculareCellWK2019WKihWKkddYkeiZei 17.6 24
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118 éactobacillliKexpressingKllamaKVzzKfragmentsKneutraliseKéactococcusKphagesZKBMCeBiotechnologyWK
2007WKiWKgj 3.5 24

117 srgentineanKéactococcusKlactisKbacteriophageslKgeneticKcharacterizationKandKadsorptionKstudiesZK
JournaleofeAppliedeMicrobiologyWK2008WKcbfWKeicYk 4.7 24

116 uR~SPRStudiolKsKUserYxriendlyKSoftwareKforKRapidKuR~SPRKsrrayKVisualizationZKVirusesWK2018WKcbWK 6.2 24

115 uharacterizationKandKdiversityKofKphagesKinfectingKseromonasKsalmonicidaKsubspZKsalmonicidaZK
ScientificeReportsWK2017WKiWKibgf 4.9 23

114 vistributionKandKcompositionKofKtheKlysisKcassetteKofKéactococcusKlactisKphagesKandKfunctionalK
analysisKofKbacteriophageKulehKholinZKFEMSeMicrobiologyeLettersWK2004WKdeeWKeiYfe 2.9 23

113 vetectingKnaturalKadaptationKofKtheKStreptococcusKthermophilusKuR~SPRYuasKsystemsKinKresearchK
andKclassroomKsettingsZKNatureeProtocolsWK2017WKcdWKgfiYghg 18.8 22

112 éactococcalKphageKpdKORxegYSakeKisKanKsTPaseKinvolvedKinKvNsKrecombinationKandKsbiKK
mechanismZKMoleculareMicrobiologyWK2011WKjbWKcbdYch 4.1 22

111 ~dentificationKandKcharacterizationKofKtheKphageKgeneKsavWKinvolvedKinKsensitivityKtoKtheKlactococcalK
abortiveKinfectionKmechanismKsbiVZKAppliedeandeEnvironmentaleMicrobiologyWK2009WKigWKdfjfYkf 4.8 22

110 uomparisonKofKPolycarbonateKandKPolytetrafluoroethyleneKxiltersKforKSamplingKofKsirborneK
tacteriophagesZKAerosoleScienceeandeTechnologyWK2010WKffWKckiYdbc 3.4 20

109 urystalKstructureKofKaKchimericKreceptorKbindingKproteinKconstructedKfromKtwoKlactococcalKphagesZK
JournaleofeBacteriologyWK2009WKckcWKeddbYg 3.5 20

108 ~nvolvementKofKtheKmajorKcapsidKproteinKandKtwoKearlyYexpressedKphageKgenesKinKtheKactivityKofKtheK
lactococcalKabortiveKinfectionKmechanismKsbiTZKAppliedeandeEnvironmentaleMicrobiologyWK2012WKijWKhjkbYk4.8 20

107 RoleKofKgalKKandKgalôKinKgalactoseKmetabolismKbyKStreptococcusKthermophilusZKAppliedeande
EnvironmentaleMicrobiologyWK2008WKifWKcdhfYi 4.8 20

106 uharacterizationKofKxiveKPodoviridaeKPhagesK~nfectingKuitrobacterKfreundiiZKFrontierseineMicrobiology
WK2016WKiWKcbde 5.7 20

105 wvaluationKofKbacterialKcontaminantsKfoundKonKunusedKpaperKtowelsKandKpossibleK
postcontaminationKafterKhandwashinglKaKpilotKstudyZKAmericaneJournaleofeInfectioneControlWK2012WKfbWKegYk3.8 19

104 éactococcalKabortiveKinfectionKproteinKsbiVKinteractsKdirectlyKwithKtheKphageKproteinKSaVKandK
preventsKtranslationKofKphageKproteinsZKAppliedeandeEnvironmentaleMicrobiologyWK2010WKihWKibjgYkd 4.8 19

103 vecipheringKtheKfunctionKofKlactococcalKphageKulehKSakKdomainsZKJournaleofeStructuraleBiologyWK2010
WKcibWKfhdYk 3.4 19

102 tiologyKandKgenomeKsequenceKofKStreptococcusKmutansKphageKôcbdsvZKAppliedeandeEnvironmentale
MicrobiologyWK2012WKijWKddhfYic 4.8 19

101 ProgrammingKNativeKuR~SPRKsrraysKforKtheKyenerationKofKTargetedK~mmunityZKMBioWK2016WKiWK 7.8 18

(2016-2007)

9



100 viversityKandKzostKSpecificityKRevealedKbyKtiologicalKuharacterizationKandKWholeKyenomeK
SequencingKofKtacteriophagesK~nfectingZKVirusesWK2019WKccWK 6.2 17

99 StudyKofKmesophilicKseromonasKsalmonicidaKsgdiKstrainKshedsKlightKonKtheKspeciesRKlifestylesKandK
taxonomicKdilemmaZKFEMSeMicrobiologyeLettersWK2017WKehfWK 2.9 17

98 ôultilocusKsequenceKtypingKschemeKforKtheKcharacterizationKofKkehYlikeKphagesKinfectingK
éactococcusKlactisZKAppliedeandeEnvironmentaleMicrobiologyWK2012WKijWKfhfhYge 4.8 17

97 spplicationsKofKphageKresistanceKinKlacticKacidKbacteriaK1999WKeiiYejd 17

96 StreamliningKuR~SPRKspacerYbasedKbacterialKhostKpredictionsKtoKdecipherKtheKviralKdarkKmatterZK
NucleiceAcidseResearchWK2021WKfkWKecdiYecej 20.1 17

95 sKproposedKnewKbacteriophageKsubfamilylKMJerseyvirinaeMZKArchiveseofeVirologyWK2015WKchbWKcbdcYee 2.6 16

94 TheKuR~SPRYuasK~mmuneKSystemKandKyeneticKTransferslKReachingKanKwquilibriumZKMicrobiologye
SpectrumWK2015WKeWKPésSYbbefYdbcf 8.9 16

93
TheKdoublyKphosphorylatedKformKofKzPrWKzPrSSer~PTSzisYPTWKisKabundantKinKexponentiallyKgrowingK
cellsKofKStreptococcusKthermophilusKandKphosphorylatesKtheKlactoseKtransporterKéacSKasKefficientlyK
asKzPrSzis~PTZKAppliedeandeEnvironmentaleMicrobiologyWK2005WKicWKcehfYid

4.8 16

92
ProductionKofKôonoclonalKsntibodiesKagainstKtheKôajorKuapsidKProteinKofKtheKéactococcusK
tacteriophageKulehKandKvevelopmentKofKanKwnzymeYéinkedK~mmunosorbentKsssayKforKvirectKPhageK
vetectionKinKWheyKandKôilkZKAppliedeandeEnvironmentaleMicrobiologyWK1993WKgkWKdbefYfb

4.8 16

91 TheKproteomeKandKinteractomeKofKStreptococcusKpneumoniaeKphageKupYcZKJournaleofeBacteriologyWK
2011WKckeWKecegYj 3.5 15

90 UseKofKanKalphaYgalactosidaseKgeneKasKaKfoodYgradeKselectionKmarkerKforKStreptococcusK
thermophilusZKJournaleofeDairyeScienceWK2005WKjjWKdefcYi 4 15

89 uharacterizationKofKaKthetaYreplicatingKplasmidKfromKStreptococcusKthermophilusZKPlasmidWK2004WK
gcWKdfYeh 3.3 15

88 ResistanceKofKserosolizedKtacterialKVirusesKtoKxourKyermicidalKProductsZKPLoSeONEWK2016WKccWKebchjjcg 3.7 15

87 sKmutationKinKtheKmethionineKaminopeptidaseKgeneKprovidesKphageKresistanceKinKStreptococcusK
thermophilusZKScientificeReportsWK2019WKkWKcejch 4.9 14

86 PhagesKofKdairyKéeuconostocKmesenteroideslKgenomicsKandKfactorsKinfluencingKtheirKadsorptionZK
InternationaleJournaleofeFoodeMicrobiologyWK2015WKdbcWKgjYhg 5.8 14

85 sKgenomicKapproachKtoKunderstandKinteractionsKbetweenKStreptococcusKpneumoniaeKandKitsK
bacteriophagesZKBMCeGenomicsWK2015WKchWKkid 4.5 14

84 StructureKandKfunctionKofKphageKpdKORxefSpdTWKaKnewKtypeKofKsingleYstrandedKvNsKbindingKproteinZK
MoleculareMicrobiologyWK2009WKieWKccghYib 4.1 14

83 vetectionKandKquantificationKofKcapsularKexopolysaccharidesKfromKStreptococcusKthermophilusK
usingKlectinKprobesZKJournaleofeDairyeScienceWK2006WKjkWKfcghYhd 4 14

SylvainyMoineau

10



82 ~nvestigatingKtheKrequirementKforKcalciumKduringKlactococcalKphageKinfectionZKInternationaleJournale
ofeFoodeMicrobiologyWK2015WKdbcWKfiYgc 5.8 13

81 uompleteKyenomeKSequenceKofKStreptococcusKthermophilusKSôQYebcWKaKôodelKStrainKforK
PhageYzostK~nteractionsZKGenomeeAnnouncementsWK2015WKeWK 13

80 éactococcusKlactisKtypeK~~~YsKuR~SPRYuasKsystemKcleavesKbacteriophageKRNsZKRNAeBiologyWK2019WKchWKfhcYfhj4.8 13

79 uharacterizationKofKaKNovelKPantonYValentineKleukocidinKSPVéTYencodingKstaphylococcalKphageKandK
itsKnaturallyKPVéYlackingKvariantZKAppliedeandeEnvironmentaleMicrobiologyWK2013WKikWKdjdjYed 4.8 13

78 uontrolKofKtacteriophagesKinK~ndustrialKxermentationsK2004WK 13

77 uharacterizationKofKtheKcroYoriKregionKofKtheKStreptococcusKthermophilusKvirulentKbacteriophageK
vTcZKAppliedeandeEnvironmentaleMicrobiologyWK2005WKicWKcdeiYfh 4.8 13

76 VariabilityKinKtheKdurabilityKofKuR~SPRYuasKimmunityZKPhilosophicaleTransactionseofetheeRoyaleSocietye
B:eBiologicaleSciencesWK2019WKeifWKdbcjbbki 5.8 12

75 sKProtocolKforKwxtractionKofK~nfectiveKViromesKSuitableKforKôetagenomicsKSequencingKfromKéowK
VolumeKxecalKSamplesZKVirusesWK2019WKccWK 6.2 12

74 PhosphorylationKofKStreptococcusKsalivariusKlactoseKpermeaseKSéacSTKbyKzPrSzisK~KPTKandK
zPrSSerYPTSzisK~KPTKandKeffectsKonKgrowthZKJournaleofeBacteriologyWK2003WKcjgWKhihfYid 3.5 12

73 virectKdetectionKofKlactococcalKbacteriophagesKinKcheeseKwheyKusingKvNsKprobesZKFEMSe
MicrobiologyeLettersWK1992WKkdWKchkYcif 2.9 12

72 sKnewKôicroviridaeKphageKisolatedKfromKaKfailedKbiotechnologicalKprocessKdrivenKbyKwscherichiaKcoliZK
AppliedeandeEnvironmentaleMicrobiologyWK2014WKjbWKhkkdYibbb 4.8 11

71 viverseKvirulentKpneumophagesKinfectKStreptococcusKmitisZKPLoSeONEWK2015WKcbWKebccjjbi 3.7 11

70 TechnicalKnotelKUseKofKRxéPKtoKcharacterizeKéactococcusKlactisKstrainsKproducingK
exopolysaccharidesZKJournaleofeDairyeScienceWK2003WKjhWKcfidYg 4 11

69 veliveryKofKuR~SPRYuasKsystemsKusingKphageYbasedKvectorsZKCurrenteOpinioneineBiotechnologyWK2021WK
hjWKcifYcjb 11.4 11

68 uharacterizationKofKtheKVirulentKôyophageKSTedZKVirusesWK2018WKcbWK 6.2 11

67 PhagebooklKTheKSocialKNetworkZKMoleculareCellWK2017WKhgWKkheYkhf 17.6 10

66 ~nvestigationKofKtheKprotectiveKeffectKofKwheyKproteinsKonKlactococcalKphagesKduringKheatK
treatmentKatKvariousKpzZKInternationaleJournaleofeFoodeMicrobiologyWK2015WKdcbWKeeYfc 5.8 10

65 xirstKuompleteKyenomeKSequenceKofKStaphylococcusKxylosusWKaKôeatKStarterKuultureKandKaKzostKtoK
PropagateKStaphylococcusKaureusKPhagesZKGenomeeAnnouncementsWK2014WKdWK 10

(2014-2015)
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64 ~dentificationKofKanKinducibleKbacteriophageKinKaKvirulentKstrainKofKStreptococcusKsuisKserotypeKdZK
InfectioneandeImmunityWK2003WKicWKhcbfYj 3.7 10

63 wffectKofKfermentedKmilksKonKhumoralKimmuneKresponseKinKmiceZKInternationaleDairyeJournalWK1991WK
cWKdecYdek 3.5 10

62 uooperationKbetweenKvifferentKuR~SPRYuasKTypesKwnablesKsdaptationKinKanKRNsYTargetingKSystemZK
MBioWK2021WKcdWK 7.8 10

61 NovelKyenusKofKPhagesK~nfectingKStreptococcusKthermophiluslKyenomicKandKôorphologicalK
uharacterizationZKAppliedeandeEnvironmentaleMicrobiologyWK2020WKjhWK 4.8 10

60 ôicroencapsulationKofKaKStaphylococcusKphageKforKconcentrationKandKlongYtermKstorageZKFoode
MicrobiologyWK2018WKihWKebfYebk 6 9

59 StaphylococcusKepidermidisKbacteriophagesKfromKtheKanteriorKnaresKofKhumansZKAppliedeande
EnvironmentaleMicrobiologyWK2011WKiiWKijgeYg 4.8 9

58 snalysisKofKtwoKthetaYreplicatingKplasmidsKofKStreptococcusKthermophilusZKPlasmidWK2007WKgjWKcifYjc 3.3 9

57 yalactoseKmetabolismKandKcapsuleKformationKinKaKrecombinantKstrainKofKStreptococcusK
thermophilusKwithKaKgalactoseYfermentingKphenotypeZKJournaleofeDairyeScienceWK2007WKkbWKfbgcYi 4 9

56
teyondKtheKsYlayerlKadsorptionKofKlipopolysaccharidesKandKcharacterizationKofK
bacteriophageYinsensitiveKmutantsKofKseromonasKsalmonicidaKsubspZKsalmonicidaZKMoleculare
MicrobiologyWK2019WKccdWKhhiYhii

4.1 8

55 ôutationalKsnalysisKofKtheKsntitoxinKinKtheKéactococcalKTypeK~~~KToxinYsntitoxinKSystemKsbiQZK
AppliedeandeEnvironmentaleMicrobiologyWK2015WKjcWKejfjYgg 4.8 8

54 uharacterizationKofKaKTypeK~~YsKuR~SPRYuasKSystemKinZKMSphereWK2020WKgWK 5 8

53 uompleteKyenomeKSequenceKofKVirulentKPhageKôScZKGenomeeAnnouncementsWK2017WKgWK 8

52 ôobilomeKofKShedsKéightKonK~tsKyeneticKviversityKandK~tsKsdaptationKtoKSmearYRipenedKuheesesZK
FrontierseineMicrobiologyWK2019WKcbWKcdib 5.7 7

51 TheKdoubleYedgedKswordKofKuR~SPRYuasKsystemsZKCelleResearchWK2013WKdeWKcgYi 24.7 7

50 uharacterizationKofKprophagesKofKéactococcusKgarvieaeZKScientificeReportsWK2017WKiWKcjgh 4.9 7

49 sctivationKandKtransferKofKtheKchromosomalKphageKresistanceKmechanismKsbiVKinKéactococcusK
lactisZKAppliedeandeEnvironmentaleMicrobiologyWK2009WKigWKeegjYhc 4.8 7

48 sKshortKoverviewKofKtheKuR~SPRYuasKadaptationKstageZKCanadianeJournaleofeMicrobiologyWK2021WKhiWKcYcd 3.2 7

47 TheKTapeKôeasureKProteinK~sK~nvolvedKinKtheKzeatKStabilityKofKéactococcusKlactisKPhagesZKAppliedeande
EnvironmentaleMicrobiologyWK2018WKjfWK 4.8 7
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46 TheKuR~SPRYuasKappKgoesKviralZKCurrenteOpinioneineMicrobiologyWK2017WKeiWKcbeYcbk 7.9 6

45 ~nvestigatingKôyceheKResponseKtoKPhageKpdK~nfectionKatKtheKProteomeKéevelZKMoleculareande
CellulareProteomicsWK2019WKcjWKibfYicf 7.6 6

44 sKvirulentKphageKinfectingKéactococcusKgarvieaeWKwithKhomologyKtoKéactococcusKlactisKphagesZK
AppliedeandeEnvironmentaleMicrobiologyWK2015WKjcWKjegjYhg 4.8 6

43 TheKvNsKbindingKmechanismKofKaKSStKproteinKfromKéactococcusKlactisKsiphophageKpdZKBiochimicaeEte
BiophysicaeActaeteProteinseandeProteomicsWK2013WKcjefWKcbibYh 4 6

42 uompleteKyenomeKSequenceKofKaKStaphylococcusKepidermidisKtacteriophageK~solatedKfromKtheK
snteriorKNaresKofKzumansZKGenomeeAnnouncementsWK2014WKdWK 6

41
vetectionKofKpreQbKdeazaguanineKmodificationsKinKbacteriophageKusjanKvNsKusingKNanoporeK
sequencingKrevealsKsameKhypermodificationKatKtwoKdistinctKvNsKmotifsZKNucleiceAcidseResearchWK
2020WKfjWKcbejeYcbekh

20.1 6

40 ôolecularKStructureKofKéactoferrinK~nfluencesKtheKThermalKResistanceKofKéactococcalKPhagesZK
JournaleofeAgriculturaleandeFoodeChemistryWK2017WKhgWKddcfYdddc 5.7 5

39 uomparativeKgenomicKanalysisKofKcfdKbacteriophagesKinfectingKSalmonellaKentericaKsubspZKentericaZK
BMCeGenomicsWK2020WKdcWKeif 4.5 5

38 spplicationsKofKuR~SPRYuasKinKitsKnaturalKhabitatZKCurrenteOpinioneineChemicaleBiologyWK2016WKefWKebYeh 9.7 5

37 ProductionKofKtacteriophagesKbyKéisteriaKuellsKwntrappedKinKOrganicKPolymersZKVirusesWK2018WKcbWK 6.2 5

36 uharacterizationKofKuR~SPRYuasKsystemsKinKtheKRalstoniaKsolanacearumKspeciesKcomplexZKMoleculare
PlantePathologyWK2019WKdbWKddeYdek 5.7 5

35 TheKeffectKofKbacteriophagesKonKtheKacidificationKofKaKvegetableKjuiceKmediumKbyK
microencapsulatedKéactobacillusKplantarumZKFoodeMicrobiologyWK2017WKheWKdjYef 6 4

34 TheKwcouhiplKsKWirelessKôultiYSensorKPlatformKforKuomprehensiveKwnvironmentalKôonitoringZKIEEEe
TransactionseoneBiomedicaleCircuitseandeSystemsWK2018WKcdWKcdjkYcebb 5.1 4

33 uR~SPRYuasKinKtheKlaboratoryKclassroomZKNatureeMicrobiologyWK2017WKdWKcibcj 26.6 3

32 uompleteKyenomeKSequenceKofKwscherichiaKcoliKSiphophageKtRwTZKMicrobiologyeResourcee
AnnouncementsWK2019WKjWK 1.3 3

31 SourceKTrackingKtasedKonKuoreKyenomeKSNVKandKuR~SPRKTypingKofKSerovarKzeidelbergK~solatesK
~nvolvedKinKxoodborneKOutbreaksKinKQuˆ'becWKdbcdZKFrontierseineMicrobiologyWK2020WKccWKceci 5.7 3

30 zowKareKgenesKmodifiedqKurossbreedingWKmutagenesisWKandKuR~SPRYuaskK2020WKekYgf 3

29 ~mmuneKéossKasKaKvriverKofKuoexistenceKvuringKzostYPhageKuoevolution 3

(-2017)
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28 StructuralK~nsightsKintoKéactococcalKSiphophageKpdKtaseplateKsctivationKôechanismZKVirusesWK2020WK
cdWK 6.2 3

27 wctopicKSpacerKscquisitionKinKuR~SPReKsrrayZKMicroorganismsWK2021WKkWK 4.9 3

26 PrimedKuR~SPRYuasKsdaptationKandK~mpairedKPhageKsdsorptionKinKStreptococcusKmutansZKMSphereWK
2021WKhWK 5 3

25 zundredsKofKviralKfamiliesKinKtheKhealthyKinfantKgut 3

24 vNsKtandemKrepeatsKcontributeKtoKtheKgeneticKdiversityKofKtrevibacteriumKaurantiacumKphagesZK
EnvironmentaleMicrobiologyWK2020WKddWKefceYefdj 5.2 2

23 sKJumboKxormationKinKtheKViralKyameKPlanZKCRISPReJournalWK2020WKeWKcfYci 2.5 2

22 sKProtocolKforKwxtractionKofK~nfectiveKViromesKSuitableKforKôetagenomicsKSequencingKfromKéowK
VolumeKxecalKSamples 2

21 TargetedKyenomeKwditingKofKVirulentKPhagesKUsingKuR~SPRYuaskZKBiotprotocolWK2018WKjWKedhif 0.9 2

20 xunctionalKStudyKofKtheKTypeK~~YsKuR~SPRYuasKSystemKofKzypervirulentKStrainsZKCRISPReJournalWK2021WK
fWKdeeYdfd 2.5 2

19 uompleteKyenomeKSequenceKofKtrevibacteriumKlinensKSôQYceegZKGenomeeAnnouncementsWK2016WKfWK 2

18 uompleteKyenomeKSequenceKofKwbriosWKaKNovelKTivirusK~solatedKfromKtheKwbrieKéagoonKinKsbidjanWK
uˆ·teKdR~voireZKGenomeeAnnouncementsWK2018WKhWK 2

17 ProceduresKforKyeneratingKuR~SPRKôutantsKwithKNovelKSpacersKscquiredKfromKVirusesKorKPlasmidsZK
MethodseineMoleculareBiologyWK2015WKceccWKckgYddd 1.4 1

16 tacteriophagesKinK~ndustrialKxoodKProcessinglK~ncidenceKandKuontrolKinK~ndustrialKxermentationK
2014WKckkYdch 1

15 TypeK~~lKStreptococcusKthermophilusK2013WKcicYdbb 1

14 sbortiveK~nfectionKôechanismsKandKProphageKSequencesKSignificantlyK~nfluenceKtheKyeneticK
ôakeupKofKwmergingKéyticKéactococcalKPhagesZKJournaleofeBacteriologyWK2007WKcjkWKgijiYgiji 3.5 1

13 TypeK~~lKStreptococcusKthermophilusK2013WKcic 1

12 wvolutionaryKemergenceKofKinfectiousKdiseasesKinKheterogeneousKhostKpopulations 1

11 VersatileKandKrobustKgenomeKeditingKwithKStreptococcusKthermophilusKuR~SPRcYuask 1
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10 sKéactococcalKPhageKProteinKPromotesKViralKPropagationKandKsltersKtheKzostKProteomicKResponseK
vuringK~nfectionZKVirusesWK2020WKcdWK 6.2 1

9 yenomicKdiversityKandKuR~SPRYuasKsystemsKinKtheKcyanobacteriumKNostocKinKtheKzighKsrcticZK
EnvironmentaleMicrobiologyWK2021WKdeWKdkggYdkhj 5.2 1

8 TheKendlessKbattleKbetweenKphagesKandKuR~SPRYuasKsystemsKinZKBiochemistryeandeCelleBiologyWK2021WK
kkWKekiYfbd 3.6 1

7 WouldKtacteriophagesKteKaKNewKOldKuomplementKtoKsntibioticsKinKsquacultureqK2019WKgcYhj 0

6 ZebrafishlKaKbigKfishKinKtheKstudyKofKtheKgutKmicrobiotaZKCurrenteOpinioneineBiotechnologyWK2021WKieWKebjYece11.4 0

5 ~nductionKandKwliminationKofKProphagesKUsingKuR~SPRK~nterferenceZKCRISPReJournalWK2021WKfWKgfkYggi 2.5 0

4 sKtruncatedKantiYuR~SPRKproteinKpreventsKspacerKacquisitionKbutKnotKinterferenceZZKNaturee
CommunicationsWK2022WKceWKdjbd 17.4 0

3 TheKuR~SPRYuasK~mmuneKSystemKandKyeneticKTransferslKReachingKanKwquilibriumdbkYdcj

2 PhosphorylationWKanKsltruisticKtacterialKTrickKtoKzaltKPhagesZKCelleHosteandeMicrobeWK2016WKdbWKfbkYfcb 23.4

1 uR~SPRYuasKSystemsKinKStarterKuulturesK2022WKcbeYccd
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