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k Paper IF Citations

183 SomaticJstructuralJvariantJformationJisJguidedJbyJandJinfluencesJgenomeJarchitectureXXJGenomeh
ResearchVJ2022VJ 9.7 1

182 PangenomeWbasedJgenomeJinferenceJallowsJefficientJandJaccurateJgenotypingJacrossJaJwideJ
spectrumJofJvariantJclassesXXJNaturehGeneticsVJ2022VJ 36.3 1

181 RecurrentJinversionJpolymorphismsJinJhumansJassociateJwithJgeneticJinstabilityJandJgenomicJ
disordersXXJCellVJ2022VJ 56.2 2

180 TheJgenomicJandJtranscriptionalJlandscapeJofJprimaryJcentralJnervousJsystemJlymphomaXXJNatureh
CommunicationsVJ2022VJacVJbeeh 17.4 4

179 TPecJandJKRqSJVariantsJatJynitialJtiagnosisJydentifyJanJUltraWxighJRiskJwroupJofJPediatricJ
TWLymphoblasticJLeukemiaJRTWqLLSXJBloodVJ2021VJachVJacaeWacae 2.2

178 shromothripsisJfollowedJbyJcircularJrecombinationJdrivesJoncogeneJamplificationJinJhumanJcancerXJ
NaturehGeneticsVJ2021VJecVJafgcWafhe 36.3 7

177 VersatileJworkflowJforJcellJtypeWresolvedJtranscriptionalJandJepigeneticJprofilesJfromJ
cryopreservedJhumanJlungXJJCIhInsightVJ2021VJfVJ 9.9 2

176 qSxLuYSjJautomatedJqualityJcontrolJforJsingleWcellJStrandWseqJdataXJBioinformaticsVJ2021VJ 7.2 2

175 xaplotypeWresolvedJdiverseJhumanJgenomesJandJintegratedJanalysisJofJstructuralJvariationXJScience
VJ2021VJcgbVJ 33.3 100

174 uxpectationsJandJblindJspotsJforJstructuralJvariationJdetectionJfromJlongWreadJassembliesJandJ
shortWreadJgenomeJsequencingJtechnologiesXJAmericanhJournalhofhHumanhGeneticsVJ2021VJaZhVJiaiWibh 11 13

173 MutationalJmechanismsJshapingJtheJcodingJandJnoncodingJgenomeJofJgerminalJcenterJderivedJ
rWcellJlymphomasXJLeukemiaVJ2021VJceVJbZZbWbZaf 10.7 3

172 vullyJphasedJhumanJgenomeJassemblyJwithoutJparentalJdataJusingJsingleWcellJstrandJsequencingJ
andJlongJreadsXJNaturehBiotechnologyVJ2021VJciVJcZbWcZh 44.5 42

171 TheJXJchromosomeJfromJtelomereJtoJtelomerejJkeyJachievementsJandJfutureJopportunitiesXXJ
FacultyhReviewsVJ2021VJaZVJfc 1.2 1

170 SystemsJapproachesJidentifyJtheJconsequencesJofJmonosomyJinJsomaticJhumanJcellsXJNatureh
CommunicationsVJ2021VJabVJeegf 17.4 5

169 TheJPortoJuuropeanJsancerJResearchJSummitJbZbaXJMolecularhOncologyVJ2021VJaeVJbeZgWbedc 7.9 1

168 VySORjJaJversatileJhaplotypeWawareJstructuralJvariantJsimulatorJforJshortWJandJlongWreadJ
sequencingXJBioinformaticsVJ2020VJcfVJabfgWabfi 7.2 8

167 TargetedJPerturbWseqJenablesJgenomeWscaleJgeneticJscreensJinJsingleJcellsXJNaturehMethodsVJ2020VJ
agVJfbiWfce 21.6 41
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166 RecurrentJinversionJtogglingJandJgreatJapeJgenomeJevolutionXJNaturehGeneticsVJ2020VJebVJhdiWheh 36.3 13

165 qcquisitionJofJchromosomeJinstabilityJisJaJmechanismJtoJevadeJoncogeneJaddictionXJEMBOh
MolecularhMedicineVJ2020VJabVJeaZida 12 22

164 wermlineJulongatorJmutationsJinJSonicJxedgehogJmedulloblastomaXJNatureVJ2020VJehZVJcifWdZa 50.4 47

163 wenomicsjJdataJsharingJneedsJanJinternationalJcodeJofJconductXJNatureVJ2020VJeghVJcaWcc 50.4 17

162 ulevenJgrandJchallengesJinJsingleWcellJdataJscienceXJGenomehBiologyVJ2020VJbaVJca 18.3 274

161 PatternsJofJsomaticJstructuralJvariationJinJhumanJcancerJgenomesXJNatureVJ2020VJeghVJaabWaba 50.4 232

160 wenomicJbasisJforJRNqJalterationsJinJcancerXJNatureVJ2020VJeghVJabiWacf 50.4 148

159 PanWcancerJanalysisJofJwholeJgenomesJidentifiesJdriverJrearrangementsJpromotedJbyJLyNuWaJ
retrotranspositionXJNaturehGeneticsVJ2020VJebVJcZfWcai 36.3 122

158 somprehensiveJanalysisJofJchromothripsisJinJbVfehJhumanJcancersJusingJwholeWgenomeJ
sequencingXJNaturehGeneticsVJ2020VJebVJccaWcda 36.3 168

157 wenomeWwideJScreensJymplicateJLossJofJsullinJRingJLigaseJcJinJPersistentJProliferationJandJwenomeJ
ynstabilityJinJTPecWteficientJsellsXJCellhReportsVJ2020VJcaVJaZgdfe 10.6 11

156 wenomicJdataJsharingJinJuuropeJisJstumblingWsouldJaJcodeJofJconductJpreventJitsJfalloXJEMBOh
MolecularhMedicineVJ2020VJabVJeaadba 12 11

155 rutlerJenablesJrapidJcloudWbasedJanalysisJofJthousandsJofJhumanJgenomesXJNaturehBiotechnologyVJ
2020VJchVJbhhWbib 44.5 9

154 SingleWcellJanalysisJofJstructuralJvariationsJandJcomplexJrearrangementsJwithJtriWchannelJ
processingXJNaturehBiotechnologyVJ2020VJchVJcdcWced 44.5 17

153 TRisoLORjJtandemJrepeatJprofilingJusingJwholeWgenomeJlongWreadJsequencingJdataXJGigaScienceVJ
2020VJiVJ 7.6 7

152 shromatinJaccessibilityJlandscapeJofJpediatricJTWlymphoblasticJleukemiaJandJhumanJTWcellJ
precursorsXJEMBOhMolecularhMedicineVJ2020VJabVJeabaZd 12 3

151 qJscalableJsRySPRYsasiWbasedJfluorescentJreporterJassayJtoJstudyJtNqJdoubleWstrandJbreakJrepairJ
choiceXJNaturehCommunicationsVJ2020VJaaVJdZgg 17.4 15

150 SingleWcellJstrandJsequencingJofJaJmacaqueJgenomeJrevealsJmultipleJnestedJinversionsJandJ
breakpointJreuseJduringJprimateJevolutionXJGenomehResearchVJ2020VJcZVJafhZWafic 9.7 4

149 SequenceJdiversityJanalysesJofJanJimprovedJrhesusJmacaqueJgenomeJenhanceJitsJbiomedicalJutilityXJ
ScienceVJ2020VJcgZVJ 33.3 28

(2020-2020)
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148 wermlineJMutationsJPredisposeJtoJPediatricJMedulloblastomaXJJournalhofhClinicalhOncologyVJ2020VJ
chVJdcWeZ 2.2 28

147 LeveragingJuuropeanJinfrastructuresJtoJaccessJaJmillionJhumanJgenomesJbyJbZbbXJNaturehReviewsh
GeneticsVJ2019VJbZVJficWgZa 30.1 36

146 TheJNSLJcomplexJmaintainsJnuclearJarchitectureJstabilityJviaJlaminJqYsJacetylationXJNaturehCellh
BiologyVJ2019VJbaVJabdhWabfZ 23.4 34

145 ynTqtjJchromosomeJconformationJguidedJanalysisJofJenhancerJtargetJgenesXJBMChBioinformaticsVJ
2019VJbZVJfZ 3.6 8

144 MultiWplatformJdiscoveryJofJhaplotypeWresolvedJstructuralJvariationJinJhumanJgenomesXJNatureh
CommunicationsVJ2019VJaZVJaghd 17.4 346

143 wenomicJandJtranscriptomicJchangesJcomplementJeachJotherJinJtheJpathogenesisJofJsporadicJ
rurkittJlymphomaXJNaturehCommunicationsVJ2019VJaZVJadei 17.4 49

142 xighlyJrearrangedJchromosomesJrevealJuncouplingJbetweenJgenomeJtopologyJandJgeneJ
expressionXJNaturehGeneticsVJ2019VJeaVJabgbWabhb 36.3 145

141 unrichedJpowerJofJdiseaseWconcordantJtwinWcaseWonlyJdesignJinJdetectingJinteractionsJinJ
genomeWwideJassociationJstudiesXJEuropeanhJournalhofhHumanhGeneticsVJ2019VJbgVJfcaWfcf 5.3 2

140 TheJmolecularJlandscapeJofJuTMRJatJdiagnosisJandJrelapseXJNatureVJ2019VJegfVJbgdWbhZ 50.4 46

139 somprehensiveJqnalysisJofJshromatinJStatesJinJqtypicalJTeratoidYRhabdoidJTumorJydentifiesJ
tivergingJRolesJforJSWyYSNvJandJPolycombJinJweneJRegulationXJCancerhCellVJ2019VJceVJieWaaZXeh 24.3 40

138 qlfredjJinteractiveJmultiWsampleJrqMJalignmentJstatisticsVJfeatureJcountingJandJfeatureJannotationJ
forJlongWJandJshortWreadJsequencingXJBioinformaticsVJ2019VJceVJbdhiWbdia 7.2 29

137 TheJlandscapeJofJgenomicJalterationsJacrossJchildhoodJcancersXJNatureVJ2018VJeeeVJcbaWcbg 50.4 603

136 StrandWseqJenablesJreliableJseparationJofJlongJreadsJbyJchromosomeJviaJexpectationJmaximizationXJ
BioinformaticsVJ2018VJcdVJiaaeWiabc 7.2 17

135 SpectrumJandJprevalenceJofJgeneticJpredispositionJinJmedulloblastomajJaJretrospectiveJgeneticJ
studyJandJprospectiveJvalidationJinJaJclinicalJtrialJcohortXJLancethOncologyvhTheVJ2018VJaiVJgheWgih 21.7 159

134 wenomicJstructuralJvariationsJleadJtoJdysregulationJofJimportantJcodingJandJnonWcodingJRNqJ
speciesJinJdilatedJcardiomyopathyXJEMBOhMolecularhMedicineVJ2018VJaZVJaZgWabZ 12 29

133 shromatinJmodifiersJMdmbJandJRNvbJpreventJRNqjtNqJhybridsJthatJimpairJtNqJreplicationXJ
ProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaVJ2018VJaaeVJuaacaaWuaacbZ11.5 30

132 PtXJmodelsJrecapitulateJtheJgeneticJandJepigeneticJlandscapeJofJpediatricJTWcellJleukemiaXJEMBOh
MolecularhMedicineVJ2018VJaZVJ 12 20

131 MolecularJuvolutionJofJuarlyWOnsetJProstateJsancerJydentifiesJMolecularJRiskJMarkersJandJslinicalJ
TrajectoriesXJCancerhCellVJ2018VJcdVJiifWaZaaXeh 24.3 89
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130 RiskWadaptedJtherapyJforJyoungJchildrenJwithJmedulloblastomaJRSzYsZgSjJtherapeuticJandJ
molecularJoutcomesJfromJaJmulticentreVJphaseJbJtrialXJLancethOncologyvhTheVJ2018VJaiVJgfhWghd 21.7 95

129 PanWcancerJanalysisJdistinguishesJtranscriptionalJchangesJofJaneuploidyJfromJproliferationXJGenomeh
ResearchVJ2017VJbgVJeZaWeaa 9.7 31

128 SystematicJydentificationJofJteterminantsJforJSingleWStrandJqnnealingWMediatedJteletionJ
vormationJinXJG3:hGenesvhGenomesvhGeneticsVJ2017VJgVJcbfiWcbgi 3.2 1

127 MitochondrialJmutationsJdriveJprostateJcancerJaggressionXJNaturehCommunicationsVJ2017VJhVJfef 17.4 66

126 TheJwholeWgenomeJlandscapeJofJmedulloblastomaJsubtypesXJNatureVJ2017VJedgVJcaaWcag 50.4 472

125 tenseJandJaccurateJwholeWchromosomeJhaplotypingJofJindividualJgenomesXJNatureh
CommunicationsVJ2017VJhVJabic 17.4 60

124 somputingJpatientJdataJinJtheJcloudjJpracticalJandJlegalJconsiderationsJforJgeneticsJandJgenomicsJ
researchJinJuuropeJandJinternationallyXJGenomehMedicineVJ2017VJiVJeh 14.4 17

123 wenomesJofJearlyJonsetJprostateJcancerXJCurrenthOpinionhinhUrologyVJ2017VJbgVJdhaWdhg 2.8 7

122 PanWcancerJanalysisJofJsomaticJcopyWnumberJalterationsJimplicatesJyRSdJandJywvbJinJenhancerJ
hijackingXJNaturehGeneticsVJ2017VJdiVJfeWgd 36.3 220

121 teletionJlengtheningJatJchromosomesJfqJandJafqJtargetsJmultipleJtumorJsuppressorJgenesJandJisJ
associatedJwithJanJincreasinglyJpoorJprognosisJinJprostateJcancerXJOncotargetVJ2017VJhVJaZhibcWaZhice 3.3 21

120 weneticJcodeJexpansionJforJmultiproteinJcomplexJengineeringXJNaturehMethodsVJ2016VJacVJiigWaZZZ 21.6 48

119 xeterogeneityJofJuRwJexpressionJinJprostateJcancerjJaJlargeJsectionJmappingJstudyJofJentireJ
prostatectomyJspecimensJfromJabeJpatientsXJBMChCancerVJ2016VJafVJfda 4.8 19

118 NextWgenerationJsequencingWbasedJdetectionJofJgermlineJLaWmediatedJtransductionsXJBMCh
GenomicsVJ2016VJagVJcdb 4.5 7

117 qctiveJmedulloblastomaJenhancersJrevealJsubgroupWspecificJcellularJoriginsXJNatureVJ2016VJecZVJegWfb 50.4 234

116 qtypicalJTeratoidYRhabdoidJTumorsJqreJsomprisedJofJThreeJupigeneticJSubgroupsJwithJtistinctJ
unhancerJLandscapesXJCancerhCellVJ2016VJbiVJcgiWcic 24.3 319

115 ShadowJunhancersJqreJPervasiveJveaturesJofJtevelopmentalJRegulatoryJNetworksXJCurrenthBiologyVJ
2016VJbfVJchWea 6.3 121

114 ymmortalizationJcapacityJofJxPVJtypesJisJinverselyJrelatedJtoJchromosomalJinstabilityXJOncotargetVJ
2016VJgVJcgfZhWcgfba 3.3 17

113 UsingJlargeWscaleJgenomeJvariationJcohortsJtoJdecipherJtheJmolecularJmechanismJofJcancerXJ
CompteshRendushwhBiologiesVJ2016VJcciVJcZhWac 1.4 4

(2016-2018)
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112 ydentificationJofJZssxshJasJfusionJpartnerJofJROSaJinJaJcaseJofJcongenitalJglioblastomaJmultiformeJ
withJaJtRfkabSRqbakqbdXcSXJGeneshChromosomeshandhCancerVJ2016VJeeVJfggWhg 5 22

111 qlterationsJofJmicroRNqJandJmicroRNqWregulatedJmessengerJRNqJexpressionJinJgerminalJcenterJ
rWcellJlymphomasJdeterminedJbyJintegrativeJsequencingJanalysisXJHaematologicaVJ2016VJaZaVJachZWachi 6.6 31

110 NegativeJSelectionJandJshromosomeJynstabilityJynducedJbyJMadbJOverexpressionJtelayJrreastJ
sancerJbutJvacilitateJOncogeneWyndependentJOutgrowthXJCellhReportsVJ2016VJaeVJbfgiWia 10.6 43

109 TowardJunderstandingJandJexploitingJtumorJheterogeneityXJNaturehMedicineVJ2015VJbaVJhdfWec 50.5 441

108 wenomicsJandJdrugJprofilingJofJfatalJTsvcWxLvWpositiveJacuteJlymphoblasticJleukemiaJidentifiesJ
recurrentJmutationJpatternsJandJtherapeuticJoptionsXJNaturehGeneticsVJ2015VJdgVJaZbZWaZbi 36.3 127

107 somprehensiveJgenomicJprofilesJofJsmallJcellJlungJcancerXJNatureVJ2015VJebdVJdgWec 50.4 1061

106 qssemblyJandJdiploidJarchitectureJofJanJindividualJhumanJgenomeJviaJsingleWmoleculeJ
technologiesXJNaturehMethodsVJ2015VJabVJghZWf 21.6 383

105 qJglobalJreferenceJforJhumanJgeneticJvariationXJNatureVJ2015VJebfVJfhWgd 50.4 8599

104 qnJintegratedJmapJofJstructuralJvariationJinJbVeZdJhumanJgenomesXJNatureVJ2015VJebfVJgeWha 50.4 1368

103 PediatricJTWcellJlymphoblasticJleukemiaJevolvesJintoJrelapseJbyJclonalJselectionVJacquisitionJofJ
mutationsJandJpromoterJhypomethylationXJHaematologicaVJ2015VJaZZVJaddbWeZ 6.6 50

102 rqZbqJRTyPeSJisJinvolvedJinJepigeneticJalterationsJinJprostateJcancerJandJitsJoverexpressionJpredictsJ
diseaseJrecurrenceXJNaturehGeneticsVJ2015VJdgVJbbWcZ 36.3 99

101 qJcellWbasedJmodelJsystemJlinksJchromothripsisJwithJhyperploidyXJMolecularhSystemshBiologyVJ2015VJ
aaVJhbh 12.2 88

100 tataJanalysisjJsreateJaJcloudJcommonsXJNatureVJ2015VJebcVJadiWea 50.4 71

99 qnalysisJofJdeletionJbreakpointsJfromJaVZibJhumansJrevealsJdetailsJofJmutationJmechanismsXJ
NaturehCommunicationsVJ2015VJfVJgbef 17.4 56

98 uxomeJsequencingJofJosteosarcomaJrevealsJmutationJsignaturesJreminiscentJofJrRsqJdeficiencyXJ
NaturehCommunicationsVJ2015VJfVJhidZ 17.4 175

97 PrevalenceJofJchromosomalJrearrangementsJinvolvingJnonWuTSJgenesJinJprostateJcancerXJ
InternationalhJournalhofhOncologyVJ2015VJdfVJafcgWdb 4.4 9

96 weneJPanelJSequencingJofJPrimaryJandJRelapsedJPediatricJTWqLLJShowsJThatJRelapseWSpecificJ
MutationsJqreJtiverseJandJMostlyJNonWRecurrentXJBloodVJ2015VJabfVJadbhWadbh 2.2

95 upigenomicJalterationsJdefineJlethalJsyMPWpositiveJependymomasJofJinfancyXJNatureVJ2014VJeZfVJddeWeZ 50.4 434
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94 wenomeJsequencingJofJSxxJmedulloblastomaJpredictsJgenotypeWrelatedJresponseJtoJsmoothenedJ
inhibitionXJCancerhCellVJ2014VJbeVJcicWdZe 24.3 469

93 somprehensiveJcharacterizationJofJcomplexJstructuralJvariationsJinJcancerJbyJdirectlyJcomparingJ
genomeJsequenceJreadsXJNaturehBiotechnologyVJ2014VJcbVJaaZfWab 44.5 62

92 TMPRSSbWuRwJfusionsJareJstronglyJlinkedJtoJyoungJpatientJageJinJlowWgradeJprostateJcancerXJ
EuropeanhUrologyVJ2014VJffVJighWha 10.2 48

91 yntratumorJtNqJmethylationJheterogeneityJreflectsJclonalJevolutionJinJaggressiveJprostateJcancerXJ
CellhReportsVJ2014VJhVJgihWhZf 10.6 177

90 unhancerJhijackingJactivatesJwvyaJfamilyJoncogenesJinJmedulloblastomaXJNatureVJ2014VJeaaVJdbhWcd 50.4 377

89 NaturalJvariationJinJgenomeJarchitectureJamongJbZeJtrosophilaJmelanogasterJweneticJReferenceJ
PanelJlinesXJGenomehResearchVJ2014VJbdVJaaicWbZh 9.7 372

88 slinicalJsignificanceJofJdifferentJtypesJofJpecJgeneJalterationJinJsurgicallyJtreatedJprostateJcancerXJ
InternationalhJournalhofhCancerVJ2014VJaceVJacfiWhZ 7.5 85

87 qJcommonJmicrodeletionJaffectingJaJhippocampusWJandJamygdalaWspecificJisoformJofJtryptophanJ
hydroxylaseJbJisJnotJassociatedJwithJaffectiveJdisordersXJBipolarhDisordersVJ2014VJafVJgfdWh 3.8 2

86 TargetedJteepJSequencingJofJweneticJqlterationsJydentifiedJryJWholeJuxomeJSequencingJRevealsJ
slonalJuvolutionJinJPediatricJTWLymphoblasticJLeukemiaXJBloodVJ2014VJabdVJdiaWdia 2.2

85 RecurrentJsomaticJalterationsJofJvwvRaJandJNTRKbJinJpilocyticJastrocytomaXJNaturehGeneticsVJ2013VJ
deVJibgWcb 36.3 550

84
PrimateJgenomeJarchitectureJinfluencesJstructuralJvariationJmechanismsJandJfunctionalJ
consequencesXJProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaVJ
2013VJaaZVJaegfdWi

11.5 69

83 WholeWexomeJsequencingJlinksJcaspaseJrecruitmentJdomainJaaJRsqRtaaSJinactivationJtoJsevereJ
combinedJimmunodeficiencyXJJournalhofhAllergyhandhClinicalhImmunologyVJ2013VJacaVJacgfWhcXec 11.5 103

82 PhenotypicJimpactJofJgenomicJstructuralJvariationjJinsightsJfromJandJforJhumanJdiseaseXJNatureh
ReviewshGeneticsVJ2013VJadVJabeWch 30.1 340

81 ydentificationJofJaJNineinJRNyNSJmutationJinJaJfamilyJwithJspondyloepimetaphysealJdysplasiaJwithJ
jointJlaxityJRleptodactylicJtypeSWlikeJphenotypeXJMatrixhBiologyVJ2013VJcbVJchgWib 11.4 12

80 yntegrativeJgenomicJanalysesJrevealJanJandrogenWdrivenJsomaticJalterationJlandscapeJinJearlyWonsetJ
prostateJcancerXJCancerhCellVJ2013VJbcVJaeiWgZ 24.3 259

79 sriteriaJforJinferenceJofJchromothripsisJinJcancerJgenomesXJCellVJ2013VJaebVJabbfWcf 56.2 342

78 wenomicJdeletionJofJMqPcKgJatJfqabWbbJisJassociatedJwithJearlyJPSqJrecurrenceJinJprostateJcancerJ
andJabsenceJofJTMPRSSbjuRwJfusionsXJModernhPathologyVJ2013VJbfVJigeWhc 9.8 121

77 TheJgenomicJandJtranscriptomicJlandscapeJofJaJxeLaJcellJlineXJG3:hGenesvhGenomesvhGeneticsVJ2013VJ
cVJabacWbd 3.2 269

(2013-2014)
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76 ympactJofJgenomicJstructuralJvariationJinJtrosophilaJmelanogasterJbasedJonJpopulationWscaleJ
sequencingXJGenomehResearchVJ2013VJbcVJefhWgi 9.7 53

75
WholeJuxomeJSequencingJydentifiesJNovelJLystWMissenseJMutationsJynJyncompleteJshildhoodJ
shediakWxigashiWSyndromeJPresentingJqsJxemphagocyticJLymphohistiocytosisJRxLxSXJBloodVJ2013VJ
abbVJcdgiWcdgi

2.2

74
WholeJuxomeJSequencingJynJRelapsedJPediatricJTWqLLjJProgressionJyntoJRelapseJysJsharacterizedJryJ
qnJyncreasedJNumberJOfJSomaticJMutationsJandJaJsonservationJOfJMutationsJynJLeukemogenicJ
triverJwenesXJBloodVJ2013VJabbVJbbhWbbh

2.2

73
qJaeqbdJmicrodeletionJinJtransientJmyeloproliferativeJdiseaseJRTMtSJandJacuteJmegakaryoblasticJ
leukaemiaJRqMKLSJimplicatesJPMLJandJSUMOcJinJtheJleukaemogenesisJofJTMtYqMKLXJBritishh
JournalhofhHaematologyVJ2012VJaegVJahZWg

4.5 6

72 tuLLYjJstructuralJvariantJdiscoveryJbyJintegratedJpairedWendJandJsplitWreadJanalysisXJBioinformaticsVJ
2012VJbhVJicccWicci 7.2 1069

71 wenomeJsequencingJofJpediatricJmedulloblastomaJlinksJcatastrophicJtNqJrearrangementsJwithJ
TPecJmutationsXJCellVJ2012VJadhVJeiWga 56.2 600

70 qnJintegratedJmapJofJgeneticJvariationJfromJaVZibJhumanJgenomesXJNatureVJ2012VJdiaVJefWfe 50.4 6049

69 xighWresolutionJgenomicJprofilingJofJchronicJlymphocyticJleukemiaJrevealsJnewJrecurrentJgenomicJ
alterationsXJBloodVJ2012VJabZVJdghcWid 2.2 156

68 RecurrentJmutationJofJtheJytcJgeneJinJrurkittJlymphomaJidentifiedJbyJintegratedJgenomeVJexomeJ
andJtranscriptomeJsequencingXJNaturehGeneticsVJ2012VJddVJacafWbZ 36.3 317

67 triverJmutationsJinJhistoneJxcXcJandJchromatinJremodellingJgenesJinJpaediatricJglioblastomaXJ
NatureVJ2012VJdhbVJbbfWca 50.4 1655

66 yswsJPedrrainJWJdissectingJtheJgenomicJcomplexityJunderlyingJmedulloblastomaJusingJ
wholeWgenomeJsequencingXJBMChProceedingsVJ2012VJfVJ 2.3 1

65 tissectingJtheJgenomicJcomplexityJunderlyingJmedulloblastomaXJNatureVJ2012VJdhhVJaZZWe 50.4 623

64 SubgroupWspecificJstructuralJvariationJacrossJaVZZZJmedulloblastomaJgenomesXJNatureVJ2012VJdhhVJdiWef50.4 596

63 WholeWuxomeJSequencingJLinksJsqRtaaJynactivationJwithJSsytXJBloodVJ2012VJabZVJbehWbeh 2.2

62 MappingJcopyJnumberJvariationJbyJpopulationWscaleJgenomeJsequencingXJNatureVJ2011VJdgZVJeiWfe 50.4 833

61 shallengesJinJstudyingJgenomicJstructuralJvariantJformationJmechanismsjJtheJshortWreadJdilemmaJ
andJbeyondXJBioEssaysVJ2011VJccVJhdZWeZ 4.1 30

60 RelatingJsNVsJtoJtranscriptomeJdataJatJfineJresolutionjJassessmentJofJtheJeffectJofJvariantJsizeVJ
typeVJandJoverlapJwithJfunctionalJregionsXJGenomehResearchVJ2011VJbaVJbZZdWac 9.7 80

59 qJcomprehensiveJmapJofJmobileJelementJinsertionJpolymorphismsJinJhumansXJPLoShGeneticsVJ2011VJ
gVJeaZZbbcf 6 218
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58 ynternationalJnetworkJofJcancerJgenomeJprojectsXJNatureVJ2010VJdfdVJiicWh 50.4 1613

57 qJmapJofJhumanJgenomeJvariationJfromJpopulationWscaleJsequencingXJNatureVJ2010VJdfgVJaZfaWgc 50.4 6142

56 NucleotideWresolutionJanalysisJofJstructuralJvariantsJusingJrreakSeqJandJaJbreakpointJlibraryXJ
NaturehBiotechnologyVJ2010VJbhVJdgWee 44.5 136

55 TheJbakerQsJyeastJdiploidJgenomeJisJremarkablyJstableJinJvegetativeJgrowthJandJmeiosisXJPLoSh
GeneticsVJ2010VJfVJeaZZaaZi 6 79

54 SystematicJinferenceJofJcopyWnumberJgenotypesJfromJpersonalJgenomeJsequencingJdataJrevealsJ
extensiveJolfactoryJreceptorJgeneJcontentJdiversityXJPLoShComputationalhBiologyVJ2010VJfVJeaZZZihh 5 54

53 VariationJinJtranscriptionJfactorJbindingJamongJhumansXJScienceVJ2010VJcbhVJbcbWe 33.3 447

52 PotenzialJundJxerausforderungenJderJpersonalisiertenJwenomikJundJdesJaZZZWwenomWProjektsXJ
MedizinischehGenetikVJ2010VJbbVJbdbWbdg 0.5

51 QuantifyingJenvironmentalJadaptationJofJmetabolicJpathwaysJinJmetagenomicsXJProceedingshofhtheh
NationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaVJ2009VJaZfVJacgdWi 11.5 148

50 tistinctJgenomicJaberrationsJassociatedJwithJuRwJrearrangedJprostateJcancerXJGeneshChromosomesh
andhCancerVJ2009VJdhVJcffWhZ 5 72

49
TheJgeneticJarchitectureJofJtownJsyndromeJphenotypesJrevealedJbyJhighWresolutionJanalysisJofJ
humanJsegmentalJtrisomiesXJProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofh
AmericaVJ2009VJaZfVJabZcaWf

11.5 280

48 PuMerjJaJcomputationalJframeworkJwithJsimulationWbasedJerrorJmodelsJforJinferringJgenomicJ
structuralJvariantsJfromJmassiveJpairedWendJsequencingJdataXJGenomehBiologyVJ2009VJaZVJRbc 18.3 201

47 MSrjJaJmeanWshiftWbasedJapproachJforJtheJanalysisJofJstructuralJvariationJinJtheJgenomeXJGenomeh
ResearchVJ2009VJaiVJaZfWag 9.7 29

46 TheJcurrentJexcitementJaboutJcopyWnumberJvariationjJhowJitJrelatesJtoJgeneJduplicationsJandJ
proteinJfamiliesXJCurrenthOpinionhinhStructuralhBiologyVJ2008VJahVJcffWgd 8.1 78

45 qnalysisJofJcopyJnumberJvariationJinJtheJrhesusJmacaqueJgenomeJidentifiesJcandidateJlociJforJ
evolutionaryJandJhumanJdiseaseJstudiesXJHumanhMolecularhGeneticsVJ2008VJagVJaabgWcf 5.6 96

44 qnalysisJofJcopyJnumberJvariantsJandJsegmentalJduplicationsJinJtheJhumanJgenomejJuvidenceJforJaJ
changeJinJtheJprocessJofJformationJinJrecentJevolutionaryJhistoryXJGenomehResearchVJ2008VJahVJahfeWgd 9.7 114

43 xighWresolutionJcopyWnumberJvariationJmapJreflectsJhumanJolfactoryJreceptorJdiversityJandJ
evolutionXJPLoShGeneticsVJ2008VJdVJeaZZZbdi 6 87

42 WhatJisJaJgeneVJpostWuNsOtuoJxistoryJandJupdatedJdefinitionXJGenomehResearchVJ2007VJagVJffiWha 9.7 417

41 wlobalJidentificationJandJcharacterizationJofJtranscriptionallyJactiveJregionsJinJtheJriceJgenomeXJ
PLoShONEVJ2007VJbVJebid 3.7 63

(2007-2010)
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40 ydentificationJandJanalysisJofJfunctionalJelementsJinJaOJofJtheJhumanJgenomeJbyJtheJuNsOtuJpilotJ
projectXJNatureVJ2007VJddgVJgiiWhaf 50.4 4121

39 PairedWendJmappingJrevealsJextensiveJstructuralJvariationJinJtheJhumanJgenomeXJScienceVJ2007VJ
cahVJdbZWf 33.3 895

38
SystematicJpredictionJandJvalidationJofJbreakpointsJassociatedJwithJcopyWnumberJvariantsJinJtheJ
humanJgenomeXJProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaVJ
2007VJaZdVJaZaaZWe

11.5 70

37 TheJtqRTJclassificationJofJunannotatedJtranscriptionJwithinJtheJuNsOtuJregionsjJassociatingJ
transcriptionJwithJknownJandJnovelJlociXJGenomehResearchVJ2007VJagVJgcbWde 9.7 21

36 StructuredJRNqsJinJtheJuNsOtuJselectedJregionsJofJtheJhumanJgenomeXJGenomehResearchVJ2007VJ
agVJhebWfd 9.7 131

35
PositiveJselectionJatJtheJproteinJnetworkJperipheryjJevaluationJinJtermsJofJstructuralJconstraintsJ
andJcellularJcontextXJProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmerica
VJ2007VJaZdVJbZbgdWi

11.5 111

34 UseJofJpathwayJanalysisJandJgenomeJcontextJmethodsJforJfunctionalJgenomicsJofJMycoplasmaJ
pneumoniaeJnucleotideJmetabolismXJGeneVJ2007VJcifVJbaeWbe 3.8 13

33 PredictionJofJeffectiveJgenomeJsizeJinJmetagenomicJsamplesXJGenomehBiologyVJ2007VJhVJRaZ 18.3 219

32 SimilarJgeneJexpressionJprofilesJdoJnotJimplyJsimilarJtissueJfunctionsXJTrendshinhGeneticsVJ2006VJbbVJacbWh8.5 49

31
qJsupervisedJhiddenJmarkovJmodelJframeworkJforJefficientlyJsegmentingJtilingJarrayJdataJinJ
transcriptionalJandJchyPWchipJexperimentsjJsystematicallyJincorporatingJvalidatedJbiologicalJ
knowledgeXJBioinformaticsVJ2006VJbbVJcZafWbd

7.2 31

30
xighWresolutionJmappingJofJtNqJcopyJalterationsJinJhumanJchromosomeJbbJusingJhighWdensityJ
tilingJoligonucleotideJarraysXJProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofh
AmericaVJ2006VJaZcVJdecdWi

11.5 112

29 SystematicJassociationJofJgenesJtoJphenotypesJbyJgenomeJandJliteratureJminingXJPLoShBiologyVJ
2005VJcVJeacd 9.7 119

28 TheJxelmholtzJNetworkJforJrioinformaticsjJanJintegrativeJwebJportalJforJbioinformaticsJresourcesXJ
BioinformaticsVJ2004VJbZVJbfhWgZ 7.2 6

27 qnalysisJofJgenomicJcontextjJpredictionJofJfunctionalJassociationsJfromJconservedJbidirectionallyJ
transcribedJgeneJpairsXJNaturehBiotechnologyVJ2004VJbbVJiaaWg 44.5 142

26 TransgeneJmethylationJinJmiceJreflectsJcopyJnumberJbutJnotJexpressionJlevelXJMolecularh
BiotechnologyVJ2004VJbfVJbaeWbZ 3 5

25 SystematicJdiscoveryJofJanalogousJenzymesJinJthiaminJbiosynthesisXJNaturehBiotechnologyVJ2003VJ
baVJgiZWe 44.5 109

24 SxOTjJaJwebJserverJforJtheJconstructionJofJgenomeJphylogeniesXJTrendshinhGeneticsVJ2002VJahVJaehWfb 8.5 156

23 sombiningJfrequencyJandJpositionalJinformationJtoJpredictJtranscriptionJfactorJbindingJsitesXJ
BioinformaticsVJ2001VJagVJaZaiWbf 7.2 37

Jan O Korbel
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22 uxtractingJinformationJfromJctNqJarraysXJChaosVJ2001VJaaVJihWaZg 3.3 17

21 abJwrandJshallengesJinJSingleWsellJtataJScience 2

20 qlphatesignjJqJdeJnovoJproteinJdesignJframeworkJbasedJonJqlphavold 9

19 tenseJandJaccurateJwholeWchromosomeJhaplotypingJofJindividualJgenomes 2

18 vrameworkJforJqualityJassessmentJofJwholeJgenomeVJcancerJsequences 6

17 LargeWScaleJUniformJqnalysisJofJsancerJWholeJwenomesJinJMultipleJsomputingJunvironments 14

16 PanWcancerJanalysisJofJwholeJgenomes 70

15 PanWcancerJanalysisJofJwholeJgenomesJrevealsJdriverJrearrangementsJpromotedJbyJLyNuWaJ
retrotranspositionJinJhumanJtumours 10

14 PatternsJofJstructuralJvariationJinJhumanJcancer 26

13 wenomicJbasisJforJRNqJalterationsJrevealedJbyJwholeWgenomeJanalysesJofJbgJcancerJtypes 10

12 unablingJrapidJcloudWbasedJanalysisJofJthousandsJofJhumanJgenomesJviaJrutler 2

11 TheJwholeWgenomeJpanoramaJofJcancerJdrivers 38

10 MultiWplatformJdiscoveryJofJhaplotypeWresolvedJstructuralJvariationJinJhumanJgenomes 26

9 uxpectationsJandJblindJspotsJforJstructuralJvariationJdetectionJfromJshortWreadJalignmentJandJ
longWreadJassembly 3

8 PangenomeWbasedJgenomeJinference 11

7 teJnovoJassemblyJofJfdJhaplotypeWresolvedJhumanJgenomesJofJdiverseJancestryJandJintegratedJ
analysisJofJstructuralJvariation 3

6 wermlineJdeterminantsJofJtheJsomaticJmutationJlandscapeJinJbVfdbJcancerJgenomes 13

5 qJfullyJphasedJaccurateJassemblyJofJanJindividualJhumanJgenome 20

(-2001)
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4 SomaticJstructuralJvariantJformationJisJguidedJbyJandJinfluencesJgenomeJarchitecture 1

3 SystemsJapproachesJidentifyJtheJconsequencesJofJmonosomyJinJsomaticJhumanJcells 2

2 qutomatedJassemblyJofJhighWqualityJdiploidJhumanJreferenceJgenomes 3

1 xaplotypeWresolvedJinversionJlandscapeJrevealsJhotspotsJofJmutationalJrecurrenceJassociatedJwithJ
genomicJdisorders 2
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