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44 TheMyardiacMGenomeMylinicpMimplementingMgenomeMsequencingMinMpediatricMheartMdiseasedMGeneticsiini
MedicinebM2020bMhhbMgfgkcgfhj 8.1 15

43 wMzistributedMWholeMGenomeMSequencingMxenchmarkMStudydMFrontiersiiniGeneticsbM2020bMggbMlghkgk 4.5 2

42 ExpandingMtheMsearchMforMgeneticMbiomarkersMofMParkinsonUsMdiseaseMintoMtheMlivingMbraindM
NeurobiologyiofiDiseasebM2020bMgjfbMgfjnmh 7.5 5

41 ImpactMofMzNwMsourceMonMgeneticMvariantMdetectionMfromMhumanMwholecgenomeMsequencingMdatadM
JournaliofiMedicaliGeneticsbM2019bMklbMnfocngm 5.8 12

40 TheMyFMyanadacSickMKidsMProgramMinMindividualMyFMtherapypMwMresourceMforMtheMadvancementMofM
personalizedMmedicineMinMyFdMJournaliofiCysticiFibrosisbM2019bMgnbMikcji 4.1 28

39 TheMPersonalMGenomeMProjectMyanadapMfindingsMfromMwholeMgenomeMsequencesMofMtheMinauguralMklM
participantsdMCmajbM2018bMgofbMEghlcEgil 3.5 37

38 wMyomprehensiveMWorkflowMforMReadMzepthcxasedMIdentificationMofMyopycNumberMVariationMfromM
WholecGenomeMSequenceMzatadMAmericaniJournaliofiHumaniGeneticsbM2018bMgfhbMgjhcgkk 11 97

37 GenomeMandMTranscriptomeMwssemblyMofMtheMyanadianMxeaverMVWdMG3:iGenesviGenomesviGeneticsbM
2017bMmbMmkkcmmi 3.2 13

36 WholeMgenomeMsequencingMresourceMidentifiesMgnMnewMcandidateMgenesMforMautismMspectrumM
disorderdMNatureiNeurosciencebM2017bMhfbMlfhclgg 25.5 427

35 wMhomozygousMmutationMinMtheMstemMIIMdomainMofMcausesMtypicalMRoifmanMsyndromedMNpjiGenomici
MedicinebM2017bMhbMhi 6.2 8

34 wMmicrocostingMandMcostcconsequenceManalysisMofMclinicalMgenomicMtestingMstrategiesMinMautismM
spectrumMdisorderdMGeneticsiiniMedicinebM2017bMgobMghlncghmk 8.1 43

33 SpellMyheckingMNaturepMVersatilityMofMyRISPReyasoMforMzevelopingMTreatmentsMforMInheritedM
zisordersdMAmericaniJournaliofiHumaniGeneticsbM2016bMonbMofcgfg 11 67

32 TheMgeneticMdiversityMofMEpsteincxarrMvirusMinMtheMsettingMofMtransplantationMrelativeMtoM
nonctransplantMsettingspMwMfeasibilityMstudydMPediatriciTransplantationbM2016bMhfbMghjco 1.8 4

31 yompoundMheterozygousMmutationsMinMtheMnoncodingMRNUjwTwyMcauseMRoifmanMSyndromeMbyM
disruptingMminorMintronMsplicingdMNatureiCommunicationsbM2015bMlbMnmgn 17.4 74

30 WholecexomeManalysisMofMfoetalMautopsyMtissueMrevealsMaMframeshiftMmutationMinMOxSLgbMconsistentM
withMaMdiagnosisMofMicMMSyndromedMBMCiGenomicsbM2015bMglMSupplMgbMSgh 4.5 9

29 EpigenomicMalterationsMdefineMlethalMyIMPcpositiveMependymomasMofMinfancydMNaturebM2014bMkflbMjjkckf 50.4 434

28 FatalMcombinedMimmunodeficiencyMassociatedMwithMheterozygousMmutationMinMSTwTgdMJournaliofi
AllergyiandiClinicaliImmunologybM2014bMgiibMnfmcgm 11.5 68

Sergio L Pereira

2



27 wdultMsiblingsMwithMhomozygousMGlPyiMmutationsMexpandMourMunderstandingMofMtheMsevereM
congenitalMneutropeniaMtypeMjMVSyNjWMphenotypedMBMCiMedicaliGeneticsbM2012bMgibMggg 2.1 17

26 TheMenigmaticMmonotypicMcrabMploverMzromasMardeolaMisMcloselyMrelatedMtoMpratincolesMandMcoursersM
VwvesbMyharadriiformesbMGlareolidaeWdMGeneticsiandiMoleculariBiologybM2010bMiibMknicl 2 5

25 zidMincreasedMtaxonMandMcharacterMsamplingMreallyMrevealMnovelMintergenericMrelationshipsMinMtheM
yracidaeMVwvespMGalliformesWudMJournaliofiZoologicaliSystematicsiandiEvolutionaryiResearchbM2009bMjmbMgficgfj1.9 1

24 wntcxasedMPhylogeneticMReconstructionMVwxPRWpMwMnewMdistanceMalgorithmMforMphylogeneticM
estimationMbasedMonMantMcolonyMoptimizationdMGeneticsiandiMoleculariBiologybM2008bMigbMomjcong 2 1

23 TheMhistoricalMbiogeographyMofMPteroglossusMaracarisMVwvesbMPiciformesbMRamphastidaeWMbasedMonM
xayesianManalysisMofMmitochondrialMzNwMsequencesdMGeneticsiandiMoleculariBiologybM2008bMigbMoljcomi 2 7

22 zNwMevidenceMforMaMPaleoceneMoriginMofMtheMwlcidaeMVwvespMyharadriiformesWMinMtheMPacificMandM
multipleMdispersalsMacrossMnorthernMoceansdMMoleculariPhylogeneticsiandiEvolutionbM2008bMjlbMjifcjk 4.1 41

21 PhylogenomicsbMProteinMFamilyMEvolutionbMandMtheMTreeMofMLifepMwnMIntegratedMwpproachMbetweenM
MolecularMEvolutionMandMyomputationalMIntelligencedMStudiesiiniComputationaliIntelligencebM2008bMhkochmo0.8 3

20 PhylogeneticMrelationshipsMandMdivergenceMtimesMofMyharadriiformesMgenerapMmultigeneMevidenceM
forMtheMyretaceousMoriginMofMatMleastMgjMcladesMofMshorebirdsdMBiologyiLettersbM2007bMibMhfkco 3.6 143

19 MitochondrialMandMnuclearMzNwMsequencesMsupportMaMyretaceousMoriginMofMyolumbiformesMandMaM
dispersalcdrivenMradiationMinMtheMPaleocenedMSystematiciBiologybM2007bMklbMlklcmh 8.4 91

18 MitochondrialczNwMevidenceMshowsMtheMwustralianMPaintedMSnipeMisMaMfullMspeciesbMRostratulaM
australisdMEmubM2007bMgfmbMgnkcgno 1.1 2

17 MultipleMgeneMevidenceMforMexpansionMofMextantMpenguinsMoutMofMwntarcticaMdueMtoMglobalMcoolingdM
ProceedingsiofitheiRoyaliSocietyiB:iBiologicaliSciencesbM2006bMhmibMggcm 4.4 102

16
PhylogeneticMrelationshipsMandMhistoricalMbiogeographyMofMneotropicalMparrotsMVPsittaciformespM
PsittacidaepMwriniWMinferredMfromMmitochondrialMandMnuclearMzNwMsequencesdMSystematiciBiologybM
2006bMkkbMjkjcmf

8.4 85

15 wMmitogenomicMtimescaleMforMbirdsMdetectsMvariableMphylogeneticMratesMofMmolecularMevolutionMandM
refutesMtheMstandardMmolecularMclockdMMoleculariBiologyiandiEvolutionbM2006bMhibMgmigcjf 8.3 206

14 PhylogeneticsbMbiogeographyMandMclassificationMofbMandMcharacterMevolutionMinbMgamebirdsMVwvespM
GalliformesWpMeffectsMofMcharacterMexclusionbMdataMpartitioningMandMmissingMdatadMCladisticsbM2006bMhhbMjokckih3.5 132

13
wMmolecularMtimescaleMforMgalliformMbirdsMaccountingMforMuncertaintyMinMtimeMestimatesMandM
heterogeneityMofMratesMofMzNwMsubstitutionsMacrossMlineagesMandMsitesdMMoleculariPhylogeneticsiandi
EvolutionbM2006bMinbMjoockfo

4.1 89

12 MultipleMGeneMEvidenceMforMParallelMEvolutionMandMRetentionMofMwncestralMMorphologicalMStatesMinM
theMShanksMVyharadriiformespMScolopacidaeWdMCondorbM2005bMgfmbMkgj 2.1 24

11
MolecularMphylogeneticsMandMbiogeographyMofMNeotropicalMpipingMguansMVwvespMGalliformesWpMPipileM
xonapartebMgnklMisMsynonymMofMwburriaMReichenbachbMgnkidMMoleculariPhylogeneticsiandiEvolutionbM
2005bMikbMlimcjk

4.1 24

10 yurassowsMandMRelatedMxirdsdMSecondMEditiondMCondorbM2005bMgfmbMjmocjnf 2.1

(2005-2012)
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9 yurassowsMandMRelatedMxirdsdMSecondMEditiondMCondorbM2005bMgfmbMjmo 2.1

8 MolecularMarchitectureMandMratesMofMzNwMsubstitutionsMofMtheMmitochondrialMcontrolMregionMofMcracidM
birdsdMGenomebM2004bMjmbMkikcjk 2.4 24

7
LowMnumberMofMmitochondrialMpseudogenesMinMtheMchickenMVGallusMgallusWMnuclearMgenomepM
implicationsMforMmolecularMinferenceMofMpopulationMhistoryMandMphylogeneticsdMBMCiEvolutionaryi
BiologybM2004bMjbMgm

3 67

6 VIywRIwNTMSPEyIwTIONMOFMyURwSSOWSMVwVESbMyRwyIzwEWpMwMHYPOTHESISMxwSEzMONM
MITOyHONzRIwLMzNwMPHYLOGENYdMAukbM2004bMghgbMlnh 2.1 51

5 yombinedMnuclearMandMmitochondrialMzNwMsequencesMresolveMgenericMrelationshipsMwithinMtheM
yracidaeMVGalliformesbMwvesWdMSystematiciBiologybM2002bMkgbMojlckn 8.4 68

4 EstimatesMofMtheMgeneticMvariabilityMinMaMnaturalMpopulationMofMxarecfacedMyurassowMyraxMfasciolataM
VwvesbMGalliformesbMyracidaeWdMBirdiConservationiInternationalbM2001bMggbMifgcifn 1.7 5

3 MitochondrialMgenomeMorganizationMandMvertebrateMphylogeneticsdMGeneticsiandiMoleculariBiologybM
2000bMhibMmjkcmkh 2 67

2 ReintroductionMofMguansMofMtheMgenusMPenelopeMVyracidaebMwvesWMinMreforestedMareasMinMxrazilpM
assessmentMbyMzNwMfingerprintingdMBiologicaliConservationbM1999bMnmbMigcin 6.2 8

1 SexMidentificationMofMparrotsbMtoucansbMandMcurassowsMbyMPyRpMPerspectivesMforMwildMandMcaptiveM
populationMstudiesdMZooiBiologybM1998bMgmbMjgkcjhi 1.6 27
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