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Intrinsic root morphology determines the phosphorus acquisition efficiency of five annual pasture
legumes irrespective of mycorrhizal colonisation. Functional Plant Biology, 2021, 48, 156-170

Root growth response of serradella species to aluminium in solution culture and soil. Grass and
Forage Science, 2021, 76, 57-71

Critical phosphorus requirements of Trifolium species: The importance of root morphology and
root acclimation in response to phosphorus stress. Physiologia Plantarum, 2021, 173, 1030-1047
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Soil phosphorus pools with addition of fertiliser phosphorus in a long-term grazing experiment.
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06 Surface Profiling of Extracellular Vesicles from Plasma or Ascites Fluid Using DotScan Antibody L
9 Microarrays. Methods in Molecular Biology, 2017, 1619, 263-301 44

Preparation of Platelet Concentrates for Research and Transfusion Purposes. Methods in Molecular

Biology, 2017, 1619, 31-42
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Modulating the endometrial epithelial proteome and secretome in preparation for pregnancy: The o
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the extracellular microenvironment. Oncotarget, 2015, 6, 13718-30

Molecular profiling of cetuximab and bevacizumab treatment of colorectal tumours reveals
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Pasture plants and soil fertility management to improve the efficiency of phosphorus fertiliser use
in temperate grassland systems. Crop and Pasture Science, 2014, 65, 556
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Proteome profiling of exosomes derived from human primary and metastatic colorectal cancer
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Proteomics, 2013, 13, 1672-86
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stability of exosomes in normal human blood plasma. Proteomics, 2013, 13, 3354-64
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ses Chromosome 7-centric analysis of proteomics data from a panel of human colon carcinoma cell
5 lines. Journal of Proteome Research, 2013, 12, 89-96

Oncogenic H-ras reprograms Madin-Darby canine kidney (MDCK) cell-derived exosomal proteins

following epithelial-mesenchymal transition. Molecular and Cellular Proteomics, 2013, 12, 2148-59
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Glyceraldehyde-3-phosphate dehydrogenase (GAPDH) induces cancer cell senescence by
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A protocol for the preparation of cryoprecipitate and cryodepleted plasma. Methods in Molecular

Biology, 2011, 728, 259-65
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210 tumor cell line LIM1215 reveals a tissue-specific protein signature. Molecular and Cellular 7.6 421
Proteomics, 2010, 9, 197-208

Pouring linear gradient gels with a gradient former. Cold Spring Harbor Protocols, 2010, 2010, pdb.prot5471

208 SYPRO Orange fluorescent staining of protein gels. Cold Spring Harbor Protocols, 2010, 2010, pdb.prot5414 3
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Effect of lime on root growth, morphology and the rhizosheath of cereal seedlings growing in an

196 4cid soil. Plant and Soil, 2010, 327, 199-212 42 64
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PRMT5-mediated methylation of histone H4R3 recruits DNMT3A, coupling histone and DNA
methylation in gene silencing. Nature Structural and Molecular Biology, 2009, 16, 304-311

186 Role of the Plasmodium export element in trafficking parasite proteins to the infected erythrocyte.
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