
Andreas-David Brunner

ListkofkPublicationskbykCitations

Source:khttps://exaly.com/author-pdf/3704487/andreas-david-brunner-publications-by-citations.pdf

Version:k2024-04-20k

Thiskdocumentkhaskbeenkgeneratedkbasedkonkthekpublicationskandkcitationskrecordedkbykexaly.com.kFork

theklatestkversionkofkthiskpublicationklistykvisitktheklinkkgivenkabove.

ThekthirdkcolumnkiskthekimpactkfactorktIFukofkthekjournalykandkthekfourthkcolumnkisktheknumberkofk

citationskofkthekarticle.

19
papers

892
citations

12
h-index

25
g-index

25
ext. papers

1,756
ext. citations

17.4
avg, IF

4.24
L-index



n Paper IF Citations

19 OnlineOParallelOyccumulationeSerialOFragmentationOYPySEFaOwithOaONovelOTrappedOIonOMobilityOMassO
SpectrometerfOMolecular and Cellular ProteomicsdO2018dOiodOjmklejmlm 7.6 280

18 PervasiveOfunctionalOtranslationOofOnoncanonicalOhumanOopenOreadingOframesfOSciencedO2020dOknodOiilheiiln33.3 168

17 diaPySEFrOparallelOaccumulationeserialOfragmentationOcombinedOwithOdataeindependentOacquisitionfO
Nature MethodsdO2020dOiodOijjqeijkn 21.6 85

16 TrappedOionOmobilityOspectrometryOandOPySEFOenableOinedepthOlipidomicsOfromOminimalOsampleO
amountsfONature CommunicationsdO2020dOiidOkki 17.4 78

15 SiteespecificOubiquitylationOandOSUMOylationOusingOgeneticecodeOexpansionOandOsortasefONature 
Chemical BiologydO2019dOimdOjonejpl 11.7 55

14 MaxQuantfLiveOEnablesOGlobalOTargetingOofOMoreOThanOjmdhhhOPeptidesfOMolecular and Cellular 
ProteomicsdO2019dOipdOqpjeqql 7.6 54

13 UltraehighOsensitivityOmassOspectrometryOquantifiesOsingleecellOproteomeOchangesOuponOperturbation 46

12 UltraehighOsensitivityOmassOspectrometryOquantifiesOsingleecellOproteomeOchangesOuponO
perturbationffOMolecular Systems BiologydO2022dOipdOeihoqp 12.2 24

11 DeepOlearningOtheOcollisionalOcrossOsectionsOofOtheOpeptideOuniverseOfromOaOmillionOexperimentalO
valuesfONature CommunicationsdO2021dOijdOiipm 17.4 21

10 ParallelOaccumulationOâ��OserialOfragmentationOcombinedOwithOdataeindependentOacquisitionO
YdiaPySEFarOzottomeupOproteomicsOwithOnearOoptimalOionOusage 18

9 MultieomicsOprofilingOofOlivingOhumanOpancreaticOisletOdonorsOrevealsOheterogeneousObetaOcellO
trajectoriesOtowardsOtypeOjOdiabetesfONature MetabolismdO2021dOkdOihioeihki 14.6 13

8 yIedrivenODeepOVisualOProteomicsOdefinesOcellOidentityOandOheterogeneity 12

7 Open–ellrOEndogenousOtaggingOforOtheOcartographyOofOhumanOcellularOorganizationffOSciencedO2022dO
komdOeabinqpk 33.3 9

6 Open–ellrOproteomeescaleOendogenousOtaggingOenablesOtheOcartographyOofOhumanOcellularOorganization 4

5 TheOSwissOPrimaryOHypersomnolenceOandONarcolepsyO–ohortOstudyOYSPHYN–SarOStudyOprotocolOforOaO
prospectivedOmulticentreOcohortOobservationalOstudyfOJournal of Sleep ResearchdO2021dOkhdOeikjqn 5.8 3

4 ylphaMaprOanOopenesourceOpythonOpackageOforOtheOvisualOannotationOofOproteomicsOdataOwithO
sequenceOspecificOknowledgefOBioinformaticsdO2021dO 7.2 3

3 DeepOlearningOtheOcollisionalOcrossOsectionsOofOtheOpeptideOuniverseOfromOaOmillionOtrainingOsamples 2

Andreas-David Brunner

2



2 ylphaMaprOynOopenesourceOPythonOpackageOforOtheOvisualOannotationOofOproteomicsOdataOwithO
sequenceOspecificOknowledge 1

1 ReplyOtoOQQualityOcontrolOrequirementsOforOtheOcorrectOannotationOofOlipidomicsOdataQfONature 
CommunicationsdO2021dOijdOlooj 17.4 1

List of Publications

3


