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o Paper IF Citations

118 LncRNvMMTfJPMfunctionsMasMaMceRNvMinMregulatingMFwXWlMthroughMcompetitivelyMbindingMtoM
miRbngabhpMinMgastricMcancercMMolecularnCanceraM2018aMflaMml 42.1 166

117 zxosomebtransmittedMlongMnonbcodingMRNvMPTzNPfMsuppressesMbladderMcancerMprogressioncM
MolecularnCanceraM2018aMflaMfih 42.1 134

116 IdentificationMofMnovelMpiRNvsMinMbladderMcancercMCancernLettersaM2015aMhjkaMjkfbl 9.9 91

115 TheMassociationManalysisMofMlncRNvMHOTvIRMgeneticMvariantsMandMgastricMcancerMriskMinMaMxhineseM
populationcMOncotargetaM2015aMkaMhfgjjbkg 3.3 91

114 xirculatingMmiRbinlMandMmiRbkkhbMinMplasmaMareMpotentialMnovelMbiomarkersMforMbladderMcancercM
ScientificnReportsaM2015aMjaMfeihl 4.9 87

113 MultiomicsMzvaluationMofMGastrointestinalMandMOtherMxlinicalMxharacteristicsMofMxOVIybfncM
GastroenterologyaM2020aMfjmaMggnmbghefcel 13.3 83

112 vssociationMofMgeneticMvariantsMinMlncRNvMHfnMwithMriskMofMcolorectalMcancerMinMaMxhineseMpopulationcM
OncotargetaM2016aMlaMgjilebl 3.3 68

111 xircularMRNvsMinMbodyMfluidsMasMcancerMbiomarkersoMtheMnewMfrontierMofMliquidMbiopsiescMMolecularn
CanceraM2021aMgeaMfh 42.1 64

110 GeneticMvariantsMinMlncRNvMHfnMareMassociatedMwithMtheMriskMofMbladderMcancerMinMaMxhineseM
populationcMMutagenesisaM2016aMhfaMjhfbm 2.8 60

109 GenomebwideManalysisMofMlongMnoncodingMRNvMsignatureMinMhumanMcolorectalMcancercMGeneaM2015aM
jjkaMgglbhi 3.8 53

108 xlinicalMpotentialMroleMofMcirculatingMmicroRNvsMinMearlyMdiagnosisMofMcolorectalMcancerMpatientscM
CarcinogenesisaM2014aMhjaMglghbhe 4.6 51

107 xommonMgeneticMvariationMinMzTVkMisMassociatedMwithMcolorectalMcancerMsusceptibilitycMNaturen
CommunicationsaM2016aMlaMffilm 17.4 45

106 GeneticMvariantsMinMnoncodingMPIWIbinteractingMRNvMandMcolorectalMcancerMriskcMCanceraM2015aMfgfaMgeiibjg6.4 43

105 GeneticMvariationsMinMmicroRNvsMandMtheMriskMandMsurvivalMofMrenalMcellMcancercMCarcinogenesisaM2014aM
hjaMfkgnbhj 4.6 41

104 FolicMacidMsupplementsMandMcolorectalMcancerMriskoMmetabanalysisMofMrandomizedMcontrolledMtrialscM
ScientificnReportsaM2015aMjaMfgeii 4.9 39

103 GeneticMvariantsMinMmkvMmodificationMgenesMareMassociatedMwithMcolorectalMcancerMriskcM
CarcinogenesisaM2020aMifaMmbfl 4.6 30

102 vnMinverseMassociationMbetweenMteaMconsumptionMandMcolorectalMcancerMriskcMOncotargetaM2017aMmaMhlhklbhlhlk3.3 30
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101 TheMprognosticMsignificanceMofMHOTvIRMforMpredictingMclinicalMoutcomeMinMpatientsMwithMdigestiveM
systemMtumorscMJournalnofnCancernResearchnandnClinicalnOncologyaM2015aMfifaMgfhnbij 4.9 29

100 GenomebWideMvssociationMStudyMofMwladderMxancerMinMaMxhineseMxohortMRevealsMaMNewM
SusceptibilityMLocusMatMjqfgchcMCancernResearchaM2016aMlkaMhgllbmi 10.1 29

99 HsabmiRbfnkagMpolymorphismMincreasesMtheMriskMofMacuteMlymphoblasticMleukemiaMinMxhineseM
childrencMMutationnResearchn-nFundamentalnandnMolecularnMechanismsnofnMutagenesisaM2014aMljnaMfkbgf 3.3 28

98 PersonalMexposureMtoMPMgcjaMgeneticMvariantsMandMyNvMdamageoMaMmultibcenterMpopulationbbasedM
studyMinMxhinesecMToxicologynLettersaM2015aMghjaMflgbm 4.4 26

97 KxNMvfMcooperatingMwithMPTKgMisMaMnovelMtumorMsuppressorMinMgastricMcancerMandMisMassociatedMwithM
diseaseMoutcomecMMolecularnCanceraM2017aMfkaMik 42.1 24

96 xircadianMclockMpathwayMgenesMassociatedMwithMcolorectalMcancerMriskMandMprognosiscMArchivesnofn
ToxicologyaM2018aMngaMgkmfbgkmn 5.8 24

95 PribmiRbhibdcMrsinhmlghMpolymorphismMcontributesMtoMacuteMlymphoblasticMleukemiaMsusceptibilityM
inMxhineseMchildrencMLeukemianandnLymphomaaM2016aMjlaMfihkbif 1.9 23

94 xholineMandMbetaineMconsumptionMlowersMcancerMriskoMaMmetabanalysisMofMepidemiologicMstudiescM
ScientificnReportsaM2016aMkaMhjjil 4.9 22

93 LncRNvMandMitsMgeneticMvariantMrsfnegihgMareMassociatedMwithMprostateMcancerMriskcMJournalnofn
CanceraM2018aMnaMfifibfige 4.5 22

92 vMsevenbgeneMprognosticMsignatureMforMrapidMdeterminationMofMheadMandMneckMsquamousMcellM
carcinomaMsurvivalcMOncologynReportsaM2017aMhmaMhiehbhiff 3.5 21

91 vssociationMstudyMbetweenMXPGMvspffeiHisMpolymorphismMandMcolorectalMcancerMriskMinMaMxhineseM
populationcMScientificnReportsaM2014aMiaMklee 4.9 20

90 vMfunctionalMvariantMinMTPkhMatMhqgmMassociatedMwithMbladderMcancerMriskMbyMcreatingManMmiRbfiebjpM
bindingMsitecMInternationalnJournalnofnCanceraM2016aMfhnaMkjbli 7.5 19

89 GenomebwideMlongMnonbcodingMRNvsMidentifiedMaMpanelMofMnovelMplasmaMbiomarkersMforMgastricM
cancerMdiagnosiscMGastricnCanceraM2019aMggaMlhfblif 7.6 19

88 yecodingMtumorMmutationMburdenMandMdriverMmutationsMinMearlyMstageMlungMadenocarcinomaMusingM
xTbbasedMradiomicsMsignaturecMThoracicnCanceraM2019aMfeaMfneibfnfg 3.2 18

87 vMfunctionalMpolymorphismMinMTFFfMpromoterMisMassociatedMwithMtheMriskMandMprognosisMofMgastricM
cancercMInternationalnJournalnofnCanceraM2018aMfigaMfmejbfmfk 7.5 18

86 RareMvariantsMinMwRxvgMandMxHzKgMareMassociatedMwithMtheMriskMofMurinaryMtractMcancerscMScientificn
ReportsaM2016aMkaMhhjig 4.9 16

85 wodyMmassMindexMUwMIVMtrajectoriesMandMriskMofMcolorectalMcancerMinMtheMPLxOMcohortcMBritishnJournaln
ofnCanceraM2018aMffnaMfhebfhg 8.7 15

84
xlinicalMsignificanceMofMPOUjFfPfMrsfejejillMpolymorphismMinMxhineseMgastricMcancerMpatientsM
recevingMcisplatinbbasedMchemotherapyMafterMsurgicalMresectioncMInternationalnJournalnofnMolecularn
SciencesaM2014aMfjaMfglkibll

6.3 15

(2014-2015)
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83 GeneticMvariantsMinMSLxggvhMcontributeMtoMtheMsusceptibilityMtoMcolorectalMcancercMInternationaln
JournalnofnCanceraM2019aMfijaMfjibfkh 7.5 15

82 PolymorphismMrsgkmgmfmMinMmiRbkfmMisMassociatedMwithMcolorectalMcancerMsusceptibilityMinMaMHanM
xhineseMpopulationcMCancernMedicineaM2018aMlaMffnibfgee 4.8 13

81 xombinationsMofMsingleMnucleotideMpolymorphismsMidentifiedMinMgenomebwideMassociationMstudiesM
determineMriskMforMcolorectalMcancercMInternationalnJournalnofnCanceraM2019aMfijaMgkkfbgkkn 7.5 12

80 MyMgMSNPhenMpolymorphismMisMassociatedMwithMcolorectalMcancerMriskcMScientificnReportsaM2014aMiaMimjf 4.9 12

79 HypermethylationMofMzIFizMpromoterMisMassociatedMwithMearlyMonsetMofMgastricMcancercMCarcinogenesis
aM2018aMhnaMkkblf 4.6 12

78 GeneticMvariantsMinMPIhKdvktdmTORMpathwayMgenesMcontributeMtoMgastricMcancerMriskcMGeneaM2018aM
kleaMfhebfhj 3.8 12

77 vssociationMstudyMofMgeneticMvariantsMinMestrogenMmetabolicMpathwayMgenesMandMcolorectalMcancerM
riskMandMsurvivalcMArchivesnofnToxicologyaM2018aMngaMfnnfbfnnn 5.8 12

76 vMgeneticMvariationMinMtheMxpGMislandMofMpseudogeneMGwvPfMpromoterMisMassociatedMwithMgastricM
cancerMsusceptibilitycMCanceraM2019aMfgjaMgikjbgilh 6.4 11

75 FunctionalMannotationMofMcolorectalMcancerMsusceptibilityMlociMidentifiesMMLHfMrsfmeelhiMassociatedM
withMMSIMpatientscMGutaM2016aMkjaMfgglbm 19.2 11

74 zfficacyMofMvhmedMGlaucomaMValveMImplantationMonMNeovascularMGlaucomacMInternationalnJournalnofn
MedicalnSciencesaM2019aMfkaMfhlfbfhlk 3.7 11

73
PerformanceMofMaMMachineMLearningMvlgorithmMUsingMzlectronicMHealthMRecordMyataMtoMIdentifyMandM
zstimateMSurvivalMinMaMLongitudinalMxohortMofMPatientsMWithMLungMxancercMJAMAnNetworknOpenaM2021
aMiaMegffilgh

10.4 11

72 RemoteMmodulationMofMlncRNvMbyMriskMvariantMatMfkpfhMunderlyingMgeneticMsusceptibilityMtoMgastricM
cancercMSciencenAdvancesaM2020aMkaMeaayjjgj 14.3 10

71 PlasmaMMesothelinMasMaMNovelMyiagnosticMandMPrognosticMwiomarkerMinMxolorectalMxancercMJournalnofn
CanceraM2017aMmaMfhjjbfhkf 4.5 10

70 zvaluatingMtheMeffectMofMmultipleMgeneticMriskMscoreMmodelsMonMcolorectalMcancerMriskMpredictioncM
GeneaM2018aMklhaMflibfme 3.8 9

69 vMgeneticMvariantMlocatedMinMtheMmiRbjhgbjpbbindingMsiteMofMTGFwRfMisMassociatedMwithMtheMcolorectalM
cancerMriskcMJournalnofnGastroenterologyaM2019aMjiaMfifbfim 6.9 9

68 MutantballeleMfractionMheterogeneityMisMassociatedMwithMnonbsmallMcellMlungMcancerMpatientMsurvivalcM
OncologynLettersaM2018aMfjaMlnjbmeg 2.6 9

67 LongMnonbcodingMRNvMFLJgglkhMisMinvolvedMinMtheMprogressionMandMprognosisMofMgastricMcancercMGene
aM2019aMknhaMmibnf 3.8 8

66 GeneticMvariantsMinMRPvfMassociatedMwithMtheMresponseMtoMoxaliplatinbbasedMchemotherapyMinM
colorectalMcancercMJournalnofnGastroenterologyaM2019aMjiaMnhnbnin 6.9 8
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65 GeneticMvariationsMinMHippoMpathwayMgenesMinfluenceMbladderMcancerMriskMinMaMxhineseMpopulationcM
ArchivesnofnToxicologyaM2020aMniaMlmjblni 5.8 8

64 zpigenomicManalysisMofMjbhydroxymethylcytosineMUjhmxVMrevealsMnovelMyNvMmethylationMmarkersM
forMlungMcancerscMNeoplasiaaM2020aMggaMfjibfkf 6.4 8

63 TaggingMSNPsMinMtheMHOTvIRMgeneMareMassociatedMwithMbladderMcancerMriskMinMaMxhineseMpopulationcM
GeneaM2018aMkkiaMggbgk 3.8 8

62 yiagnosticMvccuracyMofMMultibParametricMMagneticMResonanceMImagingMforMTumorMStagingMofM
wladderMxanceroMMetabvnalysiscMFrontiersninnOncologyaM2019aMnaMnmf 5.3 8

61 vssociationsMofMNRjvgMgeneMpolymorphismsMwithMtheMclinicopathologicalMcharacteristicsMandM
survivalMofMgastricMcancercMInternationalnJournalnofnMolecularnSciencesaM2014aMfjaMggnegbfl 6.3 8

60 SystematicMevaluationMofMtheMeffectsMofMgeneticMvariantsMonMPIWIbinteractingMRNvMexpressionMacrossM
hhMcancerMtypescMNucleicnAcidsnResearchaM2021aMinaMnebnl 20.1 8

59 SexMhormonesMandMgeneticMvariantsMinMhormoneMmetabolicMpathwaysMassociatedMwithMtheMriskMofM
colorectalMcancercMEnvironmentnInternationalaM2020aMfhlaMfejjih 12.9 7

58 TheMassociationManalysisMofMhOGGfMgeneticMvariantsMandMgastricMcancerMriskMinMaMxhineseMpopulationcM
OncotargetaM2016aMlaMkkekfbkkekm 3.3 7

57 GeneticMvariantsMinMmvMregulatorsMareMassociatedMwithMgastricMcancerMriskcMArchivesnofnToxicologyaM
2021aMnjaMfemfbfemm 5.8 7

56 zvaluationMofMgenomebwideMgenotypingMconcordanceMbetweenMtumorMtissuesMandMperipheralMbloodcM
GenomicsaM2017aMfenaMfembffg 4.3 6

55 vMGeneticMVariantMLocatedMinMPromoterMRegionMIsMvssociatedMwithMPrognosisMofMGastricMxancercM
CancernEpidemiologynBiomarkersnandnPreventionaM2018aMglaMmggbmgm 4 6

54 zvaluationMofMvulnerableMPMbexposureMindividualsoMaMrepeatedbmeasureMstudyMinManMelderlyM
populationcMEnvironmentalnSciencenandnPollutionnResearchaM2018aMgjaMffmhhbffmie 5.1 6

53 vssociationMofMvntioxidativeMznzymesMPolymorphismsMwithMzfficacyMofMPlatinMandMFluorouracilbwasedM
vdjuvantMTherapyMinMGastricMxancercMCellularnPhysiologynandnBiochemistryaM2018aMimaMggilbggjl 3.9 6

52 InformationMtransductionMcapacityMreducesMtheMuncertaintiesMinMannotationbfreeMisoformMdiscoveryM
andMquantificationcMNucleicnAcidsnResearchaM2017aMijaMefih 20.1 6

51 IdentificationMofMaMnovelMsusceptibilityMlocusMatMfkqghcfMassociatedMwithMchildhoodMacuteM
lymphoblasticMleukemiaMinMHanMxhinesecMHumannMolecularnGeneticsaM2016aMgjaMgmlhbgmme 5.6 6

50 GeneticMvariantMinMmiRbgfMbindingMsitesMisMassociatedMwithMcolorectalMcancerMriskcMJournalnofnCellularn
andnMolecularnMedicineaM2019aMghaMgefgbgefn 5.6 6

49 zxosomalMcircLPvRfMfunctionsMinMcolorectalMcancerMdiagnosisMandMtumorigenesisMthroughM
suppressingMwRyiMviaMMzTTLhbeIFhhMinteractionccMMolecularnCanceraM2022aMgfaMin 42.1 6

48 ProbabilisticMnaturalMmappingMofMgeneblevelMtestsMforMgenomebwideMassociationMstudiescMBriefingsninn
BioinformaticsaM2018aMfnaMjijbjjh 13.4 5

(2018-2020)
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47 zvaluationMofMGWvSbIdentifiedMGeneticMVariantsMforMGastricMxancerMSurvivalcMEBioMedicineaM2018aMhhaMmgbml8.8 5

46 VitaminMwMintakeMreducesMtheMriskMforMcolorectalMcanceroMaMdosebresponseManalysiscMEuropeannJournaln
ofnNutritionaM2019aMjmaMfjnfbfkeg 5.2 5

45 RoboticbvssistedMSentinelMLymphMNodeMMappingMWithMIndocyanineMGreenMinMPelvicMMalignanciesoMvM
SystematicMReviewMandMMetabvnalysiscMFrontiersninnOncologyaM2019aMnaMjmj 5.3 5

44 GeneticMvariantsMinMSMvRxMgenesMareMassociatedMwithMyNvMdamageMlevelsMinMxhineseMpopulationcM
ToxicologynLettersaM2014aMggnaMhglbhg 4.4 5

43 TumorMevolutionaryMtrajectoriesMduringMtheMacquisitionMofMinvasivenessMinMearlyMstageMlungM
adenocarcinomacMNaturenCommunicationsaM2020aMffaMkemh 17.4 5

42 MetabolomicsMidentifyingMbiomarkersMofMPMMexposureMforMvulnerableMpopulationoMbasedMonMaM
prospectiveMcohortMstudycMEnvironmentalnSciencenandnPollutionnResearchaM2021aMgmaMfijmkbfijnk 5.1 5

41 GeneticMvariantsMinMNkbmethyladenosineMareMassociatedMwithMbladderMcancerMriskMinMtheMxhineseM
populationcMArchivesnofnToxicologyaM2021aMnjaMgnnbhen 5.8 5

40 vMfastMalgorithmMforMwayesianMmultiblocusMmodelMinMgenomebwideMassociationMstudiescMMolecularn
GeneticsnandnGenomicsaM2017aMgngaMnghbnhi 3.1 4

39 GeneticMvariantsMinMpjhMsignalingMpathwayMgenesMpredictMchemotherapyMefficacyMinMcolorectalMcancercM
CancernMedicineaM2019aMmaMhigmbhihk 4.8 4

38 GeneticMvariantsMinMaMlongMnoncodingMRNvMrelatedMtoMSunitinibMResistanceMpredictMriskMandMsurvivalMofM
patientsMwithMrenalMcellMcarcinomacMCancernMedicineaM2019aMmaMgmmkbgmnk 4.8 4

37 TheMassociationMbetweenMplasmaMfibrinogenMlevelsMandMlungMcanceroMaMmetabanalysiscMJournalnofn
ThoracicnDiseaseaM2019aMffaMiingbijee 2.6 4

36 TheMvalueMofMrenalMscoreMinMbothMdeterminingMsurgicalMstrategiesMandMpredictingMcomplicationsMforM
renalMcellMcarcinomaoMvMsystematicMreviewMandMmetabanalysiscMCancernMedicineaM2020aMnaMhniibhnjh 4.8 4

35 vMprospectiveMstudyMofMtheMassociationsMamongMfineMparticulateMmatteraMgeneticMvariantsaMandMtheM
riskMofMcolorectalMcancercMEnvironmentnInternationalaM2021aMfilaMfekhen 12.9 4

34 SvRSbxoVbgMImpairsMyendriticMxellsMandMRegulatesMyxbSIGNMGeneMzxpressionMinMTissuescM
InternationalnJournalnofnMolecularnSciencesaM2021aMggaM 6.3 4

33
GeneticMvariantsMofMHgvXMgeneMwereMassociatedMwithMPMgcjbmodulatedMyNvMdamageMlevelsMinM
xhineseMHanMpopulationscMMutationnResearchn-nFundamentalnandnMolecularnMechanismsnofn
MutagenesisaM2015aMllmaMifbj

3.3 3

32 GeneticMVariantMinMLongMNonbxodingMRNvMModulatesMItsMzxpressionMandMPredictsMRenalMxellM
xarcinomaMSusceptibilityMandMMortalitycMFrontiersninnOncologyaM2020aMfeaMlmj 5.3 3

31 MUxfMisMassociatedMwithMTFFgMmethylationMinMgastricMcancercMClinicalnEpigeneticsaM2020aMfgaMhl 7.7 3

30 NovelMxpGbSNPsMinMtheMgastricMacidMsecretionMpathwayMGNvIhMandMsusceptibilityMtoMgastricMcancercM
GeneaM2020aMlhkaMfiiiil 3.8 3
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29 PanbxancerMvnalysisMRevealedMasMaMNewMwiomarkerMforMPrognosisMandMImmunotherapyccMJournalnofn
OncologyaM2022aMgeggaMhillfim 4.5 3

28 UrethralMLiftMasMaMSafeMandMzffectiveMProcedureMforMProstaticMHyplasiaMPopulationoMvMSystematicM
ReviewMandMMetabvnalysiscMFrontiersninnSurgeryaM2020aMlaMjnmlgm 2.3 3

27 zxplainingMtheMGeneticMxausalityMforMxomplexMPhenotypeMviaMyeepMvssociationMKernelMLearningcM
PatternsaM2020aMfaMfeeejl 5.1 3

26 TheMbiogenesisMandMbiologicalMfunctionMofMPIWIbinteractingMRNvMinMcancercMJournalnofnHematologyn
andnOncologyaM2021aMfiaMnh 22.4 3

25 PlasmaMInsulinblikeMGrowthMFactorMwindingMProteinMlMxontributesMxausallyMtoMvRySMgmbyayMMortalityoM
zvidenceMFromMMultistageMMendelianMRandomizationcMChestaM2021aMfjnaMfeelbfefm 5.3 3

24 IdentificationMofMlowbfrequencyMvariantsMofMUGTfvhMassociatedMwithMbladderMcancerMriskMbyM
nextbgenerationMsequencingcMOncogeneaM2021aMieaMghmgbghni 9.2 3

23 GeneticMvariantsMinMRasdRafdMzKdzRKMpathwayMareMassociatedMwithMgastricMcancerMriskMinMxhineseM
HanMpopulationcMArchivesnofnToxicologyaM2020aMniaMgkmhbgkne 5.8 2

22
vMtranscriptomicMstudyMforMidentifyingMcardiabMandMnonbcardiabspecificMgastricMcancerMprognosticM
factorsMusingMgeneticMalgorithmbbasedMmethodscMJournalnofnCellularnandnMolecularnMedicineaM2020aM
giaMnijlbnikj

5.6 2

21 vssociationMwetweenMMIFbvSMrsljjkggMandMNephrolithiasisMRiskMinMaMxhineseMPopulationcMMedicaln
SciencenMonitoraM2016aMggaMjkhbm 3.2 2

20 FineMParticulateMMatterMInducesMxhildhoodMvsthmaMvttacksMviaMzxtracellularMVesiclebPackagedM
LetblibjpbMediatedMModulationMofMtheMMvPKMSignalingMPathwaycMAdvancednScienceaM2021aMegfegike 13.6 2

19 GlobalMinternetMsearchMtrendsMrelatedMtoMgastrointestinalMsymptomsMpredictMregionalMxOVIybfnM
outbreakscMJournalnofnInfectionaM2021aM 18.9 2

18 GeneticMvariantsMinMcircTUwwMinteractingMwithMsmokingMcanMenhanceMcolorectalMcancerMriskcMArchivesn
ofnToxicologyaM2020aMniaMhgjbhhh 5.8 2

17 IntegrativeMomicsMprovideMbiologicalMandMclinicalMinsightsMintoMacuteMrespiratoryMdistressMsyndromecM
IntensivenCarenMedicineaM2021aMilaMlkfbllf 14.5 2

16 GeneticMvariantsMofMxHzKfaMPRIMgMandMxyKkMinMtheMmitoticMphasebrelatedMpathwayMareMassociatedM
withMnonsmallMcellMlungMcancerMsurvivalcMInternationalnJournalnofnCanceraM2021aMfinaMfhegbfhfg 7.5 2

15 GeneticMvariantsMinMHippoMsignallingMpathwaybrelatedMgenesMaffectMtheMriskMofMcolorectalMcancercM
ArchivesnofnToxicologyaM2021aMnjaMglfbgmf 5.8 2

14 vssociationMofMgeneticMvariantsMinMautophagyblysosomeMpathwayMgenesMwithMsusceptibilityMandM
survivalMtoMprostateMcancercMGeneaM2022aMmemaMfijnjh 3.8 2

13 vssociationMbetweenMcirculatingMvitaminMzMandMtenMcommonMcancersoMevidenceMfromMlargebscaleM
MendelianMrandomizationManalysisMandMaMlongitudinalMcohortMstudyccMBMCnMedicineaM2022aMgeaMfkm 11.4 2

12 FunctionalMgeneticMvariantMofMHSyflwfgMinMtheMfattyMacidMbiosynthesisMpathwayMpredictsMtheM
outcomeMofMcolorectalMcancercMJournalnofnCellularnandnMolecularnMedicineaM2020aMgiaMfifkebfifle 5.6 1

(2020-2022)
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11 GeneticMvariantsMinMXyHMareMassociatedMwithMprognosisMforMgastricMcancerMinMaMxhineseMpopulationcM
GeneaM2018aMkkhaMfnkbgeg 3.8 1

10 LncRNvbiggMsuppressesMtheMproliferationMandMgrowthMofMcolorectalMcancerMcellsMbyMtargetingMSFPQccM
ClinicalnandnTranslationalnMedicineaM2022aMfgaMekki 5.7 1

9 zvaluationMofMcommonMgeneticMvariantsMinMvitaminMzbrelatedMpathwayMgenesMandMcolorectalMcancerM
susceptibilitycMArchivesnofnToxicologyaM2021aMnjaMgjghbgjhg 5.8 1

8 VapingbinducedMmetabolomicMsignaturesMinMtheMcirculationMofMmiceMareMdrivenMbyMdeviceMtypeaM
ebliquidaMexposureMdurationMandMsexcMERJnOpennResearchaM2021aMlaM 3.5 1

7 IdentificationMofMgeneticMfeaturesMassociatedMwithMfineMparticulateMmatterMUPMgcjVMmodulatedMyNvM
damageMusingMimprovedMrandomMforestManalysiscMGeneaM2020aMlieaMfiijle 3.8 0

6 FunctionalMvariantsMofMRPSkKwfMandMPIKhRfMinMtheMautophagyMpathwayMgenesMandMriskMofMbladderM
cancercMArchivesnofnToxicologyaM2021aMf 5.8 0

5
GeneticMvariationsMinMtheMxTLvbiMimmuneMcheckpointMpathwayMareMassociatedMwithMcolonMcancerMriskaM
prognosisaMandMimmuneMinfiltrationMviaMregulationMofMIQxwfMexpressioncMArchivesnofnToxicologyaM2021aM
njaMgejhbgekh

5.8 0

4 IdentificationMofMcommonMgeneticMvariantsMassociatedMwithMserumMconcentrationsMofMpaMpTbyyzMinM
nonboccupationalMpopulationsMinMeasternMxhinacMEnvironmentnInternationalaM2021aMfjgaMfekjel 12.9 0

3 GeneticMvariantsMinMcholineMmetabolismMpathwayMareMassociatedMwithMtheMriskMofMbladderMcancerMinM
theMxhineseMpopulationccMArchivesnofnToxicologyaM2022aMf 5.8 0

2 zvaluationMofMgeneticMvariantsMinMnucleosomeMremodelingMandMdeacetylaseMUNuRyVMcomplexMsubunitsM
encodingMgenesMandMgastricMcancerMsusceptibilityccMArchivesnofnToxicologyaM2022aMf 5.8 0

1 GeneticMvariantsMinMtheMHedgehogMsignalingMpathwayMgenesMareMassociatedMwithMgastricMcancerMriskMinM
aMxhineseMHanMpopulationccMJournalnofnBiomedicalnResearchaM2021aMhkaMggbhf 1.5
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