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ARTICLE

Integrated proteogenomic deep sequencing and analytics accurately identify non-canonical peptides in
tumor immunopeptidomes. Nature Communications, 2020, 11, 1293.

A Helitron transposon reconstructed from bats reveals a novel mechanism of genome shuffling in
eukaryotes. Nature Communications, 2016, 7, 10716.

The large bat Helitron DNA transposase forms a compact monomeric assembly that buries and

protects its covalently bound 5&8€2-transposon end. Molecular Cell, 2021, 81, 4271-4286.e4.
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