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GIGANTEA is a co-chaperone which facilitates maturation of ZEITLUPE in the Arabidopsis circadian
clock. Nature Communications, 2017, 8, 3.

An HSP90 co-chaperone controls circadian proteostasis. Cell Cycle, 2017, 16, 1483-1484. 2.6 3

<i>Arabidopsis</i> ABCG34 contributes to defense against necrotrophic pathogens by mediating the

secretion of camalexin. Proceedings of the National Academy of Sciences of the United States of
America, 2017, 114, E5712-E5720.

High-Throughput and Computational Study of Leaf Senescence through a Phenomic Approach.

Frontiers in Plant Science, 2017, 8, 250. 3.6 15



20

22

24

26

28

30

32

34

JEONGSIK KIM

ARTICLE IF CITATIONS

TowardASystems Understanding of Leaf Senescence: An Integrated Multi-Omics Perspective on Leaf

Senescence Research. Molecular Plant, 2016, 9, 813-825.

<scp>NORE1<[scp>/<scp>SAULL<[scp> integrates temperatured€dependent defense programs involving
<scp>SGT1b</scp> and <scp>PAD4<Ecp> pathways and leaf senescence in <i>Arabidopsis</i>. 5.2 19
Physiologia Plantarum, 2016, 158, 180-199.

Programming of Plant Leaf Senescence with Temporal and Inter-Organellar Coordination of
Transcriptome in Arabidopsis1 A. Plant Physiology, 2016, 171, 452-467.

Arabidopsis VIM Proteins Regulate Epigenetic Silencing by Modulating DNA Methylation and Histone 8.3 56
Modification in Cooperation with MET1. Molecular Plant, 2014, 7, 1470-1485. :

ELF4 Regulates GIGANTEA Chromatin Access through Subnuclear Sequestration. Cell Reports, 2013, 3,
671-677.

Transcriptional corepressor TOPLESS complexes with pseudoresponse regulator proteins and histone
deacetylases to regulate circadian transcription. Proceedings of the National Academy of Sciences of 7.1 232
the United States of America, 2013, 110, 761-766.

The F-box protein ZEITLUPE controls stability and nucleocytoplasmic partitioning of GIGANTEA.
Development (Cambridge), 2013, 140, 4060-4069.

HSP90 functions in the circadian clock through stabilization of the client F-box protein ZEITLUPE. 71 79
Proceedings of the National Academy of Sciences of the United States of America, 2011, 108, 16843-16848. :

Rapid Assessment of Gene Function in the Circadian Clock Using Artificial MicroRNA in Arabidopsis
Mesophyll Protoplasts A A. Plant Physiology, 2010, 154, 611-621.

The RAV1 transcription factor positively regulates leaf senescence in Arabidopsis. Journal of 4s 152
Experimental Botany, 2010, 61, 3947-3957. ’

Instrumentation and Software for Analysis of Arabidopsis Circadian Leaf Movement. Interdisciplinary
Bio Central, 2009, 1, 22-25.

Trifurcate Feed-Forward Regulation of Age-Dependent Cell Death Involving <i>miR164</i> in 19.6 652
<i>Arabidopsis</i>. Science, 2009, 323, 1053-1057. :

FIONAL Is Essential for Regulating Period Length in the<i>Arabidopsis</i>Circadian Clock. Plant Cell,
2008, 20, 307-319.

A GUS/Luciferase Fusion Reporter for Plant Gene Trapping and for Assay of Promoter Activity with
Luciferin-Dependent Control of the Reporter Protein Stability. Plant and Cell Physiology, 2007, 48, 3.1 44
1121-1131.

ZEITLUPE is a circadian photoreceptor stabilized by GIGANTEA in blue light. Nature, 2007, 449, 356-360.

The Arabidopsis COG1 gene encodes a Dof domain transcription factor and negatively regulates

phytochrome signaling. Plant Journal, 2003, 34, 161-171. 5.7 113



