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82 tLglobalLreferenceLforLhumanLgeneticLvariationaLNatureYL2015YLheiYLikZjg 50.4 8599

81 tnLintegratedLmapLofLgeneticLvariationLfromLdYcleLhumanLgenomesaLNatureYL2012YLgldYLhiZih 50.4 6049

80 wriverLmutationsLinLhistoneLHfafLandLchromatinLremodellingLgenesLinLpaediatricLglioblastomaaL
NatureYL2012YLgkeYLeeiZfd 50.4 1655

79 tnLintegratedLmapLofLstructuralLvariationLinLeYhcgLhumanLgenomesaLNatureYL2015YLheiYLjhZkd 50.4 1368

78 wxLLYmLstructuralLvariantLdiscoveryLbyLintegratedLpairedZendLandLsplitZreadLanalysisaLBioinformaticsYL
2012YLekYLifffZiffl 7.2 1069

77 PanZcancerLanalysisLofLwholeLgenomesaLNatureYL2020YLhjkYLkeZlf 50.4 840

76 MappingLcopyLnumberLvariationLbyLpopulationZscaleLgenomeLsequencingaLNatureYL2011YLgjcYLhlZih 50.4 833

75 wissectingLtheLgenomicLcomplexityLunderlyingLmedulloblastomaaLNatureYL2012YLgkkYLdccZh 50.4 623

74 zenomeLsequencingLofLpediatricLmedulloblastomaLlinksLcatastrophicLwNtLrearrangementsLwithL
TPhfLmutationsaLCellYL2012YLdgkYLhlZjd 56.2 600

73 zenomeLsequencingLofLSHHLmedulloblastomaLpredictsLgenotypeZrelatedLresponseLtoLsmoothenedL
inhibitionaLCancergCellYL2014YLehYLflfZgch 24.3 469

72 tssemblyLandLdiploidLarchitectureLofLanLindividualLhumanLgenomeLviaLsingleZmoleculeL
technologiesaLNaturegMethodsYL2015YLdeYLjkcZi 21.6 383

71 MultiZplatformLdiscoveryLofLhaplotypeZresolvedLstructuralLvariationLinLhumanLgenomesaLNatureg
CommunicationsYL2019YLdcYLdjkg 17.4 346

70 RecurrentLmutationLofLtheLIwfLgeneLinLuurkittLlymphomaLidentifiedLbyLintegratedLgenomeYLexomeL
andLtranscriptomeLsequencingaLNaturegGeneticsYL2012YLggYLdfdiZec 36.3 317

69 TheLgenomicLandLtranscriptomicLlandscapeLofLaLHeLaLcellLlineaLG3:gGenesugGenomesugGeneticsYL2013YL
fYLdedfZeg 3.2 269

68 IntegrativeLgenomicLanalysesLrevealLanLandrogenZdrivenLsomaticLalterationLlandscapeLinLearlyZonsetL
prostateLcanceraLCancergCellYL2013YLefYLdhlZjc 24.3 259

67 IntegratingLsequenceLandLarrayLdataLtoLcreateLanLimprovedLdcccLzenomesLProjectLhaplotypeL
referenceLpanelaLNaturegCommunicationsYL2014YLhYLflfg 17.4 253

66 SeqtnLanLefficientYLgenericLvXXLlibraryLforLsequenceLanalysisaLBMCgBioinformaticsYL2008YLlYLdd 3.6 210
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65 SpectrumLandLprevalenceLofLgeneticLpredispositionLinLmedulloblastomamLaLretrospectiveLgeneticL
studyLandLprospectiveLvalidationLinLaLclinicalLtrialLcohortaLLancetgOncologyugTheYL2018YLdlYLjkhZjlk 21.7 159

64 RazerSZZfastLreadLmappingLwithLsensitivityLcontrolaLGenomegResearchYL2009YLdlYLdigiZhg 9.7 104

63 WholeZexomeLsequencingLlinksLcaspaseLrecruitmentLdomainLddLUvtRwddVLinactivationLtoLsevereL
combinedLimmunodeficiencyaLJournalgofgAllergygandgClinicalgImmunologyYL2013YLdfdYLdfjiZkfaef 11.5 103

62 HaplotypeZresolvedLdiverseLhumanLgenomesLandLintegratedLanalysisLofLstructuralLvariationaLScience
YL2021YLfjeYL 33.3 100

61 TheLactivatingLSTtThuLNigeHLmutationLisLaLcommonLabnormalityLinLpediatricLTZcellLacuteL
lymphoblasticLleukemiaLandLconfersLaLhigherLriskLofLrelapseaLHaematologicaYL2014YLllYLedkkZle 6.6 82

60 xMuRZdcaLzxNOMIvLvOMPLxXITYLtNwLxVOLUTIONLOyLxMuRYONtLLTUMORSLWITHL
MULTILtYxRxwLROSxTTxSLUxTMRVaLNeurowOncologyYL2018YLecYLijcZijc 1 78

59 MxwUZddaLMOLxvULtRLvHtRtvTxRIZtTIONLOyLxTMRsLRxVxtLSLtLROLxLyORLRZLOOPLMxwItTxwL
vHROMOSOMtLLINSTtuILITYaLNeurowOncologyYL2019YLedYLiidchZiidch 1 78

58 MuvLZedaLzxRMLINxLxLONztTORLMUTtTIONSLINLSONIvLHxwzxHOzLMxwULLOuLtSTOMtaL
NeurowOncologyYL2020YLeeYLiiifleZiiiflf 1 78

57 IdentificationLofLaLgeneticallyLdefinedLultraZhighZriskLgroupLinLrelapsedLpediatricLTZlymphoblasticL
leukemiaaLBloodgCancergJournalYL2017YLjYLehef 7 54

56 ImpactLofLgenomicLstructuralLvariationLinLwrosophilaLmelanogasterLbasedLonLpopulationZscaleL
sequencingaLGenomegResearchYL2013YLefYLhikZjl 9.7 53

55 PediatricLTZcellLlymphoblasticLleukemiaLevolvesLintoLrelapseLbyLclonalLselectionYLacquisitionLofL
mutationsLandLpromoterLhypomethylationaLHaematologicaYL2015YLdccYLdggeZhc 6.6 50

54 HighlyLrecurrentLmutationsLofLSzKdYLwUSPeLandLJUNuLinLnodularLlymphocyteLpredominantLHodgkinL
lymphomaaLLeukemiaYL2016YLfcYLkggZhf 10.7 48

53 zermlineLxlongatorLmutationsLinLSonicLHedgehogLmedulloblastomaaLNatureYL2020YLhkcYLfliZgcd 50.4 47

52 TheLmolecularLlandscapeLofLxTMRLatLdiagnosisLandLrelapseaLNatureYL2019YLhjiYLejgZekc 50.4 46

51 IdentificationLofLcytokineZinducedLmodulationLofLmicroRNtLexpressionLandLsecretionLasLmeasuredL
byLaLnovelLmicroRNtLspecificLqPvRLassayaLScientificgReportsYL2015YLhYLddhlc 4.9 42

50 SegmentZbasedLmultipleLsequenceLalignmentaLBioinformaticsYL2008YLegYLidkjZle 7.2 39

49 tLhighlyLsolubleLSleepingLueautyLtransposaseLimprovesLcontrolLofLgeneLinsertionaLNatureg
BiotechnologyYL2019YLfjYLdhceZdhde 44.5 36

48 TheLNSLLcomplexLmaintainsLnuclearLarchitectureLstabilityLviaLlaminLtbvLacetylationaLNaturegCellg
BiologyYL2019YLedYLdegkZdeic 23.4 34
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47 tlfredmLinteractiveLmultiZsampleLutMLalignmentLstatisticsYLfeatureLcountingLandLfeatureLannotationL
forLlongZLandLshortZreadLsequencingaLBioinformaticsYL2019YLfhYLegklZegld 7.2 29

46 zenomicLstructuralLvariationsLleadLtoLdysregulationLofLimportantLcodingLandLnonZcodingLRNtL
speciesLinLdilatedLcardiomyopathyaLEMBOgMoleculargMedicineYL2018YLdcYLdcjZdec 12 29

45 IdentificationLofLnovelLfollicularLdendriticLcellLsarcomaLmarkersYLywvSPLandLSRzNYLbyLwholeL
transcriptomeLsequencingaLOncotargetYL2017YLkYLdigifZdigje 3.3 28

44 MultiZplatformLdiscoveryLofLhaplotypeZresolvedLstructuralLvariationLinLhumanLgenomes 26

43 tLconsistencyZbasedLconsensusLalgorithmLforLdeLnovoLandLreferenceZguidedLsequenceLassemblyLofL
shortLreadsaLBioinformaticsYL2009YLehYLdddkZeg 7.2 24

42 YLYLYLandLareLfrequentlyLmutatedLinLTZcellbhistiocyteZrichLlargeLuZcellLlymphomaaLHaematologicaYL2019YL
dcgYLffcZffj 6.6 23

41 PwXLmodelsLrecapitulateLtheLgeneticLandLepigeneticLlandscapeLofLpediatricLTZcellLleukemiaaLEMBOg
MoleculargMedicineYL2018YLdcYL 12 20

40 TracymLbasecallingYLalignmentYLassemblyLandLdeconvolutionLofLsangerLchromatogramLtraceLfilesaL
BMCgGenomicsYL2020YLedYLefc 4.5 19

39 PersonalityLsimilarityLbetweenLteachersLandLtheirLstudentsLinfluencesLteacherLjudgementLofL
studentLachievementaLEducationalgPsychologyYL2016YLfiYLkifZkjk 2.2 18

38 vharacterizationLofLTwoLHistoricLSmallpoxLSpecimensLfromLaLvzechLMuseumaLVirusesYL2017YLlYL 6.2 18

37 SingleZcellLanalysisLofLstructuralLvariationsLandLcomplexLrearrangementsLwithLtriZchannelL
processingaLNaturegBiotechnologyYL2020YLfkYLfgfZfhg 44.5 17

36 IdentificationLofLnovelLsequenceLvariationsLinLmicroRNtsLinLchronicLlymphocyticLleukemiaaL
CarcinogenesisYL2014YLfhYLlleZdcce 4.6 15

35 tccuracyLofLTeacherLJudgmentsL2014YLejZgf 14

34 zermlineLdeterminantsLofLtheLsomaticLmutationLlandscapeLinLeYigeLcancerLgenomes 13

33 MvMftPLandLPOMPLMutationsLvauseLaLwNtZRepairLandLwNtZwamageZSignalingLwefectLinLanL
ImmunodeficientLvhildaLHumangMutationYL2016YLfjYLehjZik 4.7 12

32 IdentificationLofLaLNineinLUNINVLmutationLinLaLfamilyLwithLspondyloepimetaphysealLdysplasiaLwithL
jointLlaxityLUleptodactylicLtypeVZlikeLphenotypeaLMatrixgBiologyYL2013YLfeYLfkjZle 11.4 12

31 MissenseLvariantsLinLNOXdLandLpeephoxLinLaLcaseLofLveryZearlyZonsetLinflammatoryLbowelLdiseaseL
areLfunctionallyLlinkedLtoLNOweaLJournalgofgPhysicalgEducationgandgSportsgManagementYL2019YLhYL 2.8 11

30 yastLandLtdaptiveLVariableLOrderLMarkovLvhainLvonstructionaLLecturegNotesgingComputergScienceYL
2008YLfciZfdj 0.9 11
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29 PangenomeZbasedLgenomeLinference 11

28
tLnovelLautosomalLrecessiveLTxRTLTddelPLmutationLinLaLdyskeratosisLcongenitaLfamilyLleadsLtoL
cellularLsenescenceLandLlossLofLvwfgXLhematopoieticLstemLcellsLnotLreversibleLbyLmTORZinhibitionaL
AgingYL2015YLjYLlddZej

5.6 10

27 TheLeffectsLofLcommonLstructuralLvariantsLonLfwLchromatinLstructureaLBMCgGenomicsYL2020YLedYLlh 4.5 9

26 VISORmLaLversatileLhaplotypeZawareLstructuralLvariantLsimulatorLforLshortZLandLlongZreadL
sequencingaLBioinformaticsYL2020YLfiYLdeijZdeil 7.2 8

25 TRivoLORmLtandemLrepeatLprofilingLusingLwholeZgenomeLlongZreadLsequencingLdataaLGigaScienceYL
2020YLlYL 7.6 7

24 PotentialLprotectiveLroleLofLzrainyheadZlikeLgenesLinLtheLdevelopmentLofLclearLcellLrenalLcellL
carcinomaaLMoleculargCarcinogenesisYL2017YLhiYLegdgZegef 5 6

23 voordinatedLexpressionLandLgeneticLpolymorphismsLinLzrainyheadZlikeLgenesLinLhumanL
nonZmelanomaLskinLcancersaLBMCgCancerYL2018YLdkYLef 4.8 6

22 tLparallelLgeneticLalgorithmLtoLdiscoverLpatternsLinLgeneticLmarkersLthatLindicateLpredispositionLtoL
multifactorialLdiseaseaLComputersgingBiologygandgMedicineYL2008YLfkYLkeiZfi 7 6

21 LocalLemergenceLandLdeclineLofLaLStRSZvoVZeLvariantLwithLmutationsLLgheRLandLNhcdYLinLtheLspikeLprotein 6

20 zenomicLinsightsLintoLtheLpathogenesisLofLxpsteinZuarrLvirusZassociatedLdiffuseLlargeLuZcellL
lymphomaLbyLwholeZgenomeLandLtargetedLampliconLsequencingaLBloodgCancergJournalYL2021YLddYLdce 7 6

19 MitLWissenLzuLakkuraterenLUrteilenraLZeitschriftgFurgEntwicklungspsychologiegUndgPadagogischeg
PsychologieYL2015YLgjYLdgjZdhk 0.8 4

18 MetagenomicLanalysisLofLprimaryLcolorectalLcarcinomasLandLtheirLmetastasesLidentifiesLpotentialL
microbialLriskLfactorsaLMoleculargOncologyYL2021YLdhYLffifZffkg 7.9 4

17 weLnovoLassemblyLofLigLhaplotypeZresolvedLhumanLgenomesLofLdiverseLancestryLandLintegratedL
analysisLofLstructuralLvariation 3

16 vhromatinLaccessibilityLlandscapeLofLpediatricLTZlymphoblasticLleukemiaLandLhumanLTZcellL
precursorsaLEMBOgMoleculargMedicineYL2020YLdeYLededcg 12 3

15 RobustLconsensusLcomputationaLBMCgBioinformaticsYL2008YLlYL 3.6 2

14 ToTemmLaLtoolLforLvariantLcallingLpipelineLoptimizationaLBMCgBioinformaticsYL2018YLdlYLegf 3.6 1

13 IvzvLPedurainLZLdissectingLtheLgenomicLcomplexityLunderlyingLmedulloblastomaLusingL
wholeZgenomeLsequencingaLBMCgProceedingsYL2012YLiYL 2.3 1

12 PangenomeZbasedLgenomeLinferenceLallowsLefficientLandLaccurateLgenotypingLacrossLaLwideL
spectrumLofLvariantLclassesaaLNaturegGeneticsYL2022YL 36.3 1
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11 LongitudinalLMultilevelLOmicLtnalysisLofLPediatricLTZtLLLRevealsLwistinctLMechanismsLforLwiseaseL
ProgressionLinLTypeLdLandLinLTypeLeLRelapsesaLBloodYL2018YLdfeYLekeiZekei 2.2

10 PediatricLTZtLLsLwevelopingLintoLaLTypeLeLRelapseLOriginateLfromLvellsLThatLvarryLtheLPotentialLofL
VariableLMaturationLintoLSubclonesLwithLwistinctLvhromatinLLandscapesaLBloodYL2018YLdfeYLdhghZdhgh 2.2

9 TargetedLweepLSequencingLofLzeneticLtlterationsLIdentifiedLuyLWholeLxxomeLSequencingLRevealsL
vlonalLxvolutionLinLPediatricLTZLymphoblasticLLeukemiaaLBloodYL2014YLdegYLgldZgld 2.2

8 zeneLPanelLSequencingLofLPrimaryLandLRelapsedLPediatricLTZtLLLShowsLThatLRelapseZSpecificL
MutationsLtreLwiverseLandLMostlyLNonZRecurrentaLBloodYL2015YLdeiYLdgekZdgek 2.2

7 IdentificationLofLanLUltraLHighZRiskLandLTargetableLMolecularLSignatureLinLRelapsedLPediatricLTZtLLaL
BloodYL2016YLdekYLdckgZdckg 2.2

6 PracticalLMultipleLSequenceLtlignmentL2010YLedZgf

5 MutationalLtnalysisLofLMirZelLyamilyLMembersLinLvhronicLLymphocyticLLeukemiaaLBloodYL2011YLddkYLdjjcZdjjc2.2

4 SequenceLVariationsLinLmiRNtLzenesLtreLvommonLandLMayLtffectLTheirLxxpressionLinLPatientsL
withLvhronicLLymphocyticLLeukemiaaLBloodYL2012YLdecYLfklhZfklh 2.2

3 WholeZxxomeLSequencingLLinksLvtRwddLInactivationLwithLSvIwaLBloodYL2012YLdecYLehkZehk 2.2

2
WholeLxxomeLSequencingLIdentifiesLNovelLLystZMissenseLMutationsLInLIncompleteLvhildhoodL
vhediakZHigashiZSyndromeLPresentingLtsLHemphagocyticLLymphohistiocytosisLUHLHVaLBloodYL2013YL
deeYLfgjlZfgjl

2.2

1
WholeLxxomeLSequencingLInLRelapsedLPediatricLTZtLLmLProgressionLIntoLRelapseLIsLvharacterizedLuyL
tnLIncreasedLNumberLOfLSomaticLMutationsLandLaLvonservationLOfLMutationsLInLLeukemogenicL
wriverLzenesaLBloodYL2013YLdeeYLeekZeek

2.2
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