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Robust and sensitive peptidomics workflow for plasma based on specific extraction, lipid removal,
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Bacterial Hsp90 Facilitates the Degradation of Aggregation-Prone Hsp70&€“Hsp40 Substrates. Frontiers
in Molecular Biosciences, 2021, 8, 653073.

Phosphorylation in the Charged Linker Modulates Interactions and Secretion of Hsp90i2. Cells, 2021, 10, a1 6
1701. ’

The Hsp70-Hsp90 co-chaperone Hop/Stip1 shifts the proteostatic balance from folding towards
degradation. Nature Communications, 2020, 11, 5975.

OCIAD1 is a host mitochondrial substrate of the hepatitis C virus NS3-4A protease. PLoS ONE, 2020, 15,
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Human shelterin protein <scp>POT</[scp> 1 prevents severe telomere instability induced by
homologya€directed <scp>DNA</[scp> repair. EMBO Journal, 2020, 39, e104500.
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Post-translational Modifications. Journal of Proteome Research, 2017, 16, 3092-3101.
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Mechanisms. Frontiers in Immunology, 2017, 8, 1564.
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AIM2 inflammasome is activated by pharmacological disruption of nuclear envelope integrity.
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Database Construction and Peptide Identification Strategies for Proteogenomic Studies on Sequenced
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Dynamic Impacts of the Inhibition of the Molecular Chaperone Hsp90 on the T-Cell Proteome Have 05 44
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the dermatophytes Trichophyton and Microsporum. Microbiology (United Kingdom), 2004, 150, 301-310. )
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