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m Paper IF Citations

295 tomparativeJproteinJmodellingJbyJsatisfactionJofJspatialJrestraintsYJJournalfoffMolecularfBiologyWJ
1993WJcdeWJhhjXibf 6.5 10363

294 wUxUvkJsequenceXstructureJhomologyJrecognitionJusingJenvironmentXspecificJsubstitutionJtablesJ
andJstructureXdependentJgapJpenaltiesYJJournalfoffMolecularfBiologyWJ2001WJdbaWJcedXfh 6.5 1102

293 pktS”kJαredictingJSmallX”oleculeJαharmacokineticJandJToxicityJαropertiesJUsingJxraphXsasedJ
SignaturesYJJournalfoffMedicinalfChemistryWJ2015WJfiWJeaggXhc 8.3 1056

292 TheJTγr–Sαrγv–TJTvSTrJx“rsγrbJlocusWJwhichJregulatesJtrichomeJdifferentiationJandJ
anthocyaninJbiosynthesisJinJrrabidopsisWJencodesJaJWueaJrepeatJproteinYJPlantfCellWJ1999WJbbWJbddhXfa 11.6 724

291 trystalJstructureJofJfibroblastJgrowthJfactorJreceptorJectodomainJboundJtoJligandJandJheparinYJ
NatureWJ2000WJeahWJbacjXde 50.4 659

290 KnowledgeXbasedJpredictionJofJproteinJstructuresJandJtheJdesignJofJnovelJmoleculesYJNatureWJ1987WJ
dcgWJdehXfc 50.4 640

289 znsightsJintoJu–rJrecombinationJfromJtheJstructureJofJaJγrufbXsγtrcJcomplexYJNatureWJ2002WJecaWJcihXjd50.4 518

288 mtS”kJpredictingJtheJeffectsJofJmutationsJinJproteinsJusingJgraphXbasedJsignaturesYJBioinformaticsWJ
2014WJdaWJddfXec 7.2 505

287
uefinitionJofJgeneralJtopologicalJequivalenceJinJproteinJstructuresYJrJprocedureJinvolvingJ
comparisonJofJpropertiesJandJrelationshipsJthroughJsimulatedJannealingJandJdynamicJ
programmingYJJournalfoffMolecularfBiologyWJ1990WJcbcWJeadXci

6.5 477

286 TheJmolecularJstructureJandJstabilityJofJtheJeyeJlenskJxXrayJanalysisJofJgammaXcrystallinJzzYJNatureWJ
1981WJcijWJhhbXh 50.4 460

285 –ewJproteinJfoldJrevealedJbyJaJcYdXrJresolutionJcrystalJstructureJofJnerveJgrowthJfactorYJNatureWJ
1991WJdfeWJebbXe 50.4 453

284 uUvTkJaJserverJforJpredictingJeffectsJofJmutationsJonJproteinJstabilityJusingJanJintegratedJ
computationalJapproachYJNucleicfAcidsfResearchWJ2014WJecWJWdbeXj 20.1 437

283 StructureJofJγhombohedralJcJZincJznsulinJtrystalsYJNatureWJ1969WJcceWJejbXejf 50.4 435

282 yighXthroughputJcrystallographyJforJleadJdiscoveryJinJdrugJdesignYJNaturefReviewsfDrugfDiscoveryWJ
2002WJbWJefXfe 64.1 432

281 XXrayJanalysisJofJyzVXbJproteinaseJatJcYhJrJresolutionJconfirmsJstructuralJhomologyJamongJ
retroviralJenzymesYJNatureWJ1989WJdecWJcjjXdac 50.4 428

280 StructureJofJpentamericJhumanJserumJamyloidJαJcomponentYJNatureWJ1994WJdghWJddiXef 50.4 422

279 y ”STγrukJaJdatabaseJofJproteinJstructureJalignmentsJforJhomologousJfamiliesYJProteinfScienceWJ
1998WJhWJcegjXhb 6.3 421
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278 StructuralJevidenceJforJgeneJduplicationJinJtheJevolutionJofJtheJacidJproteasesYJNatureWJ1978WJchbWJgbiXcb50.4 415

277 γeceptorXbindingJregionJofJinsulinYJNatureWJ1976WJcfjWJdgjXhd 50.4 406

276 J YkJproteinJsequenceXstructureJrepresentationJandJanalysisYJBioinformaticsWJ1998WJbeWJgbhXcd 7.2 356

275 Su”XXaJserverJforJpredictingJeffectsJofJmutationsJonJproteinJstabilityJandJmalfunctionYJNucleicfAcidsf
ResearchWJ2011WJdjWJWcbfXcc 20.1 343

274
KnowledgeJbasedJmodellingJofJhomologousJproteinsWJαartJzkJThreeXdimensionalJframeworksJ
derivedJfromJtheJsimultaneousJsuperpositionJofJmultipleJstructuresYJProteinfEngineeringtfDesignf
andfSelectionWJ1987WJbWJdhhXie

1.9 317

273 rtomicJpositionsJinJrhombohedralJcXzincJinsulinJcrystalsYJNatureWJ1971WJcdbWJfagXbb 50.4 297

272 XXrayJanalysisJofJglucagonJandJitsJrelationshipJtoJreceptorJbindingYJNatureWJ1975WJcfhWJhfbXh 50.4 282

271 XXrayJanalysisJSbYJeXrJresolutionTJofJavianJpancreaticJpolypeptidekJSmallJglobularJproteinJhormoneYJ
ProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaWJ1981WJhiWJebhfXj 11.5 271

270 StructuralJbiologyJandJdrugJdiscoveryYJDrugfDiscoveryfTodayWJ2005WJbaWJijfXjah 8.8 261

269 Su”kJaJserverJforJpredictingJeffectsJofJmutationsJonJproteinJstabilityYJNucleicfAcidsfResearchWJ2017WJ
efWJWccjXWcdf 20.1 246

268 vnvironmentXspecificJaminoJacidJsubstitutionJtableskJtertiaryJtemplatesJandJpredictionJofJproteinJ
foldsYJProteinfScienceWJ1992WJbWJcbgXcg 6.3 236

267
znsulinXlikeJgrowthJfactorkJaJmodelJforJtertiaryJstructureJaccountingJforJimmunoreactivityJandJ
receptorJbindingYJProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaWJ
1978WJhfWJbiaXe

11.5 233

266 SolventXinducedJdistortionsJandJtheJcurvatureJofJalphaXhelicesYJNatureWJ1983WJdagWJcibXd 50.4 221

265 StructureXbasedJdrugJdesignYJNatureWJ1996WJdieWJcdXg 50.4 211

264 XXrayJanalysesJofJasparticJproteinasesYJzzYJThreeXdimensionalJstructureJofJtheJhexagonalJcrystalJformJ
ofJporcineJpepsinJatJcYdJrJresolutionYJJournalfoffMolecularfBiologyWJ1990WJcbeWJbjjXccc 6.5 211

263 bithJSirJyansJKrebsJlectureYJKnowledgeXbasedJproteinJmodellingJandJdesignYJFEBSfJournalWJ1988WJ
bhcWJfbdXca 211

262 TheJactiveJsiteJofJasparticJproteinasesYJFEBSfLettersWJ1984WJbheWJjgXbab 3.8 211

261 u–rJrepairYJαrXXWJaJparalogJofJXγtteJandJX“wWJinteractsJwithJKuJtoJpromoteJu–rJdoubleXstrandJ
breakJrepairYJScienceWJ2015WJdehWJbifXbii 33.3 202
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260 ThreeXdimensionalJstructureWJspecificityJandJcatalyticJmechanismJofJreninYJNatureWJ1983WJdaeWJchdXf 50.4 202

259 trystalJstructureJofJanJXrcceXu–rJligaseJzVJcomplexYJNaturefStructuralfBiologyWJ2001WJiWJbabfXj 200

258 rrpeggiokJrJWebJServerJforJtalculatingJandJVisualisingJznteratomicJznteractionsJinJαroteinJ
StructuresYJJournalfoffMolecularfBiologyWJ2017WJecjWJdgfXdhb 6.5 195

257 KnowledgeJbasedJmodellingJofJhomologousJproteinsWJαartJzzkJγulesJforJtheJconformationsJofJ
substitutedJsidechainsYJProteinfEngineeringtfDesignfandfSelectionWJ1987WJbWJdifXjc 1.9 194

256 trystalJstructureJofJtheJcomplexJofJtheJcyclinJuXdependentJkinaseJtdkgJboundJtoJtheJcellXcycleJ
inhibitorJpbjz–KedYJNatureWJ1998WJdjfWJceeXfa 50.4 187

255 StructureJofJporphobilinogenJdeaminaseJrevealsJaJflexibleJmultidomainJpolymeraseJwithJaJsingleJ
catalyticJsiteYJNatureWJ1992WJdfjWJddXj 50.4 187

254 KnowledgeXbasedJproteinJmodelingYJCriticalfReviewsfinfBiochemistryfandfMolecularfBiologyWJ1994WJ
cjWJbXgi 8.7 174

253 StructuralJbiologyJinJfragmentXbasedJdrugJdesignYJCurrentfOpinionfinfStructuralfBiologyWJ2010WJcaWJejhXfah8.1 173

252 tonformationalJflexibilityJinJaJsmallJglobularJhormonekJxXrayJanalysisJofJavianJpancreaticJ
polypeptideJatJaYjiXrJresolutionYJBiopolymersWJ1983WJccWJcjdXdae 2.2 173

251 TertiaryJstructuralJconstraintsJonJproteinJevolutionaryJdiversitykJtemplatesWJkeyJresiduesJandJ
structureJpredictionYJProceedingsfoffthefRoyalfSocietyfB:fBiologicalfSciencesWJ1990WJcebWJbdcXef 4.4 170

250 rJthreeXdimensionalJmodelJofJtheJαhotosystemJzzJreactionJcentreJofJαisumJsativumYJPhotosynthesisf
ResearchWJ1992WJdeWJcihXdaa 3.7 167

249 trystalJstructureJofJu–rXαKcsJrevealsJaJlargeJopenXringJcradleJcomprisedJofJyvrTJrepeatsYJNatureWJ
2010WJegdWJbbiXcb 50.4 165

248 αredictionJofJtheJstabilityJofJproteinJmutantsJbasedJonJstructuralJenvironmentXdependentJaminoJ
acidJsubstitutionJandJpropensityJtablesYJProteinfEngineeringtfDesignfandfSelectionWJ1997WJbaWJhXcb 1.9 162

247 StructuralJbiologyJandJdrugJdiscoveryJofJdifficultJtargetskJtheJlimitsJofJligandabilityYJChemistryfandf
BiologyWJ2012WJbjWJecXfa 159

246 rlignmentJandJsearchingJforJcommonJproteinJfoldsJusingJaJdataJbankJofJstructuralJtemplatesYJ
JournalfoffMolecularfBiologyWJ1993WJcdbWJhdfXfc 6.5 157

245
wunctionalJmapJandJdomainJstructureJofJ”vTWJtheJproductJofJtheJcXmetJprotooncogeneJandJ
receptorJforJhepatocyteJgrowthJfactorZscatterJfactorYJProceedingsfoffthefNationalfAcademyfoff
SciencesfoffthefUnitedfStatesfoffAmericaWJ2003WJbaaWJbcadjXee

11.5 149

244 ”olecularJevolutionJandJdomainJstructureJofJplasminogenXrelatedJgrowthJfactorsJSyxwZSwJandJ
yxwbZ”SαTYJProteinfScienceWJ1994WJdWJcdhiXje 6.3 146

243 zsJtheJevolutionJofJinsulinJuarwinianJorJdueJtoJselectivelyJneutralJmutationpYJNatureWJ1975WJcfhWJbjhXcad 50.4 143
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242 XXrayJanalysesJofJpeptideXinhibitorJcomplexesJdefineJtheJstructuralJbasisJofJspecificityJforJhumanJ
andJmouseJreninsYJNatureWJ1992WJdfhWJeggXhc 50.4 141

241 zdentificationJofJtheJautophosphorylationJsitesJandJcharacterizationJofJtheirJeffectsJinJtheJproteinJ
kinaseJuYγKbrYJBiochemicalfJournalWJ2001WJdfjWJejhXfaf 3.8 133

240 rtomicJinteractionsJandJprofileJofJsmallJmoleculesJdisruptingJproteinXproteinJinterfaceskJtheJ
Tz”sr“JdatabaseYJChemicalfBiologyfandfDrugfDesignWJ2009WJheWJefhXgh 2.9 132

239 StructuralJbiologyJandJdrugJdiscoveryJforJproteinXproteinJinteractionsYJTrendsfinfPharmacologicalf
SciencesWJ2012WJddWJcebXi 13.2 130

238 yighJresolutionJXXrayJanalysesJofJreninJinhibitorXasparticJproteinaseJcomplexesYJNatureWJ1987WJdchWJdejXfc50.4 130

237 t urkJaJcombinedJalgorithmJforJpredictingJtheJstructurallyJvariableJregionsJofJproteinJmodelsYJ
ProteinfScienceWJ2001WJbaWJfjjXgbc 6.3 129

236 αrobingJhotJspotsJatJproteinXligandJbindingJsiteskJaJfragmentXbasedJapproachJusingJbiophysicalJ
methodsYJJournalfoffMedicinalfChemistryWJ2006WJejWJejjcXfaaa 8.3 128

235 ”odelingJalphaXhelicalJtransmembraneJdomainskJtheJcalculationJandJuseJofJsubstitutionJtablesJforJ
lipidXfacingJresiduesYJProteinfScienceWJ1993WJcWJffXha 6.3 127

234 ”yxococcusJxanthusJsporeJcoatJproteinJSJmayJhaveJaJsimilarJstructureJtoJvertebrateJlensJbetaJ
gammaXcrystallinsYJNatureWJ1985WJdbfWJhhbXd 50.4 123

233 vvolutionaryJtraceJanalysisJofJTxwXbetaJandJrelatedJgrowthJfactorskJimplicationsJforJsiteXdirectedJ
mutagenesisYJProteinfEngineeringtfDesignfandfSelectionWJ2000WJbdWJidjXeh 1.9 122

232
rpplicationJofJfragmentJgrowingJandJfragmentJlinkingJtoJtheJdiscoveryJofJinhibitorsJofJ
”ycobacteriumJtuberculosisJpantothenateJsynthetaseYJAngewandtefChemiefufInternationalfEditionWJ
2009WJeiWJiefcXg

16.4 120

231
StructuralJbiologyJandJbioinformaticsJinJdrugJdesignkJopportunitiesJandJchallengesJforJtargetJ
identificationJandJleadJdiscoveryYJPhilosophicalfTransactionsfoffthefRoyalfSocietyfB:fBiologicalf
SciencesWJ2006WJdgbWJebdXcd

5.8 115

230
yomologyJamongJacidJproteaseskJcomparisonJofJcrystalJstructuresJatJdrJresolutionJofJacidJ
proteasesJfromJγhizopusJchinensisJandJvndothiaJparasiticaYJProceedingsfoffthefNationalfAcademyfoff
SciencesfoffthefUnitedfStatesfoffAmericaWJ1977WJheWJffgXj

11.5 115

229 u–rXαKcsJstructureJsuggestsJanJallostericJmechanismJmodulatingJu–rJdoubleXstrandJbreakJrepairYJ
ScienceWJ2017WJdffWJfcaXfce 33.3 114

228 ThreeXdimensionalJatomicJstructureJofJinsulinJandJitsJrelationshipJtoJactivityYJDiabetesWJ1972WJcbWJejcXfaf0.9 112

227 vyeXlensJproteinskJtheJthreeXdimensionalJstructureJofJbetaXcrystallinJpredictedJfromJmonomericJ
gammaXcrystallinYJFEBSfLettersWJ1981WJbddWJjXbg 3.8 104

226 trystalJstructureJofJtheJpleckstrinJhomologyJdomainJfromJdynaminYJNaturefStructuralfBiologyWJ1994WJ
bWJhicXi 102

225 uirectJobservationJbyJXXrayJanalysisJofJtheJtetrahedralJLintermediateLJofJasparticJproteinasesYJ
ProteinfScienceWJ1992WJbWJdccXi 6.3 100

(1992-1992)
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224 UsingJaJfragmentXbasedJapproachJtoJtargetJproteinXproteinJinteractionsYJChemBioChemWJ2013WJbeWJddcXec3.8 99

223 ”olecularJmechanismJofJSSγbcibcjvWJanJextracellularlyJactingWJsmallXmoleculeWJallostericJinhibitorJ
ofJwxwJreceptorJsignalingYJCancerfCellWJ2013WJcdWJeijXfab 24.3 99

222 trystalJstructureJofJtheJ–KbJfragmentJofJyxwZSwJsuggestsJaJnovelJmodeJforJgrowthJfactorJ
dimerizationJandJreceptorJbindingYJNaturefStructuralfBiologyWJ1999WJgWJhcXj 99

221 trystalJstructureJofJhumanJX“wZternunnosJrevealsJunexpectedJdifferencesJfromJXγtteJwithJ
implicationsJforJ–yvJYJEMBOfJournalWJ2008WJchWJcjaXdaa 13 98

220 uomainJflexibilityJinJasparticJproteinasesYJProteins:fStructuretfFunctionfandfBioinformaticsWJ1992WJbcWJbfiXha4.2 98

219 tomputerJgraphicsJmodellingJofJhumanJreninYJSpecificityWJcatalyticJactivityJandJintronXexonJ
junctionsYJFEBSfLettersWJ1984WJbheWJbacXbb 3.8 96

218 tonformationalJanalysisJandJclusteringJofJshortJandJmediumJsizeJloopsJconnectingJregularJ
secondaryJstructureskJaJdatabaseJforJmodelingJandJpredictionYJProteinfScienceWJ1996WJfWJcgaaXbg 6.3 94

217 γelaxinJhasJconformationalJhomologyJwithJinsulinYJNatureWJ1977WJchaWJeejXfb 50.4 94

216 trystalJstructuresJofJ–KbXheparinJcomplexesJrevealJtheJbasisJforJ–KbJactivityJandJenableJ
engineeringJofJpotentJagonistsJofJtheJ”vTJreceptorYJEMBOfJournalWJ2001WJcaWJffedXff 13 93

215 yighXthroughputJXXrayJcrystallographyJforJdrugJdiscoveryYJCurrentfOpinionfinfPharmacologyWJ2004WJeWJejaXg5.1 91

214 TowardsJaJresolutionJofJtheJstoichiometryJofJtheJfibroblastJgrowthJfactorJSwxwTXwxwJ
receptorXheparinJcomplexYJJournalfoffMolecularfBiologyWJ2004WJddjWJicbXde 6.5 91

213 ”olecularJanatomykJphyleticJrelationshipsJderivedJfromJthreeXdimensionalJstructuresJofJproteinsYJ
JournalfoffMolecularfEvolutionWJ1990WJdaWJedXfj 3.1 91

212 γespiratoryJflexibilityJinJresponseJtoJinhibitionJofJcytochromeJtJoxidaseJinJ”ycobacteriumJ
tuberculosisYJAntimicrobialfAgentsfandfChemotherapyWJ2014WJfiWJgjgcXf 5.9 89

211 wlexibilityJandJsmallJpocketsJatJproteinXproteinJinterfaceskJ–ewJinsightsJintoJdruggabilityYJProgressf
infBiophysicsfandfMolecularfBiologyWJ2015WJbbjWJcXj 4.7 89

210 mtS”XligkJquantifyingJtheJeffectsJofJmutationsJonJproteinXsmallJmoleculeJaffinityJinJgeneticJ
diseaseJandJemergenceJofJdrugJresistanceYJScientificfReportsWJ2016WJgWJcjfhf 4.9 88

209 trystalJstructureJofJfolliculinJrevealsJaJhiduv––JfunctionJinJgeneticallyJinheritedJrenalJcancerYJOpenf
BiologyWJ2012WJcWJbcaahb 7 84

208
zntegratedJbiophysicalJapproachJtoJfragmentJscreeningJandJvalidationJforJfragmentXbasedJleadJ
discoveryYJProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaWJ2013WJ
bbaWJbcjieXj

11.5 83

207 uistinguishingJstructuralJandJfunctionalJrestraintsJinJevolutionJinJorderJtoJidentifyJinteractionJsitesYJ
JournalfoffMolecularfBiologyWJ2004WJdecWJbeihXfae 6.5 83
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206 tatchingJaJcommonJfoldYJProteinfScienceWJ1993WJcWJihhXid 6.3 83

205 ”utationsJatJproteinXproteinJinterfaceskJSmallJchangesJoverJbigJsurfacesJhaveJlargeJimpactsJonJ
humanJhealthYJProgressfinfBiophysicsfandfMolecularfBiologyWJ2017WJbciWJdXbd 4.7 81

204 SymmetryWJstabilityWJandJdynamicsJofJmultidomainJandJmulticomponentJproteinJsystemsYJ
ProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaWJ1996WJjdWJbecedXi 11.5 80

203 vxplorationJofJsubsiteJbindingJspecificityJofJhumanJcathepsinJuJthroughJkineticsJandJruleXbasedJ
molecularJmodelingYJProteinfScienceWJ1993WJcWJcgeXhg 6.3 80

202
siophysicalJandJcomputationalJfragmentXbasedJapproachesJtoJtargetingJproteinXproteinJ
interactionskJapplicationsJinJstructureXguidedJdrugJdiscoveryYJQuarterlyfReviewsfoffBiophysicsWJ2012WJ
efWJdidXecg

7 74

201 tomparativeJmodellingJofJbarleyXgrainJasparticJproteinasekJaJstructuralJrationaleJforJobservedJ
hydrolyticJspecificityYJFEBSfLettersWJ1994WJdfcWJbdbXg 3.8 72

200 TwelveJnovelJyxuJgeneJvariantsJidentifiedJinJjjJalkaptonuriaJpatientskJfocusJonJRblackJboneJ
diseaseRJinJztalyYJEuropeanfJournalfoffHumanfGeneticsWJ2016WJceWJggXhc 5.3 71

199 vvidenceJthatJheparinJsaccharidesJpromoteJwxwcJmitogenesisJthroughJtwoJdistinctJmechanismsYJ
JournalfoffBiologicalfChemistryWJ2008WJcidWJbdaabXi 5.4 71

198 TheJthreeXdimensionalJstructuresJofJmutantsJofJporphobilinogenJdeaminasekJtowardJanJ
understandingJofJtheJstructuralJbasisJofJacuteJintermittentJporphyriaYJProteinfScienceWJ1994WJdWJbgeeXfa 6.3 70

197 TheJdXuJstructureJofJyzVXbJproteinaseJandJtheJdesignJofJantiviralJagentsJforJtheJtreatmentJofJrzuSYJ
TrendsfinfBiochemicalfSciencesWJ1990WJbfWJecfXda 10.3 70

196 znJsilicoJfunctionalJdissectionJofJsaturationJmutagenesiskJznterpretingJtheJrelationshipJbetweenJ
phenotypesJandJchangesJinJproteinJstabilityWJinteractionsJandJactivityYJScientificfReportsWJ2016WJgWJbjiei 4.9 68

195 rnJautomaticJmethodJinvolvingJclusterJanalysisJofJsecondaryJstructuresJforJtheJidentificationJofJ
domainsJinJproteinsYJProteinfScienceWJ1995WJeWJfagXca 6.3 66

194 XXrayJstructureJofJhumanJstromelysinJcatalyticJdomainJcomplexedJwithJnonpeptideJinhibitorskJ
implicationsJforJinhibitorJselectivityYJProteinfScienceWJ1999WJiWJbeffXgc 6.3 66

193 tharacterizationJandJmodellingJofJVanTkJaJnovelWJmembraneXboundWJserineJracemaseJfromJ
vancomycinXresistantJvnterococcusJgallinarumJs”ebheYJMolecularfMicrobiologyWJ1999WJdbWJbgfdXge 4.1 65

192 tγvu kJaJproteinXligandJinteractionJdatabaseJforJdrugJdiscoveryYJChemicalfBiologyfandfDrugfDesignWJ
2009WJhdWJbfhXgh 2.9 64

191 TheJcrystalJstructureJofJvYJcoliJpantothenateJsynthetaseJconfirmsJitJasJaJmemberJofJtheJ
cytidylyltransferaseJsuperfamilyYJStructureWJ2001WJjWJedjXfa 5.2 64

190 zdentifyingJznteractionsJthatJuetermineJwragmentJsindingJatJαroteinJyotspotsYJJournalfoffMedicinalf
ChemistryWJ2016WJfjWJedbeXcf 8.3 64

189
tooperativeJdimerizationJofJfibroblastJgrowthJfactorJbJSwxwbTJuponJaJsingleJheparinJsaccharideJmayJ
driveJtheJformationJofJckckbJwxwbYwxwγccYheparinJternaryJcomplexesYJJournalfoffBiologicalf
ChemistryWJ2005WJciaWJeccheXic

5.4 63

(2005-1993)
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188 TheJznosineJ”onophosphateJuehydrogenaseWJxuascWJzsJaJVulnerableJ–ewJsactericidalJurugJTargetJ
forJTuberculosisYJACSfInfectiousfDiseasesWJ2017WJdWJfXbh 5.5 62

187
vssentialJbutJ–otJVulnerablekJzndazoleJSulfonamidesJTargetingJznosineJ”onophosphateJ
uehydrogenaseJasJαotentialJ“eadsJagainstJ”ycobacteriumJtuberculosisYJACSfInfectiousfDiseasesWJ
2017WJdWJbiXdd

5.5 62

186 xermlineJ”utationsJinJtheJtuK–csJTumorJSuppressorJxeneJαredisposeJtoJγenalJtellJtarcinomaYJ
CancerfDiscoveryWJ2015WJfWJhcdXj 24.4 61

185 uifferentJu–rJvndJtonfigurationsJuictateJWhichJ–yvJJtomponentsJrreJ”ostJzmportantJforJ
JoiningJvfficiencyYJJournalfoffBiologicalfChemistryWJ2016WJcjbWJcedhhXcedij 5.4 60

184 TheJstructureJofJaJsyntheticJpepsinJinhibitorJcomplexedJwithJendothiapepsinYJFEBSfJournalWJ1987WJ
bgjWJcbfXcb 60

183 ”utationsJinJtheJ–yvJJcomponentJXγtteJcauseJprimordialJdwarfismYJAmericanfJournalfoffHumanf
GeneticsWJ2015WJjgWJebcXce 11 59

182 –onXhomologousJendXjoiningJpartnersJinJaJhelicalJdancekJstructuralJstudiesJofJX“wXXγtteJ
interactionsYJBiochemicalfSocietyfTransactionsWJ2011WJdjWJbdihXjcWJsupplJcJpJfollowingJbdjc 5.1 59

181 αlatinumkJaJdatabaseJofJexperimentallyJmeasuredJeffectsJofJmutationsJonJstructurallyJdefinedJ
proteinXligandJcomplexesYJNucleicfAcidsfResearchWJ2015WJedWJudihXjb 20.1 58

180 –erveJgrowthJfactorkJstructureZfunctionJrelationshipsYJProteinfScienceWJ1994WJdWJbjabXbd 6.3 57

179 TheJspatialJorganizationJofJnonXhomologousJendJjoiningkJfromJbridgingJtoJendJjoiningYJDNAfRepairWJ
2014WJbhWJjiXbaj 4.3 55

178 znnateJimmunityYJrJSpaetzleXlikeJroleJforJnerveJgrowthJfactorJ˛†JinJvertebrateJimmunityJtoJ
StaphylococcusJaureusYJScienceWJ2014WJdegWJgebXgeg 33.3 55

177 StructureJofJmouseJhSJ–xwkJaJcomplexJofJnerveJgrowthJfactorJwithJfourJbindingJproteinsYJStructureWJ
1997WJfWJbchfXif 5.2 55

176 rJnovelJexhaustiveJsearchJalgorithmJforJpredictingJtheJconformationJofJpolypeptideJsegmentsJinJ
proteinsYJProteins:fStructuretfFunctionfandfBioinformaticsWJ2000WJeaWJbdfXbee 4.2 53

175
StructuralJbioinformaticsJmutationJanalysisJrevealsJgenotypeXphenotypeJcorrelationsJinJvonJ
yippelX“indauJdiseaseJandJsuggestsJmolecularJmechanismsJofJtumorigenesisYJProteins:fStructuretf
FunctionfandfBioinformaticsWJ2009WJhhWJieXjg

4.2 50

174 αuseXKskJaJcommunityXdrivenJresourceJforJstructuralJandJfunctionalJannotationsYJNucleicfAcidsf
ResearchWJ2020WJeiWJudeeXudfd 20.1 50

173 uissectionJofJu–rJdoubleXstrandXbreakJrepairJusingJnovelJsingleXmoleculeJforcepsYJNaturef
StructuralfandfMolecularfBiologyWJ2018WJcfWJeicXeih 17.6 49

172 αroteinJcrystallographyJandJdrugJdiscoverykJrecollectionsJofJknowledgeJexchangeJbetweenJ
academiaJandJindustryYJIUCrJWJ2017WJeWJdaiXdcb 4.7 48

171 StructureJofJsγtrbXsγtTZrbraxasJtomplexJγevealsJαhosphorylationXuependentJsγtTJ
uimerizationJatJu–rJuamageJSitesYJMolecularfCellWJ2016WJgbWJedeXeei 17.6 48
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170 xenomedukJaJUKJcollaborativeJprojectJtoJannotateJgenomicJsequencesJwithJpredictedJduJ
structuresJbasedJonJSt αJandJtrTyJdomainsYJNucleicfAcidsfResearchWJ2013WJebWJuejjXfah 20.1 48

169 rndantekJreducingJsideXchainJrotamerJsearchJspaceJduringJcomparativeJmodelingJusingJ
environmentXspecificJsubstitutionJprobabilitiesYJBioinformaticsWJ2007WJcdWJbajjXbaf 7.2 46

168 αroteinXproteinJinteractionsJinJreceptorJactivationJandJintracellularJsignallingYJBiologicalfChemistryWJ
2000WJdibWJjffXj 4.5 45

167 StructureJofJtheJcatalyticJregionJofJu–rJligaseJzVJinJcomplexJwithJanJrrtemisJfragmentJshedsJlightJ
onJdoubleXstrandJbreakJrepairYJStructureWJ2013WJcbWJghcXj 5.2 44

166 tomprehensiveWJatomicXlevelJcharacterizationJofJstructurallyJcharacterizedJproteinXproteinJ
interactionskJtheJαztt “ JdatabaseYJBMCfBioinformaticsWJ2011WJbcWJdbd 3.6 44

165 ”ultimersJofJtheJfibroblastJgrowthJfactorJSwxwTXwxwJreceptorXsaccharideJcomplexJareJformedJonJ
longJoligomersJofJheparinYJBiochemicalfJournalWJ2006WJdjdWJhebXi 3.8 44

164 szαrkJaJdatabaseJforJproteinXnucleicJacidJinteractionJinJduJstructuresYJBioinformaticsWJ2009WJcfWJbffjXga 7.2 42

163 rrginineXdeprivationXinducedJoxidativeJdamageJsterilizesYJProceedingsfoffthefNationalfAcademyfoff
SciencesfoffthefUnitedfStatesfoffAmericaWJ2018WJbbfWJjhhjXjhie 11.5 41

162 tooperativeJheparinXmediatedJoligomerizationJofJfibroblastJgrowthJfactorXbJSwxwbTJprecedesJ
recruitmentJofJwxwγcJtoJternaryJcomplexesYJBiophysicalfJournalWJ2013WJbaeWJbhcaXda 2.9 40

161 TheJthreeXdimensionalJstructureJofJvscherichiaJcoliJporphobilinogenJdeaminaseJatJbYhgXrJ
resolutionYJProteins:fStructuretfFunctionfandfBioinformaticsWJ1996WJcfWJeiXhi 4.2 38

160 rnalysisJofJyxuJxeneJ”utationsJinJαatientsJwithJrlkaptonuriaJfromJtheJUnitedJKingdomkJ
zdentificationJofJ–ovelJ”utationsYJJIMDfReportsWJ2015WJceWJdXbb 1.9 36

159 StructuralJgenomicskJanJoverviewYJProgressfinfBiophysicsfandfMolecularfBiologyWJ2000WJhdWJcijXjf 4.7 35

158 XXrayJcrystallographicJanalysisJofJinhibitionJofJendothiapepsinJbyJcyclohexylJreninJinhibitorsYJ
BiochemistryWJ1992WJdbWJibecXfa 3.2 35

157 StructuralJinsightsJintoJtheJroleJofJdomainJflexibilityJinJhumanJu–rJligaseJzVYJStructureWJ2012WJcaWJbcbcXcc5.2 34

156 xenomedukJexploitingJstructureJtoJhelpJusersJunderstandJtheirJsequencesYJNucleicfAcidsfResearchWJ
2015WJedWJudicXg 20.1 33

155 StructuralJinvestigationJofJinhibitorJdesignsJtargetingJdXdehydroquinateJdehydrataseJfromJtheJ
shikimateJpathwayJofJ”ycobacteriumJtuberculosisYJBiochemicalfJournalWJ2011WJedgWJhcjXdj 3.8 33

154 wragmentXsasedJrpproachJtoJTargetingJznosineXfRXmonophosphateJuehydrogenaseJSz”αuyTJfromJ
”ycobacteriumJtuberculosisYJJournalfoffMedicinalfChemistryWJ2018WJgbWJciagXcicc 8.3 32

153
rJfragmentJmergingJapproachJtowardsJtheJdevelopmentJofJsmallJmoleculeJinhibitorsJofJ
”ycobacteriumJtuberculosisJvthγJforJuseJasJethionamideJboostersYJOrganicfandfBiomolecularf
ChemistryWJ2016WJbeWJcdbiXcg

3.9 32

(2016-2013)
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152 SmallXmoleculeJinhibitorsJthatJtargetJproteinXproteinJinteractionsJinJtheJγrufbJfamilyJofJ
recombinasesYJChemMedChemWJ2015WJbaWJcjgXdad 3.7 31

151 tharacterizationJofJsymmetricJcomplexesJofJnerveJgrowthJfactorJandJtheJectodomainJofJtheJ
panXneurotrophinJreceptorWJphf–TγYJJournalfoffBiologicalfChemistryWJ2005WJciaWJddefdXga 5.4 31

150 tγvu kJaJstructuralJinteractomicsJdatabaseJforJdrugJdiscoveryYJDatabase:fthefJournalfoffBiologicalf
DatabasesfandfCurationWJ2013WJcabdWJbataej 5 30

149 uimersJofJu–rXαKJcreateJaJstageJforJu–rJdoubleXstrandJbreakJrepairYJNaturefStructuralfandf
MolecularfBiologyWJ2021WJciWJbdXbj 17.6 30

148 TargetingJtuberculosisJusingJstructureXguidedJfragmentXbasedJdrugJdesignYJDrugfDiscoveryfTodayWJ
2017WJccWJfegXffe 8.8 29

147 rnJiterativeJstructureXassistedJapproachJtoJsequenceJalignmentJandJcomparativeJmodelingJ1999WJ
dhWJffXga 29

146 StructuralJandJfunctionalJrestraintsJonJtheJoccurrenceJofJsingleJaminoJacidJvariationsJinJhumanJ
proteinsYJPLoSfONEWJ2010WJfWJejbig 3.7 29

145 StructuralJzmplicationsJofJ”utationsJtonferringJγifampinJγesistanceJinJ”ycobacteriumJlepraeYJ
ScientificfReportsWJ2018WJiWJfabg 4.9 28

144 rJstructureXguidedJfragmentXbasedJapproachJforJtheJdiscoveryJofJallostericJinhibitorsJtargetingJtheJ
lipophilicJbindingJsiteJofJtranscriptionJfactorJvthγYJBiochemicalfJournalWJ2014WJefiWJdihXje 3.8 27

143 vxploringJtheJbindingJpreferencesZspecificityJinJtheJactiveJsiteJofJhumanJcathepsinJvYJProteins:f
StructuretfFunctionfandfBioinformaticsWJ1995WJccWJbgiXib 4.2 27

142 xenomesWJstructuralJbiologyJandJdrugJdiscoverykJcombatingJtheJimpactsJofJmutationsJinJgeneticJ
diseaseJandJantibioticJresistanceYJBiochemicalfSocietyfTransactionsWJ2017WJefWJdadXdbb 5.1 26

141 StructuralJsiologyJandJtheJuesignJofJ–ewJTherapeuticskJwromJyzVJandJtancerJtoJ”ycobacterialJ
znfectionskJrJαaperJuedicatedJtoJJohnJKendrewYJJournalfoffMolecularfBiologyWJ2017WJecjWJcghhXcgjd 6.5 26

140 znsightsJintoJtheJstructureJofJhepatocyteJgrowthJfactorZscatterJfactorJSyxwZSwTJandJimplicationsJforJ
receptorJactivationYJFEBSfLettersWJ1998WJedaWJbcgXj 3.8 26

139 StructuralJanalysisJofJu–rXαKcskJmodellingJofJtheJrepeatJunitsJandJinsightsJintoJtheJdetailedJ
molecularJarchitectureYJJournalfoffStructuralfBiologyWJ2004WJbefWJcjfXdag 3.4 25

138 uecodingJtheJsimilaritiesJandJdifferencesJamongJmycobacterialJspeciesYJPLoSfNeglectedfTropicalf
DiseasesWJ2017WJbbWJeaaafiid 4.8 24

137 rJthirdJfibronectinJtypeJzzzJdomainJinJtheJextracellularJregionJofJtheJinsulinJreceptorJfamilyYJFEBSf
LettersWJ1998WJeebWJddbXg 3.8 24

136 αhosphopeptideJinteractionsJwithJsγtrbJsγtTJdomainskJ”oreJthanJjustJaJmotifYJProgressfinf
BiophysicsfandfMolecularfBiologyWJ2015WJbbhWJbedXbei 4.7 23

135
vxploringJtheJchemicalJspaceJofJtheJlysineXbindingJpocketJofJtheJfirstJkringleJdomainJofJhepatocyteJ
growthJfactorZscatterJfactorJSyxwZSwTJyieldsJaJnewJclassJofJinhibitorsJofJyxwZSwX”vTJbindingYJ
ChemicalfScienceWJ2015WJgWJgbehXgbfh

9.4 23
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134 “steWJtheJyeastJwnipbZcJorthologueWJisJaJuv––XfamilyJproteinYJOpenfBiologyWJ2015WJfWJbfabhe 7 23

133 StructuralJbiologyJofJu–rJrepairkJspatialJorganisationJofJtheJmulticomponentJcomplexesJofJ
nonhomologousJendJjoiningYJJournalfoffNucleicfAcidsWJ2010WJcabaWJ 2.3 23

132 StructuralJaspectsJofJtheJfunctionalJmodulesJinJhumanJproteinJkinaseXtJalphaJdeducedJfromJ
comparativeJanalysesYJProteins:fStructuretfFunctionfandfBioinformaticsWJ1996WJcgWJcbhXdf 4.2 23

131 StepwiseJpathogenicJevolutionJofYJScienceWJ2021WJdhcWJ 33.3 23

130
SpatialJandJtemporalJorganizationJofJmultiXproteinJassemblieskJachievingJsensitiveJcontrolJinJ
informationXrichJcellXregulatoryJsystemsYJPhilosophicalfTransactionsfSeriesfAtfMathematicaltfPhysicaltf
andfEngineeringfSciencesWJ2012WJdhaWJdacdXdj

3 22

129
tleavageJefficiencyJofJtheJnovelJasparticJproteaseJyapsinJbJSYapdpTJenhancedJforJsubstratesJwithJ
arginineJresiduesJflankingJtheJαbJsitekJcorrelationJwithJelectronegativeJactiveXsiteJpocketsJ
predictedJbyJmolecularJmodelingYJBiochemistryWJ1998WJdhWJchgiXhh

3.2 22

128 αredictionJofJimpactsJofJmutationsJonJproteinJstructureJandJinteractionskJSu”WJaJstatisticalJ
approachWJandJmtS”WJusingJmachineJlearningYJProteinfScienceWJ2020WJcjWJcehXcfh 6.3 22

127 zdentificationJofJnewJallostericJsitesJandJmodulatorsJofJrthvJthroughJcomputationalJandJ
experimentalJtoolsYJJournalfoffEnzymefInhibitionfandfMedicinalfChemistryWJ2018WJddWJbadeXbaeh 5.6 21

126 zncorporatingJknowledgeXbasedJbiasesJintoJanJenergyXbasedJsideXchainJmodelingJmethodkJ
applicationJtoJcomparativeJmodelingJofJproteinJstructureYJBiopolymersWJ2001WJfjWJhcXig 2.2 21

125 ”echanismJofJefficientJdoubleXstrandJbreakJrepairJbyJaJlongJnonXcodingJγ–rYJNucleicfAcidsf
ResearchWJ2020WJeiWJbajfdXbajhc 20.1 21

124
tomputationalJsaturationJmutagenesisJtoJpredictJstructuralJconsequencesJofJsystematicJmutationsJ
inJtheJbetaJsubunitJofJγ–rJpolymeraseJinYJComputationalfandfStructuralfBiotechnologyfJournalWJ2020
WJbiWJchbXcig

6.8 20

123 zdentificationJandJtharacterizationJofJxeneticJueterminantsJofJzsoniazidJandJγifampicinJγesistanceJ
inJ”ycobacteriumJtuberculosisJinJSouthernJzndiaYJScientificfReportsWJ2019WJjWJbacid 4.9 20

122 ”ycobacteriumJtuberculosisJdihydrofolateJreductaseJrevealsJtwoJconformationalJstatesJandJaJ
possibleJlowJaffinityJmechanismJtoJantifolateJdrugsYJStructureWJ2014WJccWJjeXbad 5.2 20

121 WhatJcanJweJlearnJfromJtheJevolutionJofJproteinXligandJinteractionsJtoJaidJtheJdesignJofJnewJ
therapeuticspYJPLoSfONEWJ2012WJhWJefbhec 3.7 20

120 SequenceJandJstructureJconservationJinJaJproteinJcoreYJProteins:fStructuretfFunctionfandf
BioinformaticsWJ1998WJddWJdfiXdgg 4.2 20

119  ptimizationJofJznhibitorsJofJ”ycobacteriumJtuberculosisJαantothenateJSynthetaseJsasedJonJ
xroupJvfficiencyJrnalysisYJChemMedChemWJ2016WJbbWJdiXec 3.7 19

118 ty αz–kJaJwebJresourceJforJtheJstructuralJandJfunctionalJproteomeJofJ”ycobacteriumJ
tuberculosisYJDatabase:fthefJournalfoffBiologicalfDatabasesfandfCurationWJ2015WJcabfWJ 5 19

117 rnJintegratedJcomputationalJapproachJcanJclassifyJVy“JmissenseJmutationsJaccordingJtoJriskJofJ
clearJcellJrenalJcarcinomaYJHumanfMolecularfGeneticsWJ2014WJcdWJfjhgXii 5.6 19

(2014-2015)
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116 TheJdeubiquitylatingJenzymeJUty“dJregulatesJKuiaJretentionJatJsitesJofJu–rJdamageYJScientificf
ReportsWJ2018WJiWJbhijb 4.9 19

115
StructureXguidedJfragmentXbasedJdrugJdiscoveryJatJtheJsynchrotronkJscreeningJbindingJsitesJandJ
correlationsJwithJhotspotJmappingYJPhilosophicalfTransactionsfSeriesfAtfMathematicaltfPhysicaltfandf
EngineeringfSciencesWJ2019WJdhhWJcabiaecc

3 18

114
rJnewJcrystalJformJofJtheJ–KbJspliceJvariantJofJyxwZSwJdemonstratesJextensiveJhingeJmovementJ
andJsuggestsJthatJtheJ–KbJdimerJoriginatesJbyJdomainJswappingYJJournalfoffMolecularfBiologyWJ2002
WJdbjWJcidXi

6.5 18

113 αroteinXproteinJrecognitionJviaJsideXchainJinteractionsYJBiochemicalfSocietyfTransactionsWJ1988WJbgWJjchXda5.1 18

112 UtilizingJgraphJmachineJlearningJwithinJdrugJdiscoveryJandJdevelopmentYJBriefingsfinfBioinformatics
WJ2021WJccWJ 13.4 18

111 ”ycobacterialJgenomicsJandJstructuralJbioinformaticskJopportunitiesJandJchallengesJinJdrugJ
discoveryYJEmergingfMicrobesfandfInfectionsWJ2019WJiWJbajXbbi 18.9 18

110 wragmentXSizedJvthγJznhibitorsJvxhibitJvxceptionallyJStrongJvthionamideJsoostingJvffectJinJ
WholeXtellJ”ycobacteriumJtuberculosisJrssaysYJACSfChemicalfBiologyWJ2017WJbcWJbdjaXbdjg 4.9 17

109
SynthesisJandJStructureXrctivityJrelationshipJofJbXSfXisoquinolinesulfonylTpiperazineJanaloguesJasJ
inhibitors´ of´ ”ycobacteriumJtuberculosisJz”αuyYJEuropeanfJournalfoffMedicinalfChemistryWJ2019WJ
bheWJdajXdcj

6.8 16

108
TheJ”olecularJ rganizationJofJyumanJcx”αJSpecificJαhosphodiesteraseJgJSαuvgTkJStructuralJ
zmplicationsJofJSomaticJ”utationsJinJtancerJandJγetinitisJαigmentosaYJComputationalfandfStructuralf
BiotechnologyfJournalWJ2019WJbhWJdhiXdij

6.8 16

107
rchievingJhighJsignalXtoXnoiseJinJcellJregulatoryJsystemskJSpatialJorganizationJofJmultiproteinJ
transmembraneJassembliesJofJwxwγJandJ”vTJreceptorsYJProgressfinfBiophysicsfandfMolecularf
BiologyWJ2015WJbbiWJbadXbb

4.7 16

106 rnalysisJofJinteractiveJpackingJofJsecondaryJstructuralJelementsJinJalphaZbetaJunitsJinJproteinsYJ
ProteinfScienceWJ1999WJiWJfhdXig 6.3 16

105
”ultidisciplinaryJcyclesJforJproteinJengineeringkJSiteXdirectedJmutagenesisJandJXXrayJstructuralJ
studiesJofJasparticJproteinasesYJScandinavianfJournalfoffClinicalfandfLaboratoryfInvestigationWJ1992WJ
fcWJdjXfa

2 16

104 VirtualJScreeningJandJXXrayJtrystallographyJzdentifyJ–onXSubstrateJrnalogJznhibitorsJofJ
wlavinXuependentJThymidylateJSynthaseYJJournalfoffMedicinalfChemistryWJ2016WJfjWJjcgjXjchf 8.3 16

103 SrγSXtoVXcJduJdatabasekJunderstandingJtheJcoronavirusJproteomeJandJevaluatingJpossibleJdrugJ
targetsYJBriefingsfinfBioinformaticsWJ2021WJccWJhgjXhia 13.4 16

102 StructuralJinsightsJintoJtheJvthγXu–rJinteractionJusingJnativeJmassJspectrometryYJChemicalf
CommunicationsWJ2017WJfdWJdfchXdfda 5.8 15

101 uevelopmentJofJznhibitorsJagainstJtγ–rJSmxdhTJ”ethyltransferaseJSTrmuTJUsingJwragmentXsasedJ
rpproachesYJJournalfoffMedicinalfChemistryWJ2019WJgcWJhcbaXhcdc 8.3 15

100 tonformationJandJmolecularJbiologyJofJpolypeptideJhormonesJzzYJxlucagonYJTrendsfinfBiochemicalf
SciencesWJ1979WJeWJiaXid 10.3 15

99 wragmentXsasedJuesignJofJznhrJznhibitorsYJJournalfoffMedicinalfChemistryWJ2020WJgdWJehejXehgb 8.3 14
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98 TargetJzdentificationJofJαhenotypicJyitsJUsingJaJtoncertedJthemogenomicWJsiophysicalWJandJ
StructuralJrpproachYJFrontiersfinfPharmacologyWJ2017WJiWJgib 5.6 14

97
αroteinJchemicalJcharacterizationJofJ”ucorJpusillusJasparticJproteinaseYJrminoJacidJsequenceJ
homologyJwithJtheJotherJasparticJproteinasesWJdisulfideJbondJarrangementJandJsiteJofJ
carbohydrateJattachmentYJFEBSfLettersWJ1988WJcdfWJchbXe

3.8 14

96  nJtheJthreeXdimensionalJstructureJofJrelaxinYJAnnalsfoffthefNewfYorkfAcademyfoffSciencesWJ1982WJ
diaWJccXdd 6.5 14

95
yighXresolutionJXXrayJdiffractionJstudyJofJtheJcomplexJbetweenJendothiapepsinJandJanJ
oligopeptideJinhibitorkJtheJanalysisJofJtheJinhibitorJbindingJandJdescriptionJofJtheJrigidJbodyJshiftJinJ
theJenzymeYJEMBOfJournalWJ1989WJiWJcbhjXii

13 14

94 StructuralJbiologyJofJmulticomponentJassembliesJinJu–rJdoubleXstrandXbreakJrepairJthroughJ
nonXhomologousJendJjoiningYJCurrentfOpinionfinfStructuralfBiologyWJ2020WJgbWJjXbg 8.1 14

93 ”ulticomponentJassembliesJinJu–rXdoubleXstrandJbreakJrepairJbyJ–yvJYJCurrentfOpinionfinf
StructuralfBiologyWJ2019WJffWJbfeXbga 8.1 13

92 zntrinsicJdisorderJinJproteinskJγelevanceJtoJproteinJassembliesWJdrugJdesignJandJhostXpathogenJ
interactionsYJProgressfinfBiophysicsfandfMolecularfBiologyWJ2020WJbfgWJdeXec 4.7 13

91 UllakJaJprogramJforJcalculatingJenvironmentXspecificJaminoJacidJsubstitutionJtablesYJBioinformaticsWJ
2009WJcfWJbjhgXh 7.2 13

90 rsymmetryJinJtheJ”ultiproteinJSystemsJofJ”olecularJsiologyYJStructuralfChemistryWJ2002WJbdWJeafXebc 1.8 13

89
SequenceJanalysesJandJcomparativeJmodelingJofJflyJandJwormJfibroblastJgrowthJfactorJreceptorsJ
indicateJthatJtheJdeterminantsJforJwxwJandJheparinJbindingJareJretainedJinJevolutionYJFEBSfLettersWJ
2001WJfabWJfbXi

3.8 13

88 ttutgbZVw“dJzsJaJαaralogJofJSrSgJandJαromotesJtiliaryJwunctionsYJStructureWJ2020WJciWJgheXgijYebb 5.2 12

87 StructureJandJdynamicsJofJ˛‡XsecretaseJwithJpresenilinJcJcomparedJtoJpresenilinJbYYJRSCfAdvancesWJ
2019WJjWJcajabXcajbg 3.7 12

86 SystematicJznvestigationJofJtheJuataJSetJuependencyJofJαroteinJStabilityJαredictorsYJJournalfoff
ChemicalfInformationfandfModelingWJ2020WJgaWJehhcXehie 6.1 12

85 tryoXv”JofJ–yvJJsupercomplexesJprovidesJinsightsJintoJu–rJrepairYJMolecularfCellWJ2021WJibWJdeaaXdeajYed17.6 12

84 αantothenicJacidJbiosynthesisJinJtheJparasiteJToxoplasmaJgondiikJaJtargetJforJchemotherapyYJ
AntimicrobialfAgentsfandfChemotherapyWJ2014WJfiWJgdefXfd 5.9 11

83 WholeJvxomeJSequencingJrevealsJ– TtybJmutationsJinJanaplasticJlargeJcellJlymphomaJandJpointsJ
toJ–otchJbothJasJaJkeyJpathwayJandJaJpotentialJtherapeuticJtargetYJHaematologicaWJ2021WJbagWJbgjdXbhae6.6 11

82 wragmentJScreeningJagainstJtheJvthγXu–rJznteractionJbyJ–ativeJ”assJSpectrometryYJAngewandtef
ChemiefufInternationalfEditionWJ2017WJfgWJheiiXhejb 16.4 10

81 wragmentXbasedJdiscoveryJofJaJnewJclassJofJinhibitorsJtargetingJmycobacterialJtγ–rJmodificationYJ
NucleicfAcidsfResearchWJ2020WJeiWJiajjXibbc 20.1 10

(2020-2017)

13



80 znteractionsJofJproteinJkinaseJtKcJsubunitsYJMolecularfandfCellularfBiochemistryWJ1999WJbjbWJhfXid 4.2 10

79
”abellinikJaJgenomeXwideJdatabaseJforJunderstandingJtheJstructuralJproteomeJandJevaluatingJ
prospectiveJantimicrobialJtargetsJofJtheJemergingJpathogenJ”ycobacteriumJabscessusYJDatabase:f
thefJournalfoffBiologicalfDatabasesfandfCurationWJ2019WJcabjWJ

5 9

78 rchievingJselectivityJinJspaceJandJtimeJwithJu–rJdoubleXstrandXbreakJresponseJandJrepairkJ
molecularJstagesJandJscaffoldsJcomeJwithJstringsJattachedYJStructuralfChemistryWJ2017WJciWJbgbXbhb 1.8 9

77 αrotarbuskJaJdatabaseJofJcarbohydrateXbindingJproteinsYJNucleicfAcidsfResearchWJ2020WJeiWJudgiXudhf 20.1 9

76 αredictedJstructuralJmimicryJofJspikeJreceptorXbindingJmotifsJfromJhighlyJpathogenicJhumanJ
coronavirusesYJComputationalfandfStructuralfBiotechnologyfJournalWJ2021WJ 6.8 9

75
yotspotsJrαzkJrJαythonJαackageJforJtheJuetectionJofJSmallJ”oleculeJsindingJyotspotsJandJ
rpplicationJtoJStructureXsasedJurugJuesignYJJournalfoffChemicalfInformationfandfModelingWJ2020WJ
gaWJbjbbXbjbg

6.1 8

74 vnrichingJtheJannotationJofJ”ycobacteriumJtuberculosisJydhγvJproteomeJusingJremoteJhomologyJ
detectionJapproacheskJinsightsJintoJstructureJandJfunctionYJTuberculosisWJ2015WJjfWJbeXcf 2.6 8

73 TheJmolecularJstructuresJandJinteractionsJofJbovineJandJhumanJgammaXcrystallinsYJNovartisf
FoundationfSymposiumWJ1984WJbagWJcbjXdg 8

72 rJbaseJmeasureJofJprecisionJforJproteinJstabilityJpredictorskJstructuralJsensitivityYJBMCf
BioinformaticsWJ2021WJccWJii 3.6 8

71 UnderstandingJtheJstructureJandJroleJofJu–rXαKJinJ–yvJkJyowJXXrayJdiffractionJandJcryoXv”J
contributeJinJcomplementaryJwaysYJProgressfinfBiophysicsfandfMolecularfBiologyWJ2019WJbehWJcgXdc 4.7 7

70 uevelopingJrntagonistsJforJtheJ”etXyxwZSwJαroteinXαroteinJznteractionJUsingJaJwragmentXsasedJ
rpproachYJMolecularfCancerfTherapeuticsWJ2016WJbfWJdXbe 6.1 7

69 αuseXKskJcollaborativelyJdefiningJtheJbiologicalJcontextJofJstructuralJdataYJNucleicfAcidsfResearchWJ
2021WJ 20.1 7

68 xenomedukJintegratingJaJcollaborativeJdataJpipelineJtoJexpandJtheJdepthJandJbreadthJofJ
consensusJproteinJstructureJannotationYJNucleicfAcidsfResearchWJ2020WJeiWJudbeXudbj 20.1 7

67 UsingJcryoXv”JtoJunderstandJantimycobacterialJresistanceJinJtheJcatalaseXperoxidaseJSKatxTJfromJ
”ycobacteriumJtuberculosisYJStructureWJ2021WJcjWJijjXjbcYee 5.2 7

66 yrγαkJaJdatabaseJofJstructuralJimpactsJofJsystematicJmissenseJmutationsJinJdrugJtargetsJofYJ
ComputationalfandfStructuralfBiotechnologyfJournalWJ2020WJbiWJdgjcXdhae 6.8 6

65 vngineeringJrrchealJSurrogateJSystemsJforJtheJuevelopmentJofJαroteinXαroteinJznteractionJ
znhibitorsJagainstJyumanJγrufbYJJournalfoffMolecularfBiologyWJ2016WJeciWJefijXegah 6.5 6

64 StructureXactivityJrelationshipJofJtheJpeptideJbindingXmotifJmediatingJtheJsγtrckγrufbJ
proteinXproteinJinteractionYJFEBSfLettersWJ2016WJfjaWJbajeXbac 3.8 6

63
UnderstandingJtheJimpactsJofJmissenseJmutationsJonJstructuresJandJfunctionsJofJhumanJ
cancerXrelatedJgeneskJrJpreliminaryJcomputationalJanalysisJofJtheJt S”ztJtancerJxeneJtensusYJ
PLoSfONEWJ2019WJbeWJeacbjjdf

3.7 6

Tom Blundell

14



62
SSvThreadkJzntegrativeJthreadingJofJtheJu–rXαKcsJsequenceJbasedJonJdataJfromJchemicalJ
crossXlinkingJandJhydrogenJdeuteriumJexchangeYJProgressfinfBiophysicsfandfMolecularfBiologyWJ2019WJ
behWJjcXbac

4.7 6

61 –ewJdimensionsJofJstructuralJproteomicskJexploringJchemicalJandJbiologicalJspaceYJStructureWJ2007WJ
bfWJbdecXd 5.2 6

60 znhibitorsJofJasparticJproteinasesJandJtheirJrelevanceJtoJtheJdesignJofJantihypertensiveJagentsYJ
BiochemicalfSocietyfTransactionsWJ1987WJbfWJhfbXe 5.1 6

59
vxploringJtheJstructuralJbasisJofJconformationalJheterogeneityJandJautoinhibitionJofJhumanJ
cx”αXspecificJproteinJkinaseJz˛–JthroughJcomputationalJmodellingJandJmolecularJdynamicsJ
simulationsYJComputationalfandfStructuralfBiotechnologyfJournalWJ2020WJbiWJbgcfXbgdi

6.8 6

58 u–rXαKcsWJrllosteryWJandJu–rJuoubleXStrandJsreakJγepairkJuefiningJtheJStructureJandJSettingJtheJ
StageYJMethodsfinfEnzymologyWJ2017WJfjcWJbefXbfh 1.7 5

57 SzntγeXstructuralJinteractomeJcomputationalJresourceJforJ”ycobacteriumJtuberculosisYJDatabase:f
thefJournalfoffBiologicalfDatabasesfandfCurationWJ2015WJcabfWJbavaga 5 5

56 ThreonineJfhJisJrequiredJforJtheJpostXtranslationalJactivationJofJvscherichiaJcoliJaspartateJ
˛–XdecarboxylaseYJActafCrystallographicafSectionfD:fBiologicalfCrystallographyWJ2014WJhaWJbbggXhc 5

55 StructuralJinsightsJintoJinhibitorJregulationJofJtheJu–rJrepairJproteinJu–rXαKcsYYJNatureWJ2022WJ 50.4 5

54 ThreeJSimpleJαropertiesJvxplainJαroteinJStabilityJthangeJuponJ”utationYJJournalfoffChemicalf
InformationfandfModelingWJ2021WJgbWJbjibXbjii 6.1 5

53 rJfragmentXbasedJapproachJtoJassessJtheJligandabilityJofJrrgsWJrrgtWJrrguJandJrrgwJinJtheJ
“XarginineJbiosyntheticJpathwayJofYJComputationalfandfStructuralfBiotechnologyfJournalWJ2021WJbjWJdejbXdfag6.8 5

52 Tzs“vkJaJwebXbasedWJfreelyJaccessibleJresourceJforJsmallXmoleculeJbindingJdataJforJmycobacterialJ
speciesYJDatabase:fthefJournalfoffBiologicalfDatabasesfandfCurationWJ2017WJcabhWJ 5 4

51 αroteinXαroteinJznteractionskJStructuresJandJuruggabilityYJNATOfSciencefforfPeacefandfSecurityf
SeriesfA:fChemistryfandfBiologyWJ2015WJbebXbgd 0.1 4

50 themistryWJstructureJandJfunctionJofJinsulinJandJrelatedJhormonesYJrJreportJonJtheJcndJ
znternationalJznsulinJSymposiumWJrachenWJxermanyWJeXXhJSeptemberJbjhjYJFEBSfLettersWJ1980WJbajWJbghXha3.8 4

49 uruggableJbindingJsitesJinJtheJmulticomponentJassembliesJthatJcharacteriseJu–rJ
doubleXstrandXbreakJrepairJthroughJnonXhomologousJendJjoiningYJEssaysfinfBiochemistryWJ2020WJgeWJhjbXiag7.6 4

48 rJsmallXmoleculeJinhibitorJofJtheJsγtrcXγrufbJinteractionJmodulatesJγrufbJassemblyJandJ
potentiatesJu–rJdamageXinducedJcellJdeathYJCellfChemicalfBiologyWJ2021WJciWJidfXiehYef 8.2 4

47 znhibitingJ”ycobacteriumJtuberculosisJtoastJbyJtargetingJanJallostericJsiteYJNaturef
CommunicationsWJ2021WJbcWJbed 17.4 4

46 trystallographicJdataJdepositionYJNatureWJ1996WJdhjWJcac 50.4 3

45 SearchingJforJ–ewJZXu–rZZXγ–rJsindingJαroteinsJsasedJonJStructuralJSimilarityJtoJvxperimentallyJ
ValidatedJZ˛–JuomainYYJInternationalfJournalfoffMolecularfSciencesWJ2022WJcdWJ 6.3 3

(2022-2019)
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44 StructuralJinsightsJintoJvscherichiaJcoliJphosphopantothenoylcysteineJsynthetaseJbyJnativeJionJ
mobilityXmassJspectrometryYJBiochemicalfJournalWJ2019WJehgWJdbcfXdbdj 3.8 3

43 ueepJ“earningJforJαroteinXαroteinJznteractionJSiteJαredictionYJMethodsfinfMolecularfBiologyWJ2021WJ
cdgbWJcgdXcii 1.4 3

42 tommonJmechanismJofJthermostabilityJinJsmallJ˛–XJandJ˛†XproteinsJstudiedJbyJmolecularJdynamicsYJ
Proteins:fStructuretfFunctionfandfBioinformaticsWJ2020WJiiWJbcddXbcfa 4.2 2

41 UsingJaJwragmentXsasedJrpproachJtoJzdentifyJrlternativeJthemicalJScaffoldsJTargetingJ
uihydrofolateJγeductaseJfromYJACSfInfectiousfDiseasesWJ2020WJgWJcbjcXccab 5.5 2

40 StructureJofJ”ycobacteriumJthermoresistibileJxlgvJdefinesJnovelJconformationalJstatesJthatJ
contributeJtoJtheJcatalyticJmechanismYJScientificfReportsWJ2015WJfWJbhbee 4.9 2

39 tomparativeJanalysisJofJproteinJthreeXdimensionalJstructuresJandJanJapproachJtoJtheJinverseJ
foldingJproblemYJNovartisfFoundationfSymposiumWJ1991WJbgbWJciXdglJdiscussionJdhXfb 2

38 rnalysisJofJmetabolicJpathwaysJinJmycobacteriaJtoJaidJdrugXtargetJidentification 2

37 znhibiting”ycobacteriumJtuberculosistoastJbyJtargetingJaJnewJallostericJsite 2

36 tovalentJinactivationJofJ”ycobacteriumJthermoresistibileJinosineXfRXmonophosphateJ
dehydrogenaseJSz”αuyTYJBioorganicfandfMedicinalfChemistryfLettersWJ2020WJdaWJbcghjc 2.9 2

35 xenomicsWJtomputationalJsiologyJandJurugJuiscoveryJforJ”ycobacterialJznfectionskJwightingJtheJ
vmergenceJofJγesistanceYJFrontiersfinfGeneticsWJ2020WJbbWJjgf 4.5 2

34 zntegratedJhumanZSrγSXtoVXcJmetabolicJmodelsJpresentJnovelJtreatmentJstrategiesJagainstJ
t VzuXbjYJLifefSciencefAllianceWJ2021WJeWJ 5.8 2

33 StagesWJscaffoldsJandJstringsJinJtheJspatialJorganisationJofJnonXhomologousJendJjoiningkJznsightsJ
fromJXXrayJdiffractionJandJtryoXv”YJProgressfinfBiophysicsfandfMolecularfBiologyWJ2021WJbgdWJgaXhd 4.7 2

32 TheJasparticJproteinasesYJrnJhistoricalJoverviewYJAdvancesfinfExperimentalfMedicinefandfBiologyWJ
1998WJedgWJbXbd 3.6 2

31 StructureXguidedWJtargetXbasedJdrugJdiscoveryJXJexploitingJgenomeJinformationJfromJyzVJtoJ
mycobacterialJinfectionsYJPostepyfBiochemiiWJ2016WJgcWJcgcXchc 0 2

30 XSu“TkJaJwebJserverJforJstructuralJannotationJandJrepresentationJofJsequenceXstructureJ
alignmentsYJNucleicfAcidsfResearchWJ2017WJefWJWdibXWdih 20.1 1

29 wragmentJScreeningJagainstJtheJvthγâ��u–rJznteractionJbyJ–ativeJ”assJSpectrometryYJAngewandtef
ChemieWJ2017WJbcjWJhfjgXhfjj 3.6 1

28 tomputationalJueorphaningJofJ”ycobacteriumJtuberculosisJTargetsJ2020WJ 1

27
uecipheringJtheJenzymaticJtargetJofJaJnewJfamilyJofJantischistosomalJagentsJbearingJaJquinazolineJ
scaffoldJusingJcomplementaryJcomputationalJtoolsYJJournalfoffEnzymefInhibitionfandfMedicinalf
ChemistryWJ2020WJdfWJfbbXfcd

5.6 1
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26 StudyingJtheJroleJofJheparinJinJtheJformationJofJwxwbXwxwγcJcomplexesJusingJgelJchromatographyYJ
InternationalfJournalfoffExperimentalfPathologyWJ2004WJifWJrhcXrhc 2.8 1

25 rreJThereJyiddenJxenesJinJu–rZγ–rJVaccinespYJFrontiersfinfImmunologyWJ2022WJbdWJiabjbf 8.4 1

24 tanJtheJSrγSXtoVXcJSpikeJαroteinJsindJzntegrinsJzndependentJofJtheJγxuJSequencepYJFrontiersfinf
CellularfandfInfectionfMicrobiologyWJ2021WJbbWJhgfdaa 5.9 1

23 TheJxenomeduJtonsortiumJforJStructuralJrnnotationsJofJSelectedJ”odelJ rganismsYJMethodsfinf
MolecularfBiologyWJ2020WJcbgfWJchXgh 1.4 1

22 rJαersonalJyistoryJofJUsingJtrystalsJandJtrystallographyJtoJUnderstandJsiologyJandJrdvancedJurugJ
uiscoveryYJCrystalsWJ2020WJbaWJghg 2.3 1

21 αredictedJstructuralJmimicryJofJspikeJreceptorXbindingJmotifsJfromJhighlyJpathogenicJhumanJcoronaviruses 1

20 αrotty zγkJaJtoolJforJproteomeXscaleJgenerationJofJhomoXoligomersYJBriefingsfinfBioinformaticsWJ
2021WJccWJ 13.4 1

19 ”ycobacterialJ tsrJStructuresJUnveilJSubstrateJαreferenceJ”echanismJandJrllostericJγegulationJ
byJcX xoglutarateJandJcXαhosphoglycerateYJMBioWJ2019WJbaWJ 7.8 1

18 rJplatformJforJtargetJpredictionJofJphenotypicJscreeningJhitJmoleculesYJJournalfoffMolecularf
GraphicsfandfModellingWJ2020WJjfWJbaheif 2.8 1

17 SrαJdomainJformsJaJflexibleJpartJofJu–rJapertureJinJKuhaZiaYJFEBSfJournalWJ2021WJciiWJedicXedjd 5.7 1

16 StrategiesJforJdrugJtargetJidentificationJinJ”ycobacteriumJlepraeYJDrugfDiscoveryfTodayWJ2021WJcgWJbfgjXbfhd8.8 1

15 UsingJaJsyntheticJswitchJtoJregulateJinsulinJreceptorJactivationYJProceedingsfoffthefNationalf
AcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaWJ2021WJbbiWJ 11.5 1

14 UsingJStructureXguidedJwragmentXsasedJurugJuiscoveryJtoJTargetJznfectionsJinJtysticJwibrosisYYJ
FrontiersfinfMolecularfBiosciencesWJ2022WJjWJifhaaa 5.6 1

13 TargetingJtoastJthroughJthemicalJznhibitionJofJeRXαhosphopantothenoylXlXcysteineJSynthetaseJ
StoasTJrctivityYJACSfInfectiousfDiseasesWJ2021WJhWJbgggXbghj 5.5 0

12 StructureXxuidedJtomputationalJrpproachesJtoJUnravelJuruggableJαroteomicJ“andscapeJofYJ
FrontiersfinfMolecularfBiosciencesWJ2021WJiWJggddab 5.6 0

11
TheJfirstJresolutionJrevolutionJinJproteinJstructureJanalysiskJXXrayJdiffractionJofJpolypeptideJ
conformationsJandJglobularJproteinJfoldsJinJbjfasJandJbjgasYJProgressfinfBiophysicsfandfMolecularf
BiologyWJ2021WJbghWJdcXdc

4.7 0

10
sookJγeviewJonJâ��”olecularJsiologyJofJrssembliesJandJ”achinesâ��JbyJrlasdairJStevenWJWolfgangJ
saumeisterWJ“ouiseJJohnsonJandJγichardJαerhamYJαublishedJbyJxarlandJScienceWJTaylorJandJwrancisJ
xroupYJFEBSfLettersWJ2017WJfjbWJdhahXdhai

3.8

9 ValueXaddedJwrontiersJprogrammeYJNatureWJ1997WJdigWJhff 50.4
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8 “eavingJtheJstructuredJworldJofJ xfordYJNaturefStructuralfBiologyWJ1998WJfWJfdd

7
TheJpredictionJofJproteinJstructureJandJtheJdesignJofJnovelJligandsJforJtheJbiotechnologicalWJ
pharmaceuticalJandJagrochemicalJindustriesYJJournalfoffChemicalfTechnologyfandfBiotechnologyWJ
2007WJfhWJcicXcic

3.5

6 –ewJstrategiesJforJstructureXguidedJdesignJofJrzuSJantiviralsYJProgressfinfBiophysicsfandfMolecularf
BiologyWJ2005WJiiWJbjbXc 4.7

5 αrologuekJrnJ verviewJofJαroteinJ”odularJuomainsJrsJrdaptorsJ2005WJbXe

4 vvolutionaryJTraceJanalysisJofJTxwX˛†JandJrelatedJgrowthJfactorsYJBiochemicalfSocietyfTransactionsWJ
2000WJciWJrcghXrcgh 5.1

3 rrchivalJjournalJrequirementsJofJmacromolecularJcrystallographicJdataYJJournalfoffBiomolecularf
StructurefandfDynamicsWJ1996WJbdWJfid 3.6

2 STγUtTUγr“Jγv“rTz –SyzαSJsvTWvv–Jz–SU“z–WJγv“rXz–Jr–uJxγ WTyJwrtT γSYJBiochemicalf
SocietyfTransactionsWJ1981WJjWJgfαXgfα 5.1

1 uomainJstructureJofJhepatocyteJgrowthJfactorZscatterJfactorJSyxwZSwTYJNovartisfFoundationf
SymposiumWJ1997WJcbcWJieXjdlJdiscussionJjdXbae
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