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i Paper IF Citations

116 gpuZoonMwostaeffectiveMestimationMofMgeneMregulatoryMnetworksMusingMtheMGraphicsMProcessingM
UnitbbMNARcGenomicscandcBioinformaticsZM2022ZMhZMlqacddf 3.7 0

115 PredictingMgenotypeaspecificMgeneMregulatoryMnetworksbbMGenomecResearchZM2022ZMgfZMifhaigg 9.7 2

114 unMonlineMnotebookMresourceMforMreproducibleMinferenceZManalysisMandMpublicationMofMgeneM
regulatoryMnetworksbbMNaturecMethodsZM2022ZM 21.6 2

113 wonnectivityMinMeQTLMnetworksMdictatesMreproducibilityMandMgenomicMpropertiesbMCellcReportsc
MethodsZM2022ZMfZMeddfel 0

112 wonstructingMgeneMregulatoryMnetworksMusingMepigeneticMdatabMNpjcSystemscBiologycandcApplicationsZM
2021ZMkZMhi 5 3

111 GeneMregulatoryMnetworkMinferenceMasMrelaxedMgraphMmatchingbMProceedingscofcthecAAAIcConferencec
oncArtificialcIntelligenceZM2021ZMgiZMedfjgaedfkf 5 1

110 GeneMTargetingMinMxiseaseMNetworksbMFrontierscincGeneticsZM2021ZMefZMjhmmhf 4.5 3

109 UsingMgraphMconvolutionalMneuralMnetworksMtoMlearnMaMrepresentationMforMglycansbMCellcReportsZM2021ZM
giZMedmfie 10.6 7

108 unalysisMofMmorphologicalMcharacteristicsMofMIxHamutantcwildtypeMbrainMtumorsMusingMwholealesionM
phenotypeManalysisbMNeuropOncologycAdvancesZM2021ZMgZMvdabdll 0.9 1

107 vRwueMandMRNuiMfactorsMpromoteMrepairMmediatedMbyMsmallMRNusMandMPuLvfaRuxifbMNatureZM2021ZM
imeZMjjiajkd 50.4 12

106 RegulatoryMNetworkMofMPxeMSignalingMIsMussociatedMwithMPrognosisMinMGlioblastomaMMultiformebM
CancercResearchZM2021ZMleZMihdeaihef 10.1 3

105 GRuNxnMaMdatabaseMofMgeneMregulatoryMnetworkMmodelsMacrossMhumanMconditionsbMNucleiccAcidsc
ResearchZM2021ZM 20.1 7

104 MultiaomicMregulatoryMnetworksMcaptureMdownstreamMeffectsMofMkinaseMinhibitionMinMMycobacteriumM
tuberculosisbMNpjcSystemscBiologycandcApplicationsZM2021ZMkZMl 5 2

103 SexMxifferencesMinMGeneMyxpressionMandMRegulatoryMNetworksMacrossMfmMHumanMTissuesbMCellcReports
ZM2020ZMgeZMedkkmi 10.6 67

102 MicroRNuamRNuMnetworksMdefineMtranslatableMmolecularMoutcomeMphenotypesMinMosteosarcomabM
ScientificcReportsZM2020ZMedZMhhdm 4.9 6

101 xNuMMethylationMIsMPredictiveMofMMortalityMinMwurrentMandMzormerMSmokersbMAmericancJournalcofc
RespiratorycandcCriticalcCarecMedicineZM2020ZMfdeZMedmmaeedm 10.2 6

100 wlusteringMSparseMxataMWithMzeatureMworrelationMWithMupplicationMtoMxiscoverMSubtypesMinMwancerbM
IEEEcAccessZM2020ZMlZMjkkkiajkklm 3.5 1
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99 uMNovelMxeepMLearningMModelMbyMStackingMwonditionalMRestrictedMvoltzmannMMachineMandMxeepM
NeuralMNetworkM2020ZM 1

98
InitialMValidationMofMaMMachineMLearningaxerivedMPrognosticMTestMUKidneyIntelXVMIntegratingM
viomarkersMandMylectronicMHealthMRecordMxataMToMPredictMLongitudinalMKidneyMOutcomesbbM
Kidneyw6tZM2020ZMeZMkgeakgm

1.8 7

97 GaussianMandMMixedMGraphicalMModelsMasMUmultiaVomicsMdataManalysisMtoolsbMBiochimicacEtcBiophysicac
ActacpcGenecRegulatorycMechanismsZM2020ZMeljgZMemhhel 6 12

96 TheMImpactMofMStromaMudmixtureMonMMolecularMSubtypesMandMPrognosticMGeneMSignaturesMinMSerousM
OvarianMwancerbMCancercEpidemiologycBiomarkerscandcPreventionZM2020ZMfmZMidmaiem 4 17

95 NongenicMcancerariskMSNPsMaffectMoncogenesZMtumourasuppressorMgenesZMandMimmuneMfunctionbM
BritishcJournalcofcCancerZM2020ZMeffZMijmaikk 8.7 13

94 infectionMwithMfrequentMviralMcoinfectionMcontributesMtoMpostinfectiousMhydrocephalusMinMUgandanM
infantsbMSciencecTranslationalcMedicineZM2020ZMefZM 17.5 13

93 PUMunMPuNxuMUsingMMicroRNuMussociationsbMBioinformaticsZM2020ZMgjZMhkjiahkkg 7.2 8

92 TransparencyMandMreproducibilityMinMartificialMintelligencebMNatureZM2020ZMiljZMyehayej 50.4 85

91 GenomeaWideMSexMandMGenderMxifferencesMinMwancerbMFrontierscincOncologyZM2020ZMedZMimkkll 5.3 16

90 MolecularMnetworksMinMNetworkMMedicinenMxevelopmentMandMapplicationsbMWileycInterdisciplinaryc
Reviews:cSystemscBiologycandcMedicineZM2020ZMefZMeehlm 6.6 63

89 IdentificationMofMdifferentiallyMexpressedMgeneMsetsMusingMtheMGeneralizedMverkaJonesMstatisticbM
BioinformaticsZM2019ZMgiZMhijlahikj 7.2 3

88 ystimatingMSampleaSpecificMRegulatoryMNetworksbMIScienceZM2019ZMehZMffjafhd 6.1 48

87 UsingMaMSingleMxaytimeMPerformanceMTestMtoMIdentifyMMostMIndividualsMatMHighaRiskMforMPerformanceM
ImpairmentMduringMyxtendedMWakebMScientificcReportsZM2019ZMmZMejjle 4.9 7

86 lionessRnMsingleMsampleMnetworkMinferenceMinMRbMBMCcCancerZM2019ZMemZMeddg 4.8 10

85 HighaThroughputMSequencingMinMRespiratoryZMwriticalMwareZMandMSleepMMedicineMResearchbMunMOfficialM
umericanMThoracicMSocietyMWorkshopMReportbMAnnalscofcthecAmericancThoraciccSocietyZM2019ZMejZMeaej 4.7 5

84 MultisystemMunalysisMofMRevealsMKinaseaxependentMRemodelingMofMtheMPathogenaynvironmentM
InterfacebMMBioZM2018ZMmZM 7.8 38

83 PolyaligandMprofilingMdifferentiatesMtrastuzumabatreatedMbreastMcancerMpatientsMaccordingMtoMtheirM
outcomesbMNaturecCommunicationsZM2018ZMmZMefem 17.4 14

82
HumanMLungMxNuMMethylationMQuantitativeMTraitMLociMwolocalizeMwithMwhronicMObstructiveM
PulmonaryMxiseaseMGenomeaWideMussociationMLocibMAmericancJournalcofcRespiratorycandcCriticalcCarec
MedicineZM2018ZMemkZMefkiaeflh

10.2 29
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81 xetectingMphenotypeadrivenMtransitionsMinMregulatoryMnetworkMstructurebMNpjcSystemscBiologycandc
ApplicationsZM2018ZMhZMej 5 18

80 xataMunalysisMStrategiesMinMMedicalMImagingbMClinicalcCancercResearchZM2018ZMfhZMghmfaghmm 12.9 66

79 SmoothMquantileMnormalizationbMBiostatisticsZM2018ZMemZMeliaeml 3.7 37

78 ynsembleMgenomicManalysisMinMhumanMlungMtissueMidentifiesMnovelMgenesMforMchronicMobstructiveM
pulmonaryMdiseasebMHumancGenomicsZM2018ZMefZMe 6.8 20

77 HistopathologicalMImageMQTLMxiscoveryMofMImmuneMInfiltrationMVariantsbMIScienceZM2018ZMiZMldalm 6.1 8

76 xifferentialMconnectivityMofMgeneMregulatoryMnetworksMdistinguishesMcorticosteroidMresponseMinM
asthmabMJournalcofcAllergycandcClinicalcImmunologyZM2018ZMeheZMefidaefil 11.5 24

75 GeneMRegulatoryMNetworkMunalysisMIdentifiesMSexaLinkedMxifferencesMinMwolonMwancerMxrugM
MetabolismbMCancercResearchZM2018ZMklZMiiglaiihk 10.1 41

74 urtificialMintelligenceMinMradiologybMNaturecReviewscCancerZM2018ZMelZMiddaied 31.3 916

73 wancerMsubtypeMidentificationMusingMsomaticMmutationMdatabMBritishcJournalcofcCancerZM2018ZMeelZMehmfaeide8.7 29

72 PlasmaMyxosomeMProfilingMofMwancerMPatientsMbyMaMNextMGenerationMSystemsMviologyMupproachbM
ScientificcReportsZM2017ZMkZMhfkhe 4.9 32

71 ystimatingMgeneMregulatoryMnetworksMwithMpandaRbMBioinformaticsZM2017ZMggZMffgfaffgh 7.2 8

70 viomarkerMcorrelationMnetworkMinMcolorectalMcarcinomaMbyMtumorManatomicMlocationbMBMCc
BioinformaticsZM2017ZMelZMgdh 3.6 13

69 SomaticMMutationsMxriveMxistinctMImagingMPhenotypesMinMLungMwancerbMCancercResearchZM2017ZMkkZMgmffagmgd10.1 200

68 zunctionalMinteractorsMofMthreeMgenomeawideMassociationMstudyMgenesMareMdifferentiallyMexpressedM
inMsevereMchronicMobstructiveMpulmonaryMdiseaseMlungMtissuebMScientificcReportsZM2017ZMkZMhhfgf 4.9 57

67 UnderstandingMTissueaSpecificMGeneMRegulationbMCellcReportsZM2017ZMfeZMedkkaedll 10.6 175

66 TissueaawareMRNuaSeqMprocessingMandMnormalizationMforMheterogeneousMandMsparseMdatabMBMCc
BioinformaticsZM2017ZMelZMhgk 3.6 31

65 yxploringMregulationMinMtissuesMwithMeQTLMnetworksbMProceedingscofcthecNationalcAcademycofc
SciencescofcthecUnitedcStatescofcAmericaZM2017ZMeehZMyklheayklid 11.5 57

64 WebMeVnMuMwloudMPlatformMforMunalyzingMandMVisualizingMwancerMGenomicMxatabMCancercResearchZM
2017ZMkkZMeeeaeeh 10.1 26
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63
unMimprintedMnonacodingMgenomicMclusterMatMehqgfMdefinesMclinicallyMrelevantMmolecularMsubtypesMinM
osteosarcomaMacrossMmultipleMindependentMdatasetsbMJournalcofcHematologycandcOncologyZM2017ZM
edZMedk

22.4 26

62 whallengesMandMemergingMdirectionsMinMsingleacellManalysisbMGenomecBiologyZM2017ZMelZMlh 18.3 166

61 ystimatingMdriversMofMcellMstateMtransitionsMusingMgeneMregulatoryMnetworkMmodelsbMBMCcSystemsc
BiologyZM2017ZMeeZMegm 3.5 9

60 RegulatoryMnetworkMchangesMbetweenMcellMlinesMandMtheirMtissuesMofMoriginbMBMCcGenomicsZM2017ZMelZMkfg 4.5 28

59 yxpressionMQuantitativeMTraitMlociMUQTLVMinMtumorMadjacentMnormalMbreastMtissueMandMbreastMtumorM
tissuebMPLoScONEZM2017ZMefZMedekdele 3.7 9

58 xNuMmethylationMprofilingMinMhumanMlungMtissueMidentifiesMgenesMassociatedMwithMwOPxbMEpigeneticsZM
2016ZMeeZMkgdakgm 5.7 48

57 xietainducedMweightMlossMleadsMtoMaMswitchMinMgeneMregulatoryMnetworkMcontrolMinMtheMrectalMmucosabM
GenomicsZM2016ZMedlZMefjaegg 4.3 11

56 vatchQwnMinteractiveMsoftwareMforMevaluatingMsampleMandMbatchMeffectsMinMgenomicMdatabM
BioinformaticsZM2016ZMgfZMglgjaglgl 7.2 31

55 PyPandanMaMPythonMpackageMforMgeneMregulatoryMnetworkMreconstructionbMBioinformaticsZM2016ZMgfZMggjgaggji7.2 9

54 MitochondrialMironMchelationMamelioratesMcigaretteMsmokeainducedMbronchitisMandMemphysemaMinM
micebMNaturecMedicineZM2016ZMffZMejgakh 50.5 136

53 GenderaSpecificMMolecularMandMwlinicalMzeaturesMUnderlieMMalignantMPleuralMMesotheliomabMCancerc
ResearchZM2016ZMkjZMgemafl 10.1 49

52 ypigeneticMremodelingMregulatesMtranscriptionalMchangesMbetweenMovarianMcancerMandMbenignM
precursorsbMJCIcInsightZM2016ZMeZM 9.9 28

51 ussessmentMofMpharmacogenomicMagreementbMFutttResearchZM2016ZMiZMlfi 3.6 25

50 RevisitingMinconsistencyMinMlargeMpharmacogenomicMstudiesbMFutttResearchZM2016ZMiZMfggg 3.6 49

49 vipartiteMwommunityMStructureMofMeQTLsbMPLoScComputationalcBiologyZM2016ZMefZMeeddidgg 5 28

48 yxploratoryMStudyMtoMIdentifyMRadiomicsMwlassifiersMforMLungMwancerMHistologybMFrontierscincOncologyZM
2016ZMjZMke 5.3 211

47 MerkelMwellMPolyomavirusMSmallMTMuntigenMPromotesMProaGlycolyticMMetabolicMPerturbationsM
RequiredMforMTransformationbMPLoScPathogensZM2016ZMefZMeeddjdfd 7.6 46

46 NaceMwoordinatesMaMSubanetworkMofMPluripotencyMzactorsMtoMRegulateMymbryonicMStemMwellM
xifferentiationbMCellcReportsZM2016ZMehZMeeleaeemh 10.6 15
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45
IntegratedMGenomicsMRevealsMwonvergentMTranscriptomicMNetworksMUnderlyingMwhronicMObstructiveM
PulmonaryMxiseaseMandMIdiopathicMPulmonaryMzibrosisbMAmericancJournalcofcRespiratorycandcCriticalc
CarecMedicineZM2016ZMemhZMmhlamjd

10.2 73

44 UsingMshRNuMexperimentsMtoMvalidateMgeneMregulatoryMnetworksbMGenomicscDataZM2015ZMhZMefgaj

43 HaploinsufficiencyMofMHedgehogMinteractingMproteinMcausesMincreasedMemphysemaMinducedMbyM
cigaretteMsmokeMthroughMnetworkMrewiringbMGenomecMedicineZM2015ZMkZMef 14.4 45

42 GeneticMcontrolMofMgeneMexpressionMatMnovelMandMestablishedMchronicMobstructiveMpulmonaryMdiseaseM
locibMHumancMolecularcGeneticsZM2015ZMfhZMefddaed 5.6 33

41 IntegratingMtranscriptionalMandMproteinMinteractionMnetworksMtoMprioritizeMconditionaspecificMmasterM
regulatorsbMBMCcSystemscBiologyZM2015ZMmZMld 3.5 18

40 uMnetworkMmodelMforMangiogenesisMinMovarianMcancerbMBMCcBioinformaticsZM2015ZMejZMeei 3.6 47

39 HighMperformanceMcomputingMofMgeneMregulatoryMnetworksMusingMaMmessageapassingMmodelM2015ZM 3

38 xecodingMtumourMphenotypeMbyMnoninvasiveMimagingMusingMaMquantitativeMradiomicsMapproachbM
NaturecCommunicationsZM2014ZMiZMhddj 17.4 2330

37 ynhancingMreproducibilityMinMcancerMdrugMscreeningnMhowMdoMweMmoveMforwardsbMCancercResearchZM
2014ZMkhZMhdejafg 10.1 64

36 InferenceMandMvalidationMofMpredictiveMgeneMnetworksMfromMbiomedicalMliteratureMandMgeneM
expressionMdatabMGenomicsZM2014ZMedgZMgfmagj 4.3 28

35 TumorMassociatedMseizuresMinMglioblastomasMareMinfluencedMbyMsurvivalMgeneMexpressionMinMaM
regionaspecificMmannernMaMgeneMexpressionMimagingMstudybMEpilepsycResearchZM2014ZMedlZMlhgaif 3 13

34 womparativeMgenomeawideMtranscriptionalManalysisMofMhumanMleftMandMrightMinternalMmammaryM
arteriesbMGenomicsZM2014ZMedhZMgjahh 4.3 9

33 SexuallyadimorphicMtargetingMofMfunctionallyarelatedMgenesMinMwOPxbMBMCcSystemscBiologyZM2014ZMlZMeel 3.5 38

32 RelevanceMofMdifferentMpriorMknowledgeMsourcesMforMinferringMgeneMinteractionMnetworksbMFrontierscinc
GeneticsZM2014ZMiZMekk 4.5 5

31 unalyzingMnetworksMofMphenotypesMinMcomplexMdiseasesnMmethodologyMandMapplicationsMinMwOPxbM
BMCcSystemscBiologyZM2014ZMlZMkl 3.5 26

30
xifferentiatingMprogressiveMfromMnonprogressiveMTeMbladderMcancerMbyMgeneMexpressionMprofilingnM
applyingMRNuasequencingManalysisMonMarchivedMspecimensbMUrologiccOncology:cSeminarscandcOriginalc
InvestigationsZM2014ZMgfZMgfkagj

2.8 15

29 whapterMknMOnMtheMIntegrationMofMPriorMKnowledgeMinMtheMInferenceMofMRegulatoryMNetworksbMScienceoc
EngineeringocandcBiologycInformaticsZM2014ZMejmaemm

28 MicroRNuMparaffinabasedMstudiesMinMosteosarcomaMrevealMreproducibleMindependentMprognosticM
profilesMatMehqgfbMGenomecMedicineZM2013ZMiZMf 14.4 69
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27 InconsistencyMinMlargeMpharmacogenomicMstudiesbMNatureZM2013ZMidhZMglmamg 50.4 360

26 HistoneMdeacetylaseMjamediatedMselectiveMautophagyMregulatesMwOPxaassociatedMciliaMdysfunctionbM
JournalcofcClinicalcInvestigationZM2013ZMefgZMifefagd 15.9 210

25 PassingMmessagesMbetweenMbiologicalMnetworksMtoMrefineMpredictedMinteractionsbMPLoScONEZM2013ZMlZMejhlgf3.7 108

24 ungiogenicMmRNuMandMmicroRNuMgeneMexpressionMsignatureMpredictsMaMnovelMsubtypeMofMserousM
ovarianMcancerbMPLoScONEZM2012ZMkZMegdfjm 3.7 84

23 InterpretingMcancerMgenomesMusingMsystematicMhostMnetworkMperturbationsMbyMtumourMvirusM
proteinsbMNatureZM2012ZMhlkZMhmeai 50.4 294

22 uMthreeageneMmodelMtoMrobustlyMidentifyMbreastMcancerMmolecularMsubtypesbMJournalcofcthecNationalc
CancercInstituteZM2012ZMedhZMgeeafi 9.7 218

21 GeneSigxvnMaMmanuallyMcuratedMdatabaseMandMresourceMforManalysisMofMgeneMexpressionMsignaturesbM
NucleiccAcidscResearchZM2012ZMhdZMxedjdaj 20.1 89

20 GenomeaWideMuberrantMSplicingMinMPatientsMwithMucuteMMyeloidMLeukemiaMUuMLVMIndetifiesM
PotentialMNovelMTargetsbMBloodZM2011ZMeelZMkjeakje 2.2

19 uIMMethodsMforMunalyzingMMicroarrayMxataM2009ZMjiakd

18 SeededMvayesianMNetworksnMconstructingMgeneticMnetworksMfromMmicroarrayMdatabMBMCcSystemsc
BiologyZM2008ZMfZMik 3.5 71

17 yxtractingMbiologyMfromMhighadimensionalMbiologicalMdatabMJournalcofcExperimentalcBiologyZM2007ZM
fedZMeidkaek 3 38

16 yxtractingMmeaningMfromMfunctionalMgenomicsMexperimentsbMToxicologycandcAppliedcPharmacologyZM
2005ZMfdkZMemiam 4.6 81

15 MinimumMinformationMaboutMaMmicroarrayMexperimentMUMIuMyVatowardMstandardsMforMmicroarrayM
databMNaturecGeneticsZM2001ZMfmZMgjiake 36.3 3326

14 xataZMunalysisZMandMStandardizationfeiaffm 1

13 VarianceMdueMtoMSmoothMviasMinMRatMLiverMandMKidneyMvaselineMGeneMyxpressionMinMaMLargeM
MultialaboratoryMxataMSetlkamm

12 ystimatingMSampleaSpecificMRegulatoryMNetworksbMSSRNcElectroniccJournalZ 1 2

11 TheMimpactMofMstromaMonMtheMdiscoveryMofMmolecularMsubtypesMandMprognosticMgeneMsignaturesMinM
serousMovarianMcancer 1

10 SpectralMclusteringMinMregressionabasedMbiologicalMnetworks 1

(-2013)
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9 TissueaawareMRNuaSeqMprocessingMandMnormalizationMforMheterogeneousMandMsparseMdata 6

8 SmoothMQuantileMNormalization 6

7 UnderstandingMTissueaspecificMGeneMRegulation 1

6 GeneMRegulatoryMNetworkMInferenceMasMRelaxedMGraphMMatching 2

5 HistopathologicalMimageMQTLMdiscoveryMofMimmuneMinfiltrationMvariants 1

4 GRuNxnMuMdatabaseMofMgeneMregulatoryMnetworkMmodelsMacrossMhumanMconditions 2

3 RegulationMofMPxeMsignalingMisMassociatedMwithMprognosisMinMglioblastomaMmultiforme 3

2 gpuZoonMwostaeffectiveMestimationMofMgeneMregulatoryMnetworksMusingMtheMGraphicsMProcessingMUnit 1

1 uIMMethodsMforMunalyzingMMicroarrayMxatalkkallh
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