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Genomic analysis of 600 vancomycin-resistant <i>Enterococcus faecium</[i> reveals a high prevalence

of ST80 and spread of similar <i>vanA</[i> regions via IS<i>1216E<[i> and plasmid transfer in diverse
genetic lineages in Ireland. Journal of Antimicrobial Chemotherapy, 2022, 77, 320-330.

Linezolid resistance in Enterococcus faecium and Enterococcus faecalis from hospitalized patients in
2 Ireland: high prevalence of the MDR genes optrA and poxtA in isolates with diverse genetic 3.0 48
backgrounds. Journal of Antimicrobial Chemotherapy, 2020, 75, 1704-1711.

Hospital outbreak of linezolid-resistant and vancomycin-resistant ST80 Enterococcus faecium
harbouring an optrA-encoding conjugative plasmid investigated by whole-genome sequencing. Journal
of Hospital Infection, 2020, 105, 726-735.

First description of arginine catabolic mobile element (ACME) type VI harboring the kdp operon only in
4 Staphylococcus epidermidis using short and long read whole genome sequencing: Further evidence of 2.3 6
ACME diversity. Infection, Genetics and Evolution, 2019, 71, 51-53.

PCR-ribotype distribution of Clostridium difficile in Irish pigs. Anaerobe, 2017, 48, 237-241.




