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Long-term outcomes after autologous stem cell transplantation for multiple myeloma. Blood 05 66
Advances, 2020, 4, 422-431. :
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Multiple Myeloma DREAM Challenge reveals epigenetic regulator PHF19 as marker of aggressive
disease. Leukemia, 2020, 34, 1866-1874.

Daratumumab in higha€risk relapsed/refractory multiple myeloma patients: adverse effect of
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Pexmetinib: A Novel Dual Inhibitor of Tie2 and p38 MAPK with Efficacy in Preclinical Models of
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Salvage Autologous Stem Cell Transplantation in Daratumumab-Refractory Multiple Myeloma.
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Predicting risk of progression in relapsed multiple myeloma using traditional risk models, focal
lesion assessment with PET-CT and minimal residual disease status. Haematologica, 2021, 106, 0-0.

Hematological and infectious complications with CD38 antigen targeting monoclonal antibody-based
64  therapies in multiple myeloma: A meta-analysis of randomized control trials. Leukemia Research, 2021, 0.4 2
110, 106714.

The Mutational Landscape of Primary Plasma Cell Leukemia. Blood, 2018, 132, 114-114.

Analysis of the Sub-Clonal Structure of Smoldering Myeloma over Time Provides a New Means of
66 Disease Monitoring and Highlights Evolutionary Trajectories Leading to Myeloma. Blood, 2019, 134, 0.6 2
4333-4333.

Mir-21 Mediates Hematopoietic Suppression in MDS by Activating TGF-b Signaling,. Blood, 2011, 118,
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